luHekonoausi
Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
3.1 KoHcynbkTauusa Bpava-ruHekonora 1 500
MoBTOpPHLIN NpUeM Bpaya-ruHekonora B Te4yeHue 1 mec. no
3.2 noBsoay oAHoro 3abonesaHus 1100
3.6 KoHcynbTaumsa Bpaya-akywiepa-ruHeKkonora no 6epemMeHHOCTH 1 600
3.9 BBeneHne BHYyTPMMaTO4YHOW cnupanu 1 500
3.10 YnaneHue BHYTpMMaToO4YHOW cnupanu 1 300
3.1 YaaneHue BHYyTPMMaTO4YHOW cnupanu (MHCTpyMeHTanbHoe) 1400
3.12 O6pab6oTka Bnaranuwa (1 npoueaypa) 500
3.15 Konbnockonus 1350
3.16 Buoncusa (Bpay-aKkywep-ruHeKonor) 1200
Bakyym-acnupaumsa M3 nonocTn matku gmarHoctuyeckas (1
3.17 MaHUNynAaAumsa) 2200
3.23 MapauepBukanbHaa 6nokaaa 500
3.24 AneKTpoKoarynsuus KOHAUMOM (A0 3-X WTYK) 1000
3.25 YpnaneHue nuratyp 900
3.26 BBeaeHue akyluepcKoro pasrpyaroLlero neccapus 1100
3.27 YnaneHue akylepcKoro pasrpyawluero neccapus 1100
AxocanbnuHrockonus (6e3 yyeta npuema Bpava,
3.28 npeaBapuUTenbHOro o6cneaoBaHua U men.o6ecnevyeHus) 2000
3.29 BBegeHue TaMNOHOB C NIleKapCTBEHHbLIM NpenapaTom 500
3.31 3abop ma3ka (Bpay-ruHekonor) 370
3.35 KoHcynbTaumsa Bpaya-geTckoro (nogpocTKOBOro) rMHeKonora 1 300
3.37 UHcTUNNALUMA nekapcTBEHHbIX BELLECTB B MONOCTb MaTKU 600
3.46 MecTHasa aHecTe3unsa (Bpad-rmHeKonor) 300
3.48 MnasmonudTuHr (1 npobupka) 2500
3.50 ByxupoBaHue LepBMKanbLHOro KaHana 1350
3.51 Mannenb 6uoncusa aHaomeTpUs 2000
3.52 Aobnauusa wenkn matku (03K) 1 800
3.53 Akcumnana wenku matku (O3K) 2800
3.54 MyHKuMA obpaszoBaHNA HApPYXHbIX NOSIOBbIX OPraHoOB 1000
3.55 MepeBsa3ka (Bpa4-ruHekornor) 500
KoHcynbTauus no pasbACHEHUIO pe3ynbLTaToB
3.57 nccnenoBaHumn 600
KoHcynbTauua Bpaya-akyliepa-ruHeKkonora npv B3aTum Ha
3.58 y4yeT no 6epemMeHHOCTHU 1600
3.64 BBepneHue (yaaneHue) ruHeKONnornyecKkoro neccapus 650
3.602 KoHcynbsTauua Bpaya-mammornora 1500
3.900 BapxaTHble abopThbl (0e3 MegobecneyeHus) 5300
IunpekTtop 000 "MepaHa"
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Heeposnozus

Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
10.4 KoHcynbTaumsa Bpaya-4eTckoro HeBporsora 1 500
KoHcynbTauus Bpaya-geTckoro HeBporsora (AMcnaHcepHbIv
10.22 ocMoTp) 750
IunpekTtop 000 "MepaHa"
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Ynbmpa3seykoeass duazHocmuka
Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.
36.1 Y3WU opraHoB 6ploLHOMN NOMOCTH 1400
36.2 OnpepeneHue (pyHKLUM XKENTYHOTO Ny3bIps 550
36.4 Y3 moueBOro nysbips 700
36.5 Y3U onpepneneHne o6bema octatouHon moum (OOM) 400
36.6 Y3 opraHOB MOLUOHKM 1000
36.8 Y3U noyek n mouyeBoro ny3bipsi 1500
36.9 Y3/ Hagno4Yye4YyHUKOB U No4ek 1300
36.10 Y3U wmtoBMaHOM xenesbl 1 300
36.14 Y3 MONOYHbIX Xene3 n permoHapHbIX NnMMdoy3noB 1400
36.15 Y3U ogHOM MOMOYHOM XKene3bl U perMoHapHbIX NMMQOy3noB 800
36.17 Y31 numcoyanoB 1 rpynna 550
36.18 Y3U opraHoB manoro Ttasa (TpaHCBarMHasnbHO) 1300
36.19 Y3WU opraHoB manoro Ta3sa (TpaHcabaoMuHanbLHo) 1 300
Y3WU opraHoB manoro Tasa
36.20 (TpaHcabgoMuHanbHO+TpaHCBaruHanbHO) 1400
36.21 Y3 MOHUTOPUHT co3peBaHuA ¢ponnukyna 1700
36.24 OnpepeneHue nona nnopa 500
36.25 doTto nnoaa 400
36.26 Y3U npeactatenbHom xene3bl (TpaHCab4OMUHaNbLHO) 850
Y3U npeacraTtenbHom xenesbl (TpaHcabaoMuHanbHo+
36.27 TpaHCpEeKTanbLHO) 1700
36.28 Y3U nneBpanbHOW NonocTm 1 000
Y3 MArknx TkaHem 1 NOBePXHOCTHbIX NMUM(OY3NoOB OQHOM
36.29 30HbI 1 000
36.49 Y3U cntoHHbIX Xenes 1 000
36.71 Y3U 6epemeHHbIX (MHOronnogHass 6epeMeHHOCTb) 1700
36.76 Y3U 6epemeHHbIX 1 TpumecTp 1 300
36.77 Y3 6epemeHHbIX 2 n 3 TpUMecTp 1400
36.79 Y3U-auHamuka M-axo 700
36.88 LlepBukomeTpus (M3amepeHue WEenKn MaTkm y 6epeMeHHbIX) 700
ToHkouronbHas acnupauMoHHas 6uoncus WMTOBUOHOMN
36.92 xene3bl noa koHTponem Y3U (1 pons) 2500
ToHKouronbHasa acnupauuoHHas 6Moncus WUTOBUOHON
36.93 Xeneabl nog KoHTponem Y3U (2 ponu) 3500
ToHKouronbHas acnupauMoHHasa 6uoncusa nMmaoys3nos,
36.94 MArKUX TKaHen noa KoHTponem Y3U 2100
ToHKouronbHasa acnupauuoHHas 6MoNcuUsa MONOYHOWM Xerne3bl
36.95 noa KoHTponem Y3U 2 300
Donneporpadunyeckoe nccrnegoBaHme 6epeMeHHbIX XeHLUH
36.97 (6e3 ocmoTpa nnoaa), Bpay YcoBa M.E. 1550
36.106 Y3U noHHoro couneHeHus 900
Y3U npeacratenbHoM Xene3bl ¢ onpeperneHnemMm o6bema
36.107 OCTaTO4YHOM MOYMU 1 600
IunpekTtop 000 "MepaHa"
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Ycnyau npouyedypHoz2o kabuHema
Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
371 BHyTpuBeHHasa nHdoy3usa 350
37.2 BHyTpuBeHHas UHbEKUUs 300
37.3 BHyTpuMbILWeYHAA NHbEKLUA 250
37.4 MogkoxHaa MHBbeKUus 200
37.8 3abop KpoBU 13 BEHbI 230
IunpekTtop 000 "MepaHa"
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lpoyue ycnyau

Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.

3anonHeHue crnpaBKu ANA NoslyYeHUsi NyTeBKU B CaHaTOpUN,

49.4 Ha KypopT 900

49.10 3abop 6uomarepuana 370

49.38 Mep.obecneyeHue. 5

49.401 3ab6op maska PHK sars-cov-2 (COVID-19) 315

49.610 OdopmneHue cnpaBku (npu odopmneHun B wkony, AAQY) 400
Mpuem Ha NUCTKe HETPYAOCNOCOOHOCTU (M Ap.crnyyau

49.701 AWHaMU4ecKoro HabnroaeHus) 700

IunpekTtop 000 "MepaHa"
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Ycnyau nabopamopuu MHBUTPO
Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.
83.6886F11 6886F11 Npeuunxa (f11), IgE, InmunoCAP 890
83.496NOR 496NOR Kan Ha HopoBupyCblI 1735
83.2MHO 2 MHO: NMNpoTtpombuH (no Keuky)+ MHO 250
83.1 1 AYTB 165
83.2 2 MHO: NpoTtpombuH (no Keuky)+ MHO 265
83.3 3 ®ubpuHoreH 210
83.4 4 AHTUTPOMOMUH lll, % aKTUBHOCTM 340
5 O6wmn aHanus kposu (OAK) (6e3 nemkouuTapHom
83.5 cdopmynbl n COJ) 185
8 AnaHnHamuHoTpaHcdepasa (AnAT, AT,
83.8 rmyTaMMHO-NMPOBUHOrpaaHas TpaHcamuHa3sa, I'MT) 165
9 AcnapTtatamumHoTpaHccepasa (AcAT, ACT,
83.9 rnmyTaMmHo-LaBeNieBOyKCYCHasa TpaHcaMuHasa, M) 165
83.10 10 AnbOymMuH 210
83.11 11 Anbda-ammnasa (a-amunasa, guacrasa) 220
12 Anbcpa-Amunasa naHkpeaTuyeckas (P-usodepmeHT
83.12 amunasbl) 335
83.13 13 Bunupy6uH obwmn 165
83.14 14 Bunnpyo6uH npsimon 165
15 Namma-rnytamuntpaHcnentupasa (T,
83.15 rmytTaMmunTpaHcnenTuaasa) 165
83.16 16 Moko3a 165
83.17 17 ®pykTOo3aMUH 1035
83.18 18 MuknpoBaHHbIN remorno6uH HbA1C 395
83.19 19 KpeaTtuHkuHasa (KpeatuHdocdcokmnHasa, KK, KPK) 240
83.20 20 KpeaTtnHkuHasa-MB 330
83.21 21 Muorno6uH 650
83.22 22 KpeaTUHUH 165
83.23 23 Ilunasa (Tpuauunrnuueponauunrugponasa) 395
24 NakratperugporeHasa (JIAr, L-nakrar,
83.24 HALO+Okcupopeaykrasa) 165
25 nAar-1 (NakrataernpporeHasa-1, 1-n nsocdepment JAr,
83.25 anba-rmgpokcubyTuparaerngporeHasa) 250
83.26 26 MouyeBMHa 165
83.27 27 MoyeBas kucnora 165
83.28 28 O6wun 6enok 165
83.29 29 benkoBble hpakuumn 210
83.30 30 Tpurnuuepuabl 185
83.31 31 XonecTtepuH o6Lwwumn 185
32 XonectepuH JIMNBI (XonecTepmMH NnMnonpoTeMHOB
83.32 BbICOKOW nnoTtHocTy, JIMNBI1, a-xonecTepuH) 210
33 XonecTtepuH JIMHIM (XonecTtepuH NnMNonpoTeMHOB HU3KOW
83.33 nnotHocTw, JIMHIM, B-xonectepuH) 185
34 XonuHacTtepa3sa (S-NceBpoxonuMHacTepasa,
83.34 xonuHacTtepa3sa ll, S-X3, aumnxonuHrngponasa) 275
83.35 35 docdarasza kucnas 200
IunpekTtop 000 "MepaHa"
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83.36 36 docdarasa Wweno4vyHas 165
83.37 37 Kanbunn oowmm 175
83.39 39 Kanuu/HaTtpuin/Xnop B cCbIBOPOTKE KPOBU 285
83.40 40 MarHui B CbIBOPOTKE KPOBU 230
83.41 41 ®occop HeopraHUYeCKUn 185
83.42 42 AHtuctpentonusuH-O (ACJ1-O, ACJ10) 425
83.43 43 C-peaKkTMBHbIN 6enok 305
83.44 44 PeBmaTtongHbIn hakTop 350
83.45 45 UmmyHorno6ynuHbl knacca A 295
83.46 46 UmmyHornoo6ynunHbl knacca M 295
83.47 47 UmmyHorno6ynuHbl knacca G 295
83.48 48 Xene3o (Fe) B cbiIBOpOTKE KPOBM 185
49 JlateHTHaA (HeHacbIWeHHasn) Kene3ocBA3biBaloLLan
83.49 cnocobHocTb cbiBOpoTKM KpoBu (JIXKCC, HXKCC) 185
83.50 50 TpaHcheppuH (CuaepodnnuH) 595
83.51 51 ®eppuUTUH 515
83.52 52 TpunoaTUPOHUH obwmn (T3 ooLmn) 350
83.53 53 TpunoaTUpOoHUH cBo60AHLIN (T3 cBOGOAHLIN) 330
83.54 54 TupokcuH obwum (T4 obwmIn, TeTpanoaTUPOHUH OOLLMI) 350
83.55 55 TupokcuH cBo6oaHbIN (T4 cBOGOAHBLIN) 330
83.56 56 TupeoTponHbI ropmoH (TTI, TMpoTponuH) 305
83.57 57 AnTuTena Kk Tupeornodynuny (AT-TI) 440
58 AHTUTena Kk TupeongHomn nepokcuaase (AT-TMNO,
83.58 MUKpOCOMarsibHble aHTUTena) 415
83.59 59 ®onnukynoctumynupytowmimn ropmoH (®CrI) 385
83.60 60 JTrotenHuanpyrowmmn ropmoH (J1r) 385
83.61 61 MNponakTuH 385
83.62 62 dcTpaguon 385
83.63 63 MNMporectepoH 385
83.64 64 TecTtocTepoH 385
83.65 65 KopTtuson 415
66 XopuoHunyeckuin roHagoTponuH YyenoBeka (XM, 6era-Xry,
83.66 B-XIryY) 385
67 UmmyHorno6ynuHbl knacca E (o6wwun IgE,
83.67 MMMyHorno6ynuH E o6wmn) 525
83.68 68 AHTutena k BU4 11 2 n antureH BU4 1 n 2 275
83.69 69 Cudmnuc RPR- aHTUKapANONMNUHOBLIN TECT 240
70 AHTuTena knaccoB IgM u IgG k Treponema pallidum,
83.70 CYMMapHO 370
83.71 71 Antutena knacca IlgG k Bupycy renaturta A 765
83.72 72 AHTuTena knacca IlgM k Bupycy renatuta A 885
73 HBs-aHTureH Bupyca renatuta B (HBs-aHTureH,
NOBepPXHOCTHLIN aHTUreH BUpyca renatuta B,
83.73 «aBCTPaNnUMCKNN» aHTUIeH) 295
83.74 74 HBe-aHTureH Bupyca renatuta B 525
75 AHTtutena knaccos IgM un IgG k HB-core aHTureHy Bupyca
83.75 renatuTta B, cymmapHo 480
76 AHTutena knacca IlgM k HB-core aHTUreHy Bupyca
83.76 renatuta B 665
83.77 77 AHTutena k HBe-aHTureHy Bupyca renatuta 525
IunpekTtop 000 "MepaHa"
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83.78 78 AnTtutena k HBs-aHTureHy Bupyca renatuta B 600
79 AHtuTtena knaccos IgM u IgG k Bupycy renatuta C,
83.79 CYMMapHO 340
83.80 80 AnTutena knacca lgG k Toxoplasma gondii 490
83.81 81 AHtuTena knacca IgM k Toxoplasma gondii 645
83.82 82 AnTutena knacca lgG k uuTomeranoBupycy 395
83.83 83 AHTuTena knacca IlgM k umTomeranoBupycy 525
83.84 84 AnTtutena knacca IgG k BUpycy KpacHyxu 505
83.85 85 AHTuTena knacca IgM k BUpycy KpacHyxu 655
87 HBs-aHTureH Bupyca renatuta B (HBs-aHTuren,
NOBepPXHOCTHLIN aHTUreH BUpyca renatuta B,
83.87 «aBCTPaNUMCKUN» aHTUreH), KONIN4YeCTBEHHbIN TeCT 1335
83.88 88 ®eHobapbuTan (llromunan) 2 665
83.89 89 ®PeHuTOMH (OAndheHunH, nnaHTuH) 1215
83.90 90 BanbnpoeBas kucnota (JenakmH,KoHBynekc) 940
83.91 91 Kapb6amasenuH (PuHnencuH, Terperton) 2 665
83.92 92 Anbda-deTonpoteuH 385
83.93 93 Npynna KpoBu 265
83.94 94 Pe3yc-npuHapnexHocTb (pe3yc-cakTop) 265
83.95 95 Anb6yMMH, CyTOYHas Mo4a 370
96 MNMpo6a PebGepra (KnupeHc aHAOreHHOro KpeaTuHUHa,
83.96 CKOpPOCTb KIy604ykoBOW hunsTpaumm) 230
83.97 97 O6LWwmK 6enokK, CyTo4yHas Mo4a 215
83.99 99 CoMaToTpONHbINA FOPMOH 525
83.100 100 AgpeHOKOPTUKOTPONHbIN ropmoH (AKTI, KOPTUKOTPONUH) 685
83.101 101 JernapoannaHapocTepoH-cynbdar 385
102 MapaTupeonaHbin ropMmoH (MapaTropMoH, napaTUpwH,
83.102 nTr) 745
103 MNCA o6wun (MpocTtaTtnyeckum cneundPmYecKMn aHTUreH
83.103 obwmn) 440
83.104 104 MNCA cBo60oaHbIN 440
83.105 105 AHTtuTtena knacca IgA k Chlamydia trachomatis 600
83.106 106 AHTuTena knacca IlgG k Chlamydia trachomatis 515
108 AMuna3sa B Mo4e CyTOYHOMN UM NOPLIMOHHOWN 3a
83.108 n3mepeHHoe Bpems (Anbda-amunasa, guacrasa Mmoum) 285
83.109 109 Moko3a, cyToyHas Mo4a 215
83.110 110 KpeaTuHuH, cyTouyHas Mo4a 205
83.111 111 MoueBMHa, CcyTOYHaA Mo4a 205
83.112 112 MouyeBas Kucnora, cytoyHasa Moua 215
83.113 113 Kanbuun (Ca), cyTouHas Mo4a 240
83.114 114 Kanun (K), Hatpui (Na), cyTouHasa moua 265
83.115 115 Pocdop (P), cyTouHasa moya 240
116 AHanu3 mouu obwmmn (AHanuM3 Mo4m oéLmn ¢
83.116 MUKpPOCKONMUen ocapaka) 240
83.117 117 ButamuH B12 (unaHokob6anamuH, kobanammH) 720
83.118 118 PonueBasa kucnora 655
119 JlenkouuTtapHasn ¢opmyna (andcdepeHuMpoBaHHbIN
noacyeT NeNKOLMTOB, NIeMKOLMTOrpaMmmMa) ¢ MUKpOCKonuen
83.119 Ma3Ka KpoBU MpU Hann4yMm naToriorm4yecKkux caBuroB 185
IunpekTtop 000 "MepaHa"
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122 AuTtuTtena knacca IgG k Bupycy npoctoro repneca l u ll
83.122 TMNOB 460
123 AHTuTena knacca IgM k Bupycy npoctoro repneca l m Il
83.123 TMNOB 480
125 AHTUAaepHble aHTuTena (AfA, aHTUHYKNeapHble
83.125 aHTUTEna) 625
83.126 126 AHTuTena knacca lgG k aBycnupanbHou (HatueHon) JHK 710
83.133 133 AnTuTena knacca IgG k Helicobacter pylori 535
83.134 134 CBoGoaHbIN 3cTpUon 480
83.137 137/138 AHTuTena knaccos IgM m IgG k dpocchonunuaam 1035
83.139 139 COJ (ckopocTb oceaaHUsa 3pUTPOLIUTOB) 150
140 AnnoMMMYyHHbIe aHTUTeNa BKIlOYasa aHTUTena K
83.140 Rh-aHTUreny 600
141 PakoB0-aMOpUOHanbHbIN aHTUreH (PIA,
83.141 KapUUHOIMOPUOHaNbHbIN aHTUreH) 560
83.142 142 Ca 15-3 625
83.143 143 Ca 125 (YrneBogHbIN aHTUreH 125) 560
83.144 144 Ca 19-9 655
83.146 146 OcTeokanbuuH (KocTHbIn Gla 6enok) 720
83.147 147 Oe3sokcunupuanHonud (OMNAO) B moue 1325
83.148 148 C-Mentuna 450
83.149 149 MoOynuH, cBaA3bIBalOWMn NnonoBble ropMmoHbl (FCHT) 405
83.150 150 PeTukynouutbl 305
151 KatexonamuHbl (agpeHanuH, HopagpeHanuH, podamuH)
83.151 B Mou4e 2405
152 KatexonamuHbl (agpeHanuH, HopagpeHanuH, nocgamMmuH)
83.152 B Mou4e 2185
83.153 153 NlomouucTeunH 1395
83.154 154 17-OH nporecTtepoH 525
155 O6wasn xenesocBA3biBalOLasA CNOCOOHOCTb CLIBOPOTKM
83.155 (OXCC) 165
83.156 156 17-ketocTtepouabl (17-KC) B moue 2 065
83.157 157 TponoHuH-I 700
83.158 158 Konporpamma 365
161 61
83.161 AccounnpoBaHHbIM C 6epeMeHHOCTbI0 NPOTEeUH-A Nnasvbl 645
83.162 162 AnacTasa 1 (91), naHKkpeaTnyeckaa anacrasa 1 2545
83.164 164 D-Oumep 1080
165N Kanbuuin noHusupoBaHHbin (Ca2+, cBO6GOAHLIN
83.165 KanbLuumn) 385
83.166 166 Ca 72-4 940
167 UutokepaTtuHoBbin pparmeHT (Cyfra 21-1, pparmeHT
83.167 uuTokepaTuHa 19) 940
83.168 168 OAurnpapotecToCTepoH 1200
83.169 169 CBOGOAHBLIN TECTOCTEPOH 865
83.170 170 AHApocTeHANON MMIOKYypoHUA 1170
83.171 171 KanbUUTOHUH 915
83.172 172 UHcynuH 560
83.173 173 NMpounHcynuH 840
83.174 174 ComaTomeauH-C 1035
IunpekTtop 000 "MepaHa"
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83.175 175 IlentnH 850

83.176 176 AHTuTena knacca IgM k Helicobacter pylori 710
83.177 177 AuTuTtena knacca IgA k Helicobacter pylori 710
83.178 178 CBOGOAHBLIN KOPTU30S, CYyTOYHasAe Moua 755
83.179 179 AnTuTtena knacca IgM k Mycoplasma hominis 535
83.180 180 AHTuTena knacca IlgG k Mycoplasma hominis 655
83.181 181 AHTuTena knacca IgM k Mycoplasma pneumoniae 520
83.182 182 AHTuTena knacca lgG k Mycoplasma pneumoniae 520
83.183 183 AHTuTena knacca IgA k Chlamydia pneumoniae 635
83.184 184 AHTuTena knacca IgM k Chlamydia pneumoniae 620
83.185 185 AHTtuTena knacca lgG k Chlamydia pneumoniae 620
186 AHTuTena knacca IgM kK kKancMgHOMY aHTUreHy Bupyca
83.186 AnwTenHa-bapp 535
187 AHTuTena knacca IgG k spepHOMy aHTUreHy Bupyca
83.187 AnuwrenHa-bapp 600
83.188 188 AHTuTena knacca IgM k Chlamydia trachomatis 545
83.189 189 CBo6GoaHbIN B-XIMY 645
83.190 190 Bon4yaHOYHbIN aHTUKOArynsiHT 765
83.193 193 KoMmnoHeHTbI cuctembl KomnnemeHTa C3, C4 775
83.194 194 TpombGuHOBOE BpeMA 230
83.195 195 AHApocTeHAUOH 1090

196 TupokcuHcBA3bIBaKOLWas CNOCOOHOCTL (NornoLeHne
TUPEOUAHbIX TOPMOHOB: UHAEKC CBA3bIBaHUS TUPOKCUHA:
83.196 MHAEKC CBOOOAHOro TUPOKCUHA) 590

83.197 197 TupeornobynuH (TIN) 645

198 AHTUTENna K MMKpocomarnbHoun pakumm TupeouuntoB (AT
K MMKpOCOMaribHOMy aHTUreHy tupeouutoB, AT-MATI, AMAT,

83.198 TUpeouaHble aHTUMUKPOCOMAarbHbIe aHTUTena) 570
199 AHTuTena Kk peuentopam TTI (AT K peuenTopam

83.199 TUPEOTPOMNHOro ropMoHa B CbIBOPOTKe KpoBu, AT-pTTI) 1555

83.200 200 AHTuTena knacca IlgG K MHCynuHy 645
201 AnTuTena knacca lgG k 6eta-kneTkam nopxenyno4yHomn

83.201 xenesbl 1545
202 AHTuTtena knacca IgG k rnyramataekapbokcunase

83.202 (aHTM-GAD) 1785
203 C-koHueBble TenonenTuabl KonnareHa | Tuna

83.203 (6eta-CrossLaps, C-tepmuHanbHbIv Tenonentug, CT) 915

83.204 204 N-TtepMUHanNbHbIA NponenTua NnpokonnareHa 1 oowumn 1455

83.205 205 AnbaocTepoH 560

83.206 206 PeHuH (PeHnH nna3mbl KpOBU, NpsAMOe onpeaeneHue) 840
207 NnaueHTapHbIN NakToreH (XopMoHnyeckum

83.207 COMaTOMaMMOTPOMNMUH) 710

83.208 208 B2-MuKpornobynuH 875

83.209 209 HenpoH-cneuucmnyeckas eHonasa 1325

83.210 210 UHTepnenkuH 1 B (IL-1B) 2140

83.211 211 UntepnenkuH 6 (IL — 6) 2140

83.212 212 UHTepnenkuH 8 (IL — 8) 2140

83.213 213 UnTtepnenkuH 10 (IL — 10) 2140

83.214 214 dakTop Hekpo3sa onyxonu-a (PHO-a) 2140

83.215 215 Nakrat 610
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83.216 216 NacTpuH 700
218 XonecTtepwuH JINMOHI (XonecTepuH nMNonpoTenHoB

83.218 OYeHb HU3Kom nnotHocTy, JINOHM) 425

83.219 219 AnonunonpoteuH A1 (AnonpoTteuH A1, ano A1) 570

83.220 220 AnonunonpoTteuH B (AnonpoteuH B, ano B) 425

83.221 221 AnTtutena knacca IgM k Treponema pallidum 790

83.222 222 DpUTpPONO3TUH 1050

83.223 223 AHTTena aHTUCNepMalibHbIe B CLIBOPOTKE KPOBU 1 060

83.224 224 AHTTena aHTUCNepMalnbHbIe B cnepme 1485

83.227 227 AnTnTena knacca IlgM k Bupycy renatuta E 790

83.228 228 AHtuTtena knacca IlgG k Bupycy renatuta E 790

83.229 229 AntuTena knacca lgG Kk aHTUreHam 3XMHOKOKKa 900

83.230 230 AHTuTtena knacca IgG Kk aHTMUreHam onucrTopxuca 545

83.232 232 AnTuTena knacca lgG k aHTUreHam ToKcokap 505

83.233 233 AHtutena knacca IgG Kk aHTUreHam TpuUXMHens 525
234 Antutena knaccos IgA, IgM n IgG k aHTUreHam namonun,

83.234 CYyMMapHO 610
235 AHtutena knacca IgG k Entamoeba histolytica

83.235 (anti-Entamoeba histolytica IgG) 665
236 ConepxxaHue yrneBoaoB B Kane (peayumpyrowime

83.236 BellecTBa B Kane) 600

83.237 237 AHtnTena knacca IgG k aHTMreHam ackapupg 610

83.238 238 AHTuTena knacca IgA k aHtureHam Yersinia Enterocolitica 535

83.239 239 AHtutena knacca IgG k aHTureHam Yersinia Enterocolitica 535

83.240 240 UccnepoBaHue Kana Ha CKpbITYH KPOBb 305

83.241 241 AHtutena knacca IlgG kK AgeHoBupycy 720

83.242 242 AnTtnTena knacca IgA kK AaeHoBupycy 720
243N AHtuTtena knacca IgG k Borrelia burgdorferi (6onesHb

83.243 Nanma) 605
244 AnTtntena knacca IgM k Borrelia burgdorferi (6onesHb

83.244 Nanma) 570

83.245 245 AHtutena knacca IgG k Bordetella pertusis 810

83.246 246 AnTtutena knacca IgM k Bordetella pertusis 810

83.247 247 AHtntena knacca IgA k Bordetella pertusis 810
248 AnTutena knacca lgG Kk pecnmpaTtopHO-CUHLUTUANIbLHOMY

83.248 BUpYycy 710
249 AHtutena knacca IgM kK pecnMpaTOpHO-CUHLMTHUANBLHOMY

83.249 BUpYyCY 710

83.251 251 AnTuTena knacca IgM k Bupycy kopwm 675
252 AHTTena knacca IlgG k BUpycy annaeMm4eckoro

83.252 naporturta 710
253 AHTuTtena knacca IgM kK Bupycy anuagemMmyeckoro

83.253 naporTuTa 710

83.254 254 AHTntena knacca lgG k kaHamaa 755
255 AHTuTena knacca lgG k paHHeMy aHTUreHy BuMpyca

83.255 AnuwrenHa-bapp 590
256 AHTuTena knacca IgG Kk BUpycy BeTpsAHOM OCNbl U

83.256 onosicbiBaloLiero nuiwias 710
257 AntuTena knacca IgM k Bupycy BeTpsiHon ochnbl U

83.257 onosicbiBaroLlEero nuiias 790
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258 AHTtuTtena knacca lgG k Helicobacter pylori, BbisBnsiemblie
83.258 MeTOAOM MMMYHOONOTTUHIa 2970
259 AHTuTtena knacca IgA k Helicobacter pylori, BbisiBnsiemble
83.259 MeTOoAO0M MMMYHOONOTTUHIra 2970
83.261 261 AntuTena knacca lgG k Trichomonas vaginalis 580
83.264 264 AHtntena knacca IgG k Ureaplasma urealyticum 655
83.265 265 AHTtuTtena knacca IgA k Ureaplasma urealyticum 655
83.267 267 AHTTena knacca IgG k Bupycy kneweBoro aHuedanurta 625
83.268 268 AHTtuTtena knacca IgM k Bupycy knewieBoro 3Huecpanurta 625
270 AHTuTtena knacca IgG kK aeammanpoBaHHbIM NenTuaam
83.270 rmMaguHa 720
271 AHTuTena knacca IgA kK geammanpoBaHHbIM nenTuaam
83.271 rmmaguvHa 720
83.272 272 UccnepoBaHue Mo4vu no metoay no HeunnopeHko 240
83.273 273 Antutena k Salmonella typhi, PINrA 545
83.274 274 LinknocnopwH 970
275 AHTuTena knacca lgG kK kancugHoMy aHTUreHy Bupyca
83.275 AnuwrenHa-bapp 755
83.276 276 AHTTena knacca IgG k repneceBupycy Yenoseka tuna Vi 610
83.277 277 AntuTena knacca lgG k repnecsupycy Yenoseka tuna Vil 710
83.280 280 PINIA c Shigella flexneri 1-5 440
83.281 281 PIrA c Shigella flexneri 6 440
83.282 282 PINIA c Shigella sonnei 440
283 PIrA ¢ cbiNHOTU(O3HbLIM AUMAarHOCTUKYMOM PUKKETCUMN
83.283 MpoBayeka 440
83.284 284 PINIA c Yersinia Enterocolitica cepotuna O3 440
83.285 285 PINIA c Yersinia Enterocolitica ceporuna 0:9 440
83.286 286 PINIA c Yersinia pseudotuberculosis 440
83.287 287 PIrA c Salmonella O-komnnekc 440
83.288 288 PINIA c Salmonellagr. A 440
83.289 289 PINrA c Salmonella gr. B 440
83.290 290 PIIA c Salmonellagr. C 440
83.292 292 PINrA c Salmonella gr. D 440
83.293 293 AHtutena k Salmonella gr.E, PMIrA 440
83.294 294 NencuHoreH 1 560
83.295 295 MNMencuHoreH 2 560
297 AHnTuTena K BO30yaUTENtO aHM3aknaosa (Hematoaam
83.297 poaa Anisakis), Ig G 850
83.299 299 Anti-Clonorchis sinensis Ig G 1135
301BMNT Xnamuausa (Chlamydia trachomatis), onpeaenenue
83.301 OHK B BbInoTe 260
302MO4 Mukonnasma (Mycoplasma hominis), onpegeneHue
83.302 OHK B moue 260
303MO\ Ypeannasma (Ureaplasma urealyticum, 6uoBap
83.303 T-960), onpepenenne AHK B moue 260
83.305 305MOM4 NapgHepenna, onpegeneHune AIHK B moye 260
306I'M3 lNoHokokk, onpegeneHue AHK B cockobe
83.306 anuUTenuarnbHbIX KNETOK KOHbIOHKTUBbI 260
83.307 307MO4 TpuxomoHaga, onpeneneHue AHK B moue 260
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308MOY Mukonna3sma (Mycoplasma genitalium),

83.308 onpepeneHune AHK B moye 260
309BIT lNepneceupyc | u Il TnoB, onpeaeneHne OHK B

83.309 BbIinoTe 260

83.310 310BMNT LUutomeranoBupyc, onpeaeneHve [JHK B BbinoTte 260
311c-npk BINMY BbICOKOro OHKOreHHOro pucka, CKpUHuUHr 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeaeneHune OHK B cockobe anutennanbHbIX KNEeTOK

83.311 CNU3NCTON NPAMOMN KULLKU 755
312C-YPO Bupyc nanunnombl YenoBeka BbICOKOro
OHKOreHHoro pucka, onpegenexHve AJHK 16 n 18 tunos + KBM

83.312 B COCKOOEe anuTenuanbHbIX KIeTOK YPOreHUTanbLHOro Tpakra 395
313C-YPO BIM4 BbICOKOro OHKOreHHOro pucka,
reHotunupoBaHue AHK 14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX

83.313 KJIeTOK YPOreHMTarnbHoro Tpakra 1040
315 lNepneceupyc | n Il TunoB (Herpes simplex virus 1, 2),

83.315 onpegeneHne OHK 580
316 Nepnecsupyc VI Tuna (Human herpes virus VI),

83.316 onpeaeneHne OJHK 380

83.317 317 UntomeranoBsupyc (Cytomegalovirus), onpegeneHmne [JHK 310

83.318 318 Bupyc dnwtenHa-bapp, onpeaenexnune JHK 330
319CB Bupyc renatuta B, onpepgeneHue JHK B cbiBOpoTKe

83.319 KPOBM, Ka4eCTBEHHOe 405
320CB Bupyc renatuta B, onpeagenenue AJHK B cbiBOpoTKe

83.320 KpPOBM, KONIM4ECTBEHHOE 3010
321CB Bupyc renatuta C, onpegeneHue PHK B cbiBopoTKke

83.321 KpOBU (Ka4ecTBEHHOe) 710
324101 Bupyc renatuta C, onpeaenexHue PHK B nnasme,

83.324 reHoTMnMpoBaHue ¢ cyoTMnammu 915
325CB Bupyc renatuta D, onpegeneHue PHK B cbiBopoTKe

83.325 KpOBM 615
326CB Bupyc renatuta G, onpeaenexHue PHK B cbiBopoTke

83.326 KpoBU 615

83.327 327 Bupyc TT, onpegenenne JHK 530
328CB Bupyc renatuta A, onpegeneHue PHK B cbiBopoTke

83.328 KpOBU 465

83.329 329 Mycobacterium tuberculosis complex 340

83.330 330 Mukonnasma (Mycoplasma pneum.), onpeaenenue AHK 340

83.331 331 CTpenTtoKkoKk (Streptococcus pneum.), onpeaeneHue [JHK 490

83.332 332 Xnamupusa (Chlamydia pneumoniae), onpeaenexve AHK 520

83.334 334 Xnamunagusa (Chlamydia trachomatis), onpegenenne OHK 330

83.335 335BIT Tokconna3m, onpeaeneHue OHK B Bbinote 340
336 bnegHasn TpenoHema (Treponema pallidum),

83.336 onpeaenenue AHK 310
338CB Bupyc kpacHyxu, onpepeneHue [1HK B cbiBopoTke

83.338 KpoBU 625
341BINT MukobakTepumn Ty6epkynesa, onpeaenexHve IHK B

83.341 BbInoTe 340
342MO\ Ypeannasma (Ureaplasma parvum), onpeaeneHue

83.342 OHK B moye 260
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343MO\ Ypeannasma (Ureaplasma urealyticum + Ureaplasma

83.343 parvum), onpeaenexHuve JHK B moye 260

83.344 344BNT Kanpupa, onpeaenenne [JHK B BbinoTe 260
345YPO Nakrobakrepun, onpegeneHue [JHK B cockobe

83.345 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 250
346I'M3 bnegHas TpenoHema, onpegeneHne JHK B cockobe

83.346 anuTennanbHbIX KNEeTOK KOHbIOHKTUBbI 330
347MK Mukonna3sma (Mycoplasma pneum.), onpeaeneHue

83.347 OHK B MokpoTe 685

83.348 348MK CtpenTokokk, onpeaeneHve AIHK B mokpote 780
349MK Xnamugusa (Chlamydia pneumoniae), onpeaeneHve

83.349 OHK B mokpoTe 925
350CB Bupyc renatuta C, onpegeneHue PHK B cbiBopoTKke

83.350 KpoBu metogom [LP, konnyecTtBeHHOE 3 060

83.351 351BNT Bupyc dnwrenHa-bapp, onpegenerme AHK B BbinoTe 340

83.352 352BMMT NepnecBupyc VI Tuna, onpeaenenne A HK B BbInoTe 260

83.355 355 Mycobacterium tuberculosis complex 500

83.356 356 Mukonnasma (Mycoplasma pneum.), onpeaenexHue AHK 530

83.357 357 CtpenTokKOKK (Streptococcus pneum.), onpeaenexHue [HK 670

83.358 358 Xnamunagusa (Chlamydia pneumoniae), onpegenexnve AHK 720
362 Bupyc renatuta B, onpeaeneHue HK (konuyectBeHHOe,

83.362 peareHTbl F. Hoffmann-La Roche) 10 670

83.363 363 BUY, onpepenenune PHK (HIV) 10 870

83.368 368 Mycobacterium tuberculosis, onpegenenue AHK 340

83.369 369 Mycobacterium tuberculosis, onpeneneHue AHK 500
372 UccnepoBaHue 6MoLeHO3a ypOreHUTanbHOro Tpakra.

83.372 Pemodnop 16. 3340
374C-YPO Bupyc nanunnomsbl yenoBeka, onpegenenue AHK 4
TMnos.: 6, 11, 16, 18 + KBM B cockob6e anuTenmManbHbIX KNEeTOK

83.374 yporeHUTanbLHOro Tpakra 580
377C-YPO OuddepeHumpoBaHHoe onpeaeneHne [HK BIMY,
14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59, 66, 68 +
KBM B cocko6e anuTenuanbHbIX KIeTOK YPOreHUuTanbLHoro

83.377 TpakTa 1020
380 CKpUHUHI MUKPOKNOpbI YPOreHMTanbHOro TpakTa.

83.380 Pemodnop CKpuH. 2915
383HCK BbisiBneHue Bo3byautenen UMMM (7+KBM) cocko6

83.383 anuUTenuarnbHbIX KNEeTOK yporeHUTanbHoro Tpakra 1420
386 UccnepgoBaHMe GuoLLEHO3a YPOreHUTaNnbHOro TpakTa.

83.386 Pemodnop 8. 2 330
391C-YPO Bupyc nanunnombl YenoBeka, onpegenexHve AHK
21 Tvna + KBM B cockobe anutenuanbHbIX KNeTOoK

83.391 ypOreHuTanbLHoOro Tpakra 2620
396YPO Bbaktepounabl, onpegeneHue [JHK B cockobe

83.396 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 250
397YPO Mo6unyHkyc, onpeaeneHue [1HK B cockob6e

83.397 anuTenuanbHbIX KNETOK ypOreHMTaribHOro Tpakra 250
399C-YPO BINY Hu3koro oHkoreHHoro pucka (6, 11, 44) + KBM

83.399 B COCKOOEe anuTenuanbHbIX KIeTOK YPOreHUTanbHOro Tpakra 395

83.401 401 Kanbuun Mouun, Ka4eCTBeHHbIN TecT (Npoba CynkoBu4a) 185
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402 KamnunobakTep, AuapenHbin CUHAPOM,BbISIBNIEHUE

83.402 aHTUreHa B Kane, UMMyHoxpomaTorpacus 1200

83.403 403 lNoHopes, BbIABNEeHNWe aHTUreHa, MUMMyHoxpomartorpacdusa 985
405 INernoHenna, BbifiBNIeHNe aHTUreHa B Moue,

83.405 MMMYyHoOXpomaTorpacus 1 665
408 NMHeBMOKOKK, BbISIBlIeHUe aHTUreHa B Move,

83.408 MMMyHoOXpomaTorpacus 1 665
409 DHTepoBUpPYC, BbisIBNIEHME aHTUreHa B Kane,

83.409 MMMYyHoOXpomaTorpacus 1255
440 NoceB Ha MMKONNa3Mmbl, onpeaeneHune

83.440 YYBCTBUTENBbHOCTU K aHTUMMKPOOHbLIM NnpenapaTtam 625
441-A MNMoceB Mouyn Ha MUKpodnopy, onpeaeneHue

83.441 YYBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM npenaparam 615

442 MNMoceB Ha apoxxKenonobHble rpubbl poaa kKaHaAuAa
(Candida, kaHanAa03) 1 onpeaeneHne YyBCTBUTENbHOCTU K

83.442 aHTUMUKOTUYECKUM npenapartam 1470
444 MNMoceB Ha ypeanna3mbl (Ureaplasma spp.), onpeaeneHue

83.444 YYBCTBUTENBLHOCTU K aHTUMMKPOOHbLIM NnpenapaTtam 445
445 Mukpockonuyeckoe (6aktepmockonmyeckoe)

83.445 uccrnenoBaHue OKpalleHHOro maska no Npamy 305

446-A MNMoceB Ha MUKpodnopy oTAeNsAeMoro nosioBbIX
opraHoB, onpegerneHne 4YyBCTBUTENbLHOCTU K
83.446 aHTMMMKPOOHBLIM Npenaparam 1010

447HCK UccnepoBaHMe Ha 6MoLIeHO3 Bnaranuiua,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenaparam (C MMKpOCKONMEN npenaparta, OKpaweHHOro no
83.447 Mpamy) 1610

449 Noces Ha roHokokk (Neisseria gonorrhoeae, roHopes),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM

83.449 npenaparam 570
451 MNoceB Ha BnaranuwHyto TpuxomoHany (Trichomonas

83.451 vaginalis, TpuxomMmoHua3s) 580

83.453 453 MNoceB Ha Ha nucTepuu (Listeria monocytogenes) 660

454-A lNMoceB Ha 6eTa-reMoNIMTUYECKMIA CTPENTOKOKK rpynnbl
B, onpepeneHne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbLIM
83.454 npenaparam 960

457-A lNMoceB Ha NaTOreHHy K1Lle4vHyo cropy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
83.457 npenaparam 915

459-A Noces. Ha 3onoTucTbin cTadmnokokk (Staphylococcus
aureus), onpegeneHue YyBCTBUTENbHOCTU K aHTUMUKPOGHbLIM

83.459 npenaparam 675
460 NoceB kana Ha nepcuHum (Yersinia enterocolitica) n

83.460 YYBCTBUTENBLHOCTb K aHTUOMOTMKAM 1 300

83.461 461 MNMoceB Ha kamnunobakrep(Campylobacter sp.) 590
462 UccnepoBaHue Ha Clostridium difficile n

83.462 YYBCTBUTENBLHOCTb K aHTUOMOTMKAM 770
463 PotaBupyc (Rotavirus), avapenHbIn CUHAPOM,

83.463 AHTUTreHHbIN Tec 590
464 NoceB Ha MUKpOdNopy N YyBCTBUTENBLHOCTDb K

83.464 aHTMOMOTUKaM (rpyaHoOe MOJIOKO) 550
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465-A lNMoceB oTaensiemMoro rnas Ha Mmukpocdnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
83.465 npenaparam 615

467-A MNMoceB oTAensieMoro BepxXHux AbixaTenbHbIX NyTen Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbLHOCTU K
83.467 AaHTMMUKPOOHLIM Npenaparam 675

468-A lNMoceB Ha 30M10TUCTbIN CTaPUITOKOKK
(MeTULMNNNH-PE3NCTEHTHbLIN 30NMOTUCTbIN CTaUITOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHuve

83.468 YYBCTBUTENBLHOCTU K aHTUMMKPOOHbLIM NnpenapaTtam 615

83.469 469 MNMoceB Ha audcdTepuro 775
470 MNoceB oTaensaemMoro poTorfioTku Ha bopaeTennbl

83.470 (Bordetella pertussis/parapertussis, kokntow/napakokntoiu) 1080
471 NMoceB Ha MEHUHIOKOKK U onpeaerneHue

83.471 YyBCTBUTENBHOCTU K aHTUOUOTUKaM 690
472 NoceB Ha MUKpPOKNopy N YyBCTBUTENBLHOCTDb K

83.472 aHTMOMoTUKam (MOKpoTa) 770

473-A MNMoceB oTAensiemMoro yiemn Ha
Mukpodnopy,onpeaeneHne 4yBCTBUTENbLHOCTU K
83.473 AaHTMMUKPOOHLIM Npenaparam 675

474-A MNMoceB paHeBOro oTaensieMoro U TkaHem Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbHOCTU K

83.474 AaHTMMUKPOOHLIM Npenaparam 675
475 NoceB Ha MUKpoOIIopy U YYBCTBUTENBLHOCTD K

83.475 aHTUOMOTUKaM (Kenub) 770
481 ApeHoBupyc (Adenovirus), anapenHbIn CUHAPOM,

83.481 aHTUreHHbIN TeCcT 875
482 Kpuntocnopuauum napsym (Cryptosporidium parvum),

83.482 AnapenHbIA CUHAPOM, aHTUTeHHbIN TecT 875
483 INNamobnun (Giardia liamblia), anapenHbIn cuHapoOMm,

83.483 aHTUreHHbIN TecT 875
484 XenukobakTtep nunopwu (Helicobacter pylori),aHTureHHbIN

83.484 TecT 875

485 UccnepoBsaHue Ha kuweyHyto nanoyky (Escherichia coli
0157:H7, awepnxuno3s), aMapenHbIn CUHAPOM, aHTUI€HHbIN

83.485 TecT 875
486 Toxin A Clostridium difficile, nceBaomem6paHoO3HbIN

83.486 KONUT, aHTUIreHHbIN TecT 720
488 UccnepgoBaHue Ha 6eTa-reMonIMTUYECKUNA CTPENTOKOKK

83.488 rpynnbl B (Streptococcus agalactiae), aHTUreHHbIn Tect 720
500 LinTonornyeckoe nuccrnegoBaHMe matepuwana,

83.500 NONy4YEeHHOro Npu XMpypruyeckux BMmeluaTesnibcTBax 670
502 UccnepoBaHue COCKOGOB M OTNEYaTKOB C NOBEPXHOCTU

83.502 KOXW N CNTU3UCTbIX 505
503 UccnepgoBaHne COCKOOOB M OTNeYaTKOB ONyXorsien n

83.503 onyxonenono6HbIX 3aboneBaHUn 665

83.504 5043H[ UccnegoBaHue 3HOOCKONUYECKOro MaTepuana 640
505 UccnepgoBaHne COCKOOOB LUENKU MAaTKU U LlepBUKanbHOro

83.505 KaHana 525

83.506 506ACI1 UccnegoBaHue acnuMpaToB U3 NOJIOCTU MaTKN 590
507T3C UccnegoBaHue TpaHccyaaToB, 3KCCYAaToB,

83.507 CeKpeToB, 3KCKPEToOB 590
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83.508 508 UccnegoBaHMe MOKpPOTbI 875

83.509 509MXE UccnegoBaHMe NyHKTaTOB MOJIOYMHOM Xene3bl 640

83.510 510 UccnepoBaHue NyHKTaTOB APYrMX OpraHoB U TKaHeWn 1145

511 MNcTonornyeckoe uccriegoBaHue 6MONCUMNHOro
MaTepuarna u matepuarna, Nofly4eHHOro nNpu XMpypruyeckmx

83.511 BMelUaTenbCcTBax 1850
512 LinTonornyeckoe uccnegoBaHme cockoba (maska) co

83.512 CNU3ncTon 060MO0YKM NONOCTU HOoca (0AHa NnoKanusaums) 790
514 UccnegoBaHMe 3HOOCKONUYECKOro maTtepuana Ha

83.514 Hanunuue Helicobacter pylori 790
516 NicToxnmu4veckoe uccnepoBaHue: - Helicobacter pylori: -

83.516 cnusb 1945
517 LinTonornyeckoe uccrnegoBaHme buomarepmana Lemku

83.517 MaTKu (okpawmBaHue no NManaHukonay, Pap-tecT) 1145

518 XXnpgkoctHasa umtonorus. Llmtonoruyeckoe
nccnepoBaHue 6uomaTtepuana WenKn MaTku (OKpawmBaHue
83.518 no ManaHukonay) 1385

519 LinTonornyeckoe uccnegoBaHue buomarepumana
Pa3nNUYHbIX NMOKann3auun, KpomMme LLEeNKU MaTKu

83.519 (okpawwuBaHue no lNManaHukonay, Pap-TecT) 1145
524 lacTput, accouumnpoBaHHbin ¢ Helicobacter pylori

83.524 (ructonornyeckuin npodunb) 3690
525 PeuenTopbl K 3CTpOreHam 1 NporectepoHy

83.525 (uMMyHOrMCTOXMMMYECKOE uccnenoBaHue) 7 275

532UI'X Pak npeacratenbHOM Xene3bl — KOMNJIeKCHOe
MMMYHOIMMCTOXMMUYECKOe uccrenoBaHue ¢ OLeHKOMN
83.532 3Kcnpeccumn 13160

533UIX Pak npeacraTenbHOM Xerne3bl — KOMMJIIEKCHOEe
MMMYHOIMMCTOXMMUYECKOe uccrefoBaHue ¢ OLLleHKOMN
83.533 3Kcnpeccumn 13160

83.534 534 Bones3Hun Koxu 2 345

535 OQudcdepeHumanbHas gMarHocTuka MefiaHoOMbl,
MMMyHorucroxummyeckoe (UNX) nccnepoBaHune, oueHka
83.535 akcnpeccun S-100, Melan A (MART-1), HMB- 20 880

536 OAuddepeHumanbHas gMarHocTuka MefiaHoOMbl,
MMMyHorucroxummyeckoe (UNX) nccnepoBaHune, oueHka
83.536 akcnpeccun S-100, Melan A (MART-1), HMB- 20 880

83.537 537 AmmyHorucroxmumMmyeckoe nccnegosaHue 1 mapkep 1775

600 GP1 NaHenb annepreHoB TpaBbl: €Xa cOopHasn,
OBCsIHHMLIA NyroBasi, pOXXb MHOroneTHsAA, TMuMmodeeBKa,
83.600 MATNUK nyrosowu IgE 1200

601 GP3 lNaHenb annepreHoB TpaBbl: KONOCOK AYLWNCTbIMN,
POXb MHOroneTHss, TUModeeBKa, POXb KyNbTUBUPOBaHHas,
83.601 OyxapHuK wepcTuctbin IgE 1200

602 MP1 NaHenb annepreHoB nneceHu: Penicillum notatum,
Aspergillus fumigatus, Alternaria tenuis, Cladosporium

83.602 herbarum, Candida albicans (MP1: Mold Pa 1200
603 TP9 lNMaHenb annepreHOB AepeBbEB: ONbXa, JieluHa
83.603 0ObLIKHOBEHHas, uBa, bepesa, ayo IgE 1200

604 WP1 NaHenb annepreHOB COPHOM TpaBbl: aMbpo3us
00ObIKHOBEHHas, NonbiHb OObIKHOBEeHHas, Mapb Genas,
83.604 NoAOPOXHUK, 30NbHUK, ConfAHKa IgE 1200
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83.605 605 E1 Kowka anutenun IgE 505
83.606 606 E2 Cob6aka anutenuu IgE 505
83.607 607 F1 AnyHbIn Genok IgE 505
83.608 608 F2 KopoBbe monoko IgE 505
83.609 609 F3 Tpecka IgE 505
83.610 610 F4 MweHny4yHaa myka IgE 505
83.611 611 F13 Apaxuc IgE 505
83.612 612 F14 CoeBble 606bI1 IgE 505
83.613 613 F17 ®yHayk IgE 505
83.614 614 F23 Kpabhl IgE 505
83.615 615 F24 KpeseTku IgE 505
83.616 616 F25 TomaThl IgE 505
83.617 617 F31 MopkoBb IgE 505
83.618 618 F75 An4yHbIn xenTtok IgE 505
83.619 619 F85 Cenbpepen IgE 505
83.620 620 TapakaH-npycak IgE 505
83.621 621 D1 Knew Dermatophagoides pteronyssinus IgE 505
83.622 622 D2 Knew, Dermatophagoides farinae IgE 505
83.623 623 M1 lNneceHb Penicillinum notatum IgE 505
83.624 624 M2 lNneceHb Cladosporium herbarum IgE 505
83.625 625 M3 NMneceHb Aspergillus fumigatus IgE 505
83.626 626 M5 lNneceHb Candida albicans IgE 505
83.627 627 M6 lNneceHb Alternaria tenuis IgE 505
83.628 628 K82 JlaTekc IgE 505
83.631 631 JomawHnaAa nbinb/ H1-Greer 505
83.632 632 F45 MNMekapckune apoxku IgE 505
83.633 633 F105 LWWokonap IgE 505
83.634 634 F44 Kny6Huka IgE 505
83.635 635 F208 JlumoH IgE 505
83.636 636 F209 NpenndpyT IgE 505
637 FP15 MNMaHenb nuweBbIX annepreHoB: AnenbcuH, 6aHaH,
83.637 fAbnoko, nepcuk IgE 1255
638 FP50 lNMaHenb nuweBbIX annepreHoB: Kueu, maHro,
83.638 6aHaH, aHaHac IgE 1255
639 FP73 MNMaHenb nuweBbIx annepreHoB: CBUHUHA, KypuHOe
83.639 MSAiCO, roBsiAnHa, 6apaHuHa IgE 1255
83.640 640 T14 Tononb (nyx) IgE 505
83.641 641 F11 NpeuHeBas myka IgE 505
83.642 642 F216 KanycTta koyaHHas IgE 505
83.643 643 F225 TuikBa IgE 505
83.644 644 F26 CBuHuHa IgE 505
83.645 645 F27 N'oeaauHa IgE 505
83.646 646 F35 KapTodens IgE 505
83.647 647 F55 Mpoco IgE 505
83.648 648 F7 OBcsaiHaa myka IgE 505
83.649 649 F77 Beta-nakrornobynuH IgE 505
83.650 650 F78 KasewuH IgE 505
83.651 651 F83 KypuHoe msco IgE 505
83.652 652 F9 Puc IgE 505
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83.653 653 F49 fA6noko IgE 505
83.654 654 F84 Kusu IgE 505
83.655 655 F403 MNueHble apoxoku IgE 505
83.656 656 G6 TumodpeeBka IgE 505
83.657 657 T3 bepesa IgE 505
83.658 658 W6 MonbiHb IgE 505
83.659 659 W5 lMNonbiHb ropbkas IgE 505
83.660 660 E6 Mopckas cBMHKa anutenuu IgE 505
83.661 661 E78 BonHucTbin nonyran nepo IgE 505
83.662 662 E81 OBua anutenun IgE 505
83.663 663 E85 Kypuua nepo IgE 505
83.664 664 D3 Dermatophagoides microceras IgE 505
83.665 665 NaHenb pa3Hble annepreHbl 4 245
83.666 666 NMNaHenb pecnupaTopHbie annepreHbl 9420
83.669 669 MNaHenb NULWeBbIe annepreHbl 10 385
83.670 670 NMaHenb neguaTpuyeckas 9190
83.671 671 H1 OJomawHan noinb/Greer/ IgE 350
83.672 672 H2 NlomawHAn nbinb/Stier/ IgE 410
83.673 673 F88 bapaHuHa IgE 505
83.674 674 F95 Mepcuk IgE 505
83.675 675 F91 Manro IgE 505
83.676 676 F92 banaH IgE 505
83.677 677 F210 AnaHac IgE 505
803 AHTUTena K aueTunxonuHoBomy peuenTtopy (AxP,
83.803 OWarHoCcTMKa MmacTteHum), cymMmapHo 5070
804 AnTutena knaccos IgA, IgG, IgM k MuToxoHapUAM
83.804 (AHTUMUTOXOHApPUanbHbIe aHTUTena, AMA), cymmapHo 1 545
805 AHTuTena knaccos IgA, IgG, IgM k napueTanbHbIM
83.805 KneTkam xenyaka (AMKX), cymmapHo 1325
806 AnTutena knaccos IgA, IgG, IgM k rnagkon myckynartype,
83.806 CYyMMapHO 1545
807 AHTtuTena knacca IgG k 6aszanbHOn MemMOpaHe Knyoo4koB
83.807 no4ek 1 565
808 KpucTtannbl B Ma3ke CUHOBUANbHOM XXNAOKOCTU
83.808 (MoHoypaTa HaTpus, nupodocdaTa Kanbuus) 1580
83.809 809 AHtuTena knacca IgG k 6aszanbHON MeMOpaHe KOXMu 2040
810 AnTutena knacca IgA K 3HAOMU3UIO (AHTUIHAOMU3UNHBIE
83.810 aHTutena, ADMA) 1 090
812 AHntuTtena knaccos IgG, IgA, IgM kK kneTkam cocyamcToro
83.812 aHportenuna (HUVEC), cymmapHo 1510
83.813 813 AnTutena knacca IlgG k necmocomam anuaepmuca 2100
83.814 814 Jlutun B CbIBOPOTKE KPOBU 1070
815 AHTuTena knacca IlgG k cepae4Hon MmycKkynatype
83.815 (Mnokapay), aHTUMUOKapAnanbHble aHTUTena 1375
83.817 817 AHnTtuTtena knacca lgG kK BHyTpeHHemy dakTopy Kactna 1445
819 AHTUTeNna K MUKpOCOMaM NeYeHU U NoYeK, CyMMapHoO
83.819 IgA+igG+igM 1325
821 MNaHenb aHTUTEN K aHTUreHaM aHTUHEeUTPOPUIIbHbIX
83.821 aHTuTen (naHenb aHtTureHos AHLIA) 3010
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822 AHTutena knaccos IgG, IgA, IgM Kk peuenTtopy

83.822 doccdonunasbl A2 (PLA2R), cymmapHo 3155

83.823 823 AntuTena knacca lgG Kk muenonepokcupase (aHTu-MPO) 1090
825 AnTutena knacca IgG K akcTparupyemMomy HykrneapHomy

83.825 aHTUreHy 1090

826 MNaHenb aHTUHYKMeapHbIX aHTUTEN NPU CKNnepoaepMum,
(pa3pgenbHoOe onucaHue aHTUTenN K aHTureHam Scl-70,
CENP-A, CENP-B, RP11, RP155, dunépunnapuH, NOR90,
83.826 Th/To, PM-Sc100, PM-Scl75, Ku,PDGFR, Ro-52), ummyHoGnot 4 080

827 AHTUHYKNneapHble aHTUTena (pasaenbHo Sm, RNP/Sm,
SS-A (60 ka), SS-A (52 ka), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1

83.827 aHTUreHy) MMMyHOORNOT 3 570
83.836 836 UHrmbuTop C1-actepasbl 2 265
83.837 837 AHTtuTtena knacca IlgG k C1q cpaktopy KOMnnemeHTta 1090
83.838 838 YrneBop-gednUnTHLIN TpaHcheppuH 2720
839 YrneBoa-nepuUNTHLIN TPaHCEeppPUH C
83.839 anektpodoperpammon (YOT) 3090
83.840 840 Llepynonna3muH 645
83.841 841 NanTorno6uH 645
844 AKTUBHOCTb aHIMOTEeH3UH-NpeBpaLlaroLero pepmeHTa
83.844 (AlN®P) cbIBOPOTKU KPOBU 2 350
83.855 855 AHTuTena kK AandTepunHOMy aHaToOKCUHY, IgG 915
83.863 863 KobanbT B CbIBOPOTKE KPOBU 290
83.868 868 LIMHK B CbIBOPOTKE KpOBU 290
83.869 869 CeneH B CbIBOPOTKE KPOBU 290
83.873 873 Monu6aeH B CbIBOPOTKE KPOBM 290
83.874 874 KagMmun B CbIBOPOTKE KPOBU 290
83.876 876 AnTutena knacca IgG kK cTONnGHAYHOMY aHaTOKCUHY 915
83.878 878 CBuHeL B BEHO3HOM KPOBU 290
83.881 881 AnoMuHuM B Moue 290
83.883 883 MbIWbsK B CbIBOPOTKE KPOBU 290
83.888 888 Meab B CbIBOPOTKE KPOBU 290
83.889 889 Meab (Cu) B cyTOuHOM MOYe 290
83.892 892 MapraHeL, B CLIBOPOTKE KPOBU 290
83.893 893 Hukenb B CLIBOPOTKE KPOBMU 290
83.894 894 Hukenb B Moue 290
83.895 895 CBuHeL B Moye 290
83.898 898 bapbutypartbl B Moye 1215
83.902 902 KaHHabuHouabl (MapuxyaHa) B Mo4e 1215

911 JlenkouuTtapHasa cpopmyna (AncdepeHUMpPOBaHHbLIN
noacyeT NIeNKOLUTOB) C 06A3aTeNIbHON «PYYHON»

83.911 MUKpOCKONuen maska KpoBu 240
83.917 917 NamoTpuaxXuH 3460
83.918 918 MeTaHedpuHbI (CyTOYHaA Mo4a) 2185
83.923 923 HeonTtepuH (HIM) B cbiBOpOTKE KPOBM 1 505
83.925 925 Onuatbl (MOopchUH/reponH) B Mmo4e 1215
83.928 928 25-OH BuTtamuH D o6wumn 2000
83.931 931 ButamuH A B cbiBOpoOTKe (peTuHon) 2515
83.932 932 ButamuH E B cbiBopoTKe (anbca-Tokocpepon) 2515
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83.935 935 OcHoBHoOM 6enok muenuHa B nuksope (MBP) 780
936 AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4,

83.936 CYMMapHO (amnarHoctuka Henpoontukommenuta, NMO) 2780

83.937 937 AnTuTena knacca lgG K ckeneTHbIM MblILWLAM 1080

83.938 938 AHTuTtena knaccoB IgG u IgM k raHrnuosngam 5070

83.939 939 Muosut-cneuncdunyHbie aHTuTena knacca lgG 3920
944 InarHocTUKa ayTOMMMYHHOIO nNaHKpeaTuTa u apyrux

83.944 lgG4-accoummnpoBaHHbIX 3ab6oneBaHUmn 1620

83.946 946 XpomorpaHuH A 5505

83.948 948 D03MHOPUNBbHBLIA KATUOHHbLIN GEenoK 875
950 MeTabonuTbl KaTeXONaMMHOB U CEPOTOHMUHA:
BaHMnNunNMmuHaaneBas kucnorta (BMK),romoBaHunmHoBas

83.950 kucnota (F'BK),5-okcunHponykcycHas kucnora (5-OUNYK) 2305
953 AHTMHeNpoHanbHbIe aHTUTena knacca lgG (namMH-6noT:
Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2),

83.953 amcpuncpunsmnH) 5070
954 AHTuTena knaccos IgA, IgG, IgM kK NMDA

83.954 (N-meTun-D-acnapTaT) rnytamaTtHOMYy peLenTopy, CyMMapHo 4 065

83.955 955 AHTuTena knacca IgG k nporenmHase-3 (aHTU-PR-3) 1090
956 AHnTuTena knacca lgG kK Hykneocomam (aHTUsiAepHbIe

83.956 aHTUTena), CKPUHUHI 1145
965 AHTuTena knacca IgG k kepaTuHy (AHTUKepaTUHOBLIE

83.965 aHTutena, AKA, AHTudunarrpmHoBbie aHTutena, APA) 2055

83.966 966/74 AntuTtena IgG, IgM k chocchaTnanncepuny 1 690

83.967 967 AHTuTena IgA, IgM, IgG Kk KapanonNUNUHy, CKPUHUHI 1155

83.968 968 AHTuTena IgA K KapanonunNuHy 775

83.969 969 AHTuTena IlgG K KapaMonMNuHy 830
970 AHTuTena knacca lgG k uutonnasme HeuTpocunos

83.970 (AHLA) 1900

83.971 971 AHTTena knaccoB IgA u IgG K peTUKynuHy, CcymMmapHo 1200
972 Antutena knaccos IgA n IgG k aHaomusuio

83.972 (aHTU3HAOMU3UWNHBIE aHTUTeNna, AODMA), cymmapHo 1200

83.973 973 AHTuTena knacca k lgG rpombouuTam, HeNnpPAMOMn TecT 1325
978 CtumynsaumoHHas npoba - MacTpuH-17

83.978 (cTMMynupoBaHHbIN) 1120
993 CepOTOHUH B CLIBOPOTKE KPOBU

83.993 (Serotonin) 2125
995HOI Mapa3suTapHbie rpubbl, MUKPOCKONUYECcKoe

83.995 uccrnegoBaHue Npob Horren 905

83.997 997 AHTuTena knacca IgM k kapgunonunuHy 1040

83.998 998 F33 AnenbcuH IgE 505

83.999 999 MpsaAmon aHTUrMOOYNMUHOBLIN TeCT, NonucneunPuYHbIN 1275

83.1000 1000 JluTun B Bonocax 290

83.1001 1001 Bop B Bonocax 290

83.1002 1002 HaTtpui B Bonocax 290

83.1003 1003 MarHuin B Bonocax 290

83.1004 1004 AntoMuHMI B Bonocax 290

83.1005 1005 KpemHui B Bonocax 290

83.1006 1006 Kanuin B Bonocax 290

83.1007 1007 Kanbuun B Bonocax 290
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83.1008 1008 Tannun B Bonocax 290
83.1009 1009 Xpom B Bonocax 290
83.1010 1010 MapraHeu B Bonocax 290
83.1011 1011 XKene3o B Bonocax 290
83.1012 1012 Kob6anbT B Bonocax 290
83.1013 1013 Hukenb B Bonocax 290
83.1014 1014 Meab B Bonocax 290
83.1015 1015 UnHK B Bonocax 290
83.1016 1016 MbiwbAK B Bonocax 290
83.1017 1017 CeneH B Bonocax 290
83.1018 1018 MonnbaeH B Bonocax 290
83.1019 1019 Kagpmunin B Bonocax 290
83.1020 1020 Cypbma B Bonocax 290
83.1021 1021 PTyTb B Bonocax 290
83.1022 1022 CBuHel B Bonocax 290
83.1032 1032 MapraHey, B Mmouye 290
83.1033 1033 XKene3o B moye 290
83.1034 1034 Kob6ankT B Mo4e 290
83.1035 1035 Meab, Mo4a, pa3oBas nopuus 290
83.1036 1036 LuHk B moue 290
83.1037 1037 MbiwbAK B MoYe 290
83.1038 1038 CeneH B Mo4e 290
83.1040 1040 Kagpmuin B Mmoue 290
83.1042 1042 PTyTb B Mo4e 290
105/6 AHTuTena knaccos IgA n IgG k Chlamydia trachomatis,
83.1056 pa3penbHO 1110
83.1070 1070 Cmecb annepreHoB AOMALUHUX FPbI3YHOB 1200
83.1071 1071 JlunonpotewuH (a) 850
83.1074 1074 Tannun B Mmoye 290
83.1075 1075 Cepebpo (Ag) B HOrTax 290
83.1076 1076 AntomuHun (Al) B HOrtax 290
83.1077 1077 Mbiwbsk (As) B HOrTAX 290
83.1078 1078 3onoto (Au) B HOIrTAX 290
83.1079 1079 Bop (B) B HOrrax 290
83.1080 1080 Bapun (Ba) B Horrtsix 290
83.1081 1081 Bepunnun (Be) B Hortax 290
83.1082 1082 BucmyT (Bi) B HOrtsaix 290
83.1083 1083 Kanbuun (Ca) B HOrTax 290
83.1084 1084 Kagmun (Cd) B Hortsax 290
83.1085 1085 Kob6anbt (Co) B HOrTsIX 290
83.1086 1086 Xpom (Cr) B HOrTsx 290
83.1087 1087 Meab (Cu) B HOrTsAX 290
83.1088 1088 XKene3o (Fe) B HOrTsx 290
83.1089 1089 Nannun (Ga) B HOrTAx 290
83.1090 1090 N'epmanum (Ge) B HOrTax 290
83.1091 1091 PtyTb (Hg) B HorTsaix 290
83.1092 1092 Wog (1) B HorTsIX 290
83.1093 1093 Kanuu (K) B Hortax 290
83.1094 1094 JlaHTaH (La) B HOrTax 290
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83.1095 1095 Jlutun (Li) B HOrTAX 290
83.1096 1096 MarHuin (Mg) B HorTax 290
83.1097 1097 Mapraney, (Mn) B HorTsix 290
83.1098 1098 Monn6aeH (Mo) B HorTsax 290
83.1099 1099 Hatpui (Na) B HorTax 290
83.1100 1100 Hukenb (Ni) B HOrTsx 290
83.1101 1101 ®ocdop (P) B HOrTaAx 290
83.1102 1102 CBuHew (Pb) B HorTax 290
83.1103 1103 MNMnaTuHa (Pt) B HOrTAX 290
83.1104 1104 Pyoungun (Rb) B Hortax 290
83.1105 1105 Cypbma (Sb) B HorTax 290
83.1106 1106 CeneH (Se) B HOrTax 290
83.1107 1107 KpemHu# (Si) B Horrsix 290
83.1108 1108 OnoBo (Sn) B HOrTAX 290
83.1109 1109 CtpoHuui (Sr) B HOrTAX 290
83.1110 1110 Tannun (Tl) B HOrTax 290
83.1111 1111 30n0TO B CbIBOPOTKE KPOBU 290
83.1112 1112 Kagmunin B BEHO3HOM KPOBU 290
83.1113 1113 Kob6anbT B BEHO3HOW KPOBU 290
83.1114 1114 Meab B BEHO3HOMN KPOBU 290
83.1115 1115 MapraHey B BEHO3HOM KPOBM 290
83.1116 1116 Hukenb B BeHO3HOW KPOBM 290
83.1117 1117 CeneH B BEHO3HOM KPOBM 290
83.1118 1118 Tannui B CbIBOPOTKE KPOBU 290
83.1119 1119 LinHk B BEHO3HOW KPOBU 290
83.1120 1120 Banagun (V) B Hortsax 290
83.1121 1121 Bonbdpam (W) B HOrTsx 290
83.1122 1122 LnHK (Zn) B HOrTAX 290
83.1123 1123 LiupkoHun (Zr) B HOrTAX 290
83.1124 1124 Cepebpo B Bonocax 290
83.1125 1125 3onoTto B BOnocax 290
83.1126 1126 bBapuin B Bonocax 290
83.1127 1127 Bepunun B Bonocax 290
83.1128 1128 BucmyT B Bonocax 290
83.1129 1129 Nannun B Bonocax 290
83.1130 1130 NepmaHun B Bonocax 290
83.1131 1131 Woa B Bonocax 290
83.1132 1132 JlanTaH B Bonocax 290
83.1133 1133 docdcop B Bonocax 290
83.1134 1134 MNnaTtnHa B Bonocax 290
83.1135 1135 Py6uamn B Bonocax 290
83.1136 1136 OnoBo B Bonocax 290
83.1137 1137 CTtpoHuMI B Bonocax 290
83.1138 1138 BaHagui B Bonocax 290
83.1139 1139 Bonbdpam B Bonocax 290
83.1140 1140 LinpkoHun B Bonocax 290
83.1141 1141 PTyTb B BEHO3HOW KPOBM 290
1142 AHTutena knacca lgG K aHTUreHam BUpyca KpacHyxu,

83.1142 BbisiBNSieMble METOA0M UMMYHOOOTTUHra 3920
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1143 AHTuTena knacca IgG k aHTureHam Bupyca renatura C,

83.1143 BbisiBNIieMbleé METOAOM UMMYHOOGNOTTUHra 4 050

83.1144 1144 AHTUMIONNIEPOB rOPMOH 1215

83.1145 1145 WHrnbuH B 1215

83.1151 1151 AHTtutena knaccos IgG um IgA k Ureaplasma ureal. 1145

83.1152 1152 AHTuTena knaccos IgG u IgA k Trichomonas vaginalis 720

83.1153 1153 Nna3muHoreH 520

83.1154 1154 UHpyumpoBaHHas arperaymsa TpomMo60UUTOB 175

83.1155 1155 MpoTpOMOMHOBLIN MHAEKC 215

83.1158 1158 TpodrobnacTnuecknm 6era-1-rnMKONpPoTenH 425

83.1159 1159 HecppunHbI B Nnasme KpoBu 2140
1166 MeTaHedpuHbI (Ppakumm) B CyTOYHON MoYe:

83.1166 mMeTaHedpUH, HopMmeTaHedpUH 2405
1169 Peakuunsa BaccepmaHa (RW) Ha cucpmunuc (Kkomnnekc

83.1169 ceponorM4yecknx peakumm Ha cucpunumc) 630

83.1170 1170 AHTuTena knacca IgM k aHTureHam Bupyca renatuta C 525
1171 AnTutena knacca lgG k aHTureHam core, NS3, NS4, NS5

83.1171 Bupyca renatuta C 665

83.1172 1172 Anti-HDV total (kau4.) 430

83.1173 1173 Anti-HGV-total (kau.) 450

83.1175 1175 AHTutena knacca IlgG k Chlamydia pneum/psit. 505

83.1176 1176 AHTutena knacca IlgM k Chlamydia pneum/psit. 505

83.1177 1177 AnTutena knacca IgG k Mycoplasma hominis 540

83.1178 1178 AHTtuTena knacca IgA k Mycoplasma hominis 655
1180/81 AnTuTena knacca IgG Kk HykneapHomy 1

83.1180 npeapaHHeMy aHTUreHy Bupyca dnwrtenHa-bapp 875

83.1183 1183 AHTuTena knacca IgM k aHTureHam namonumn 335
1184 AnTtuTtena knccos IgM, IgG u LIUK k aHTUreHam

83.1184 onucropxuca 840

83.1185 1185 AHTuTena knaccos IgM n IgG kK aHTUreHam TpuxuHenn 830
1186 Komnnekc "Mapa3uTbl” (ONUCTOPXMC, IXMHOKOKKM,

83.1186 TOKCOKapbl, TPUXUHENTbI) 1455

83.1187 1187 UmmyHoo6noT BII (IgG) 1650
1190 AuTuTtena knacca lgG k Borrelia burgdorferi,

83.1190 BblIsiBNIieMbleé METOAOM UMMYHOOGNOTTUHra 2280
1191 AHTuTena knacca IgM k Borrelia burgdorferi,

83.1191 BbifiBNfieMble meToaomMm BectepH-6nora 2 395

83.1192 1192 UmmyHo6noT BT (IgM) 1 650
1195 Bupyc dnwrtenHa-bapp (B3b), onpeaneneHue aHtuten

83.1195 knacca lgG mMmeToaoM MUMMYHOOGNOTTUHrA 2245
1196 Bupyc dnwrenHa-bapp (BIB), onpeaeneHue aHtuten

83.1196 knacca IgM meToaoM UMMYHOGNOTTUHra 2245

83.1197 1197 Komnnekc mapkepoB ayTOMMMYHHOro renatura 1475

83.1198 1198 Benok S100 2 305
1204 AHTUTENAa K LUKITNYECKOMY LUTPYITMHUPOBaHHOMY

83.1204 nenTnay 1335
1205 AHTutena knacca lgG k Treponema pallidum,

83.1205 BbIsiBNIieMbleé METOAOM UMMYHOOGNOTTUHra 3870
1206 AHTuTena knacca IgM k Treponema pallidum,

83.1206 BbIfIBNfieMblé MeTOA0M MMMYHOONOTTUHra 3870
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1208 AHTuTena knacca IgG k T-numcoTponHomy BUpycy

83.1208 yenoBeka TMna 1 n 2 Tuna 875
1209 AHTuTena knaccos IgA, IgM, IgG Kk TKaHM AMYHMKa

83.1209 (aHTUOBapuanbHble aHTUTena), CyMMapHo 1630

83.1210 1210 Anbcpa-2-makpornooynuH 580
1212 AHTuTena knaccoB IgG u IgA k TKaHeBOWM

83.1212 TpaHcrnyTammHase 1770
1222 AHTuTena knacca IgG k Bupycy npoctoro repneca 1

83.1222 T™™MNa 685
1223 AHTuTena knacca lgG k Bupycy npocTtoro repneca 2

83.1223 T™™Mna 545

83.1263 1263 MNpoTteuH C, % akTMBHOCTU 1945

83.1264 1264 MNpotenH S cBO6OAHLIN 1945

83.1265 1265 KamMHu noyeyHble, aHanus3 5670
1266 AHTuTena knaccos IgM, IgA, IgG k Mycobacterium

83.1266 tuberculosis, cymmapHo 1455

1267 AHTUHYKNeapHbIn dakTop, HEp-2 cybecTpaTt (AHD,
TUTPbI, aHTUHYKNEeapHble aHTUTeNna MeToaoM HenpssMon

83.1267 MMMyHodntoopecueHummn Ha npenapartax HEp-2-kneTok) 1290

83.1268 1268 AHTUTena knacca IgM k Bupycy renatuta D 875
1269 AHTuTena knaccoB IgM u IgG kK Bupycy renartuTta D,

83.1269 CYMMapHO 525

83.1270 1270 NictamuH B nnasme kpoBu (Histamine, plasma) 2795

83.1271 1271 JleBeTnpauertam 3460

83.1280 1280 CA-242 865

83.1281 1281 HE4 1145

83.1282 1282 AHTuTena knacca IgA kK TkKaHeBOM TpaHCrNlOTaMUHa3e 985

83.1283 1283 AHTuTena knacca IlgG Kk TkaHeBOM TpaHcrnrTammHase 985
1284 AntuTena knaccos IgG, IgA, IgM k

83.1284 6eTa-2-rnuKonpoTenHy 1, cymmapHo 1155

83.1285 1285 AHTUTEena K TMpo3unHdgoccarase (1A-2) 1 580
1286 AHTUTEeNna K aHTUreHaM KIeToK NoaKenyao4yHoOM xenesbl

83.1286 GAD/IA-2, cymmapHo 1510

1287 AHTuTena knaccos IgA, IgM, IgG k
cTepouanpoayLMpyOLWUM KrneTkam Hagno4ve4vHuka (ACTIK),
83.1287 CYyMMapHoO 1090

1288 MNaHenb aHTUTEN KNacca IgG npy ayTOMMMYHHbIX
3aboneBaHusAx neyeHu (AT k aHTureHam AMA-M2, M2-3E,
Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52),

83.1288 MMMyHOOROT 3730
1289 AHTuTena knacca lgG kK acmanornMKonpoTeMHOBOMY

83.1289 peuentopy (aHTU-ASGPR) 1 580
1290 AHTuTena knaccos IgA, IgM, IgG k

83.1290 cTepouanpoayLMpyOWUM KneTKkaM su4Ka,cyMmapHo 1510
1291 AHTUTEnNa K cTepomanpoayLMpyoLWUM KreTKkam

83.1291 penpoAyKTUBHbIX TKaHeWn 3050

83.1296 1296 SCC (aHTUreH NNOCKOKNETOYHON KapLUUHOMbI) 2200

83.1297 1297 UBC (aHTUreH paka MO4eBOro ny3bIps) 1720

83.1298 1298 AHnTuTena knacca lgG k npecmorneuHy-1 2100

83.1299 1299 AHTuTena knacca lgG k gecmornemHy-3 2100

83.1302 1302ARR AnbaocTepoH-pEeHMHOBOE COOTHOLLEHUE 1330

IunpekTtop 000 "MepaHa"

19 aHBapsa 2024 . 652700, Kemeposckasi obnactb - Kysbacc, Kucenesck r, Coetckasi yn, gom 3a Mcn. Komaposa K.HO.



83.1315 1315C3 C3 KOMNOHEHT cucTeMbl KOMMNeMeHTa 395

83.1317 1317HCK AkTMBHBLIN BUTaMUH B12, NlonotpaHckobanamuH 625

83.1318 1318 MarHumn, cytToyHasa Mo4a (CyTO4YHasa IKCKpeLuns) 340

83.1330 1330 AHTuTena knacca lgG k 6enky BP180 2100

83.1331 1331 AnTuTena knacca lgG k 6enky BP230 2100
1332 AHTuTena knacca lgG k moguuncdmpoBaHHomy

83.1332 LUTPYNIIMHUPOBAHHOMY BUMEHTUHY 1470

83.1333 1333 PeBmaTtongHbin chakTop IgA 1145

83.1334 1334 MonekynsipHo-reHeTu4eckoe uccrnegosaHue HLA-B27 1325
1335 AHnTuTena knacca lgG k caxapomuueTam (gMarHocTuKa

83.1335 6one3Hn KpoHa) 1090
1336 AHTUTena knacca IgA kK caxapomuuetam (gMarHocTuka

83.1336 6onesHu KpoHa) 1090
1337 AHTuTena Kk umTonnasme Hentpodunos, IgA (AHLA,

83.1337 ANCA, IgA) 1 090

83.1338 1338 KanbnpotekTuH hekanbHbIN 2540

83.1339 1339 AnbBeonomyuuH 940

1340 AnTuTena knaccos IgG u IgM k
docdaTmamncepmH-npoTPOMOUHOBOMY KOMHMIIEKCY,

83.1340 CYyMMapHoO 1310
83.1341 1341 AHTuTena knacca IlgG Kk aHHeKcuHy V 1215
83.1342 1342 AHTuTena knacca IgM k aHHeKkcuHy V 1215
1353 Takponumyc (AaBarpad, NMporpadc,lpoTonuk,
83.1353 Takpocen) 1455
83.1372 1372 AnTuTena knacca lgG kK aHTUreHam CTpoOHrunonao3sa 915
83.1376 1376 MuTtortaH 3810
1377TER TepudonyHomupa, neconyHomug (Metabonur)
83.1377 (Teriflunomide, Leflunomide metabolite) 3810
83.1378 1378 NaHenb aHTUpOChONUNUAHBLIX aHTUTEN 9 460
83.1379 1379 anti-Chlamydia trachomatis IgG MOMP + Pgp3 600
83.1409 1409 ®dakTtop VIl (aHTUremocpunbHbIN rNOoGynuH A) 1190
83.1413 1413 dPakTop BunnebpaHaa, aHTUreH 1930
83.1458 1458 OkcanaTtbl, CyTOYHasaA Mo4a 1410
83.1479 1479 Nop B Moue 290
83.1491 1491 Wop B CbIBOpPOTKE 290
1495 AnTuTena knacca lgG k 6enky TennoBoro woka (BTLU)
83.1495 Chlamydia trachomatis 610
83.1508 1508 KopTuson (cntoHa) 645

1515 KnuHunyeckuin aHanus KpoBu: o6LWwMM aHanus,
neunkodopmyna, CO3 (c MMkpockonuen maska KpoBu Npu

83.1515 HanM4YnmM NaTosIorM4YecKMxX cCABUIroB) 460

83.1525 1525 Unctatun C 775
1526 Kny6oukoBas cunbTpaums, pacyeT no hopmyrne

83.1526 CKD-EPI — uuctatun C 830
1534 Cucrema KomnnemMmeHTa: oueHka hyHKLMOHANLHON

83.1534 aKTUBHOCTU 1545

83.1536 1536 OnuMromMmepHbIN MaTPUKCHbIN 6enokK xpsAwa 2830

1537 KomnnekcHoe nccneaosaHue Ana ucnorfb3oBaHUA B
AWarHOCTUKe pacCessHHOro cKrnepo3a: onpegeneHue
onuroknoHanbHoro IgG (NMMKBOp, CbLIBOPOTKA) U CBOGOAHLIX
83.1537 Nerkux uenem UMMyHOrIo0ynMHOB (NMKBOP) 5595
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1538 AHTuTena Kk muenuHy IlgG, meton Henpsimon

83.1538 MMMyHodnopecLeHUnn 1545
1539 CBoGoaHbIe nerkMe Lenm UMMyHOrIO0yIMHOB Kanna u

83.1539 naméaa cbIBOPOTKM C pacyeToOM MHAEKCa Kanna/namoéaa 2 265
1540 CBoGoAHbIE Nerkue Lenu UMMyHOINOOYNIMHOB Kanna u

83.1540 namoéaa B Moue 1545
1541 CBoGoAaHbIe nerkMe Lenm UMMyHOIIO0YIMHOB Kanna u

83.1541 nambéaa B nukBope 1820
1551 AnekTpodropes 6enkoB Mouu, onpeaerneHne Tuna

83.1551 npoTenHypum 1725
1552 Benok beHc-[IXXoHca B MO4e, CKPUHUHT C NPUMEHEHUEM

83.1552 MMMYHOMMKCaLMM N KONU4YeCTBeHHOE onpeaeneHue 2175
1553 benok beHc-[IxxoHca B Mo4ye: uMMyHOdUKcauums,

83.1553 KONnuuyecTBeHHOe onpegeneHue, TMNMpPoBaHUe Kanna, nAm6éaa 3 460

1555 KnnHunyeckun aHanus KpoBu: o6LWMM aHanus,
nenkocdopmyna, CO3 c o6a3aTenbLHON «PYHHON»

83.1555 MUKpPOCKONuen Mmaska KpoBu 525
83.1565 1565MOK AHann3 XxMMn4ecKoro coctaBa No4Ye4HbiX KaMHewn 3640
83.1566 1566 NencuaunH 25 (bnoakTnBHbIN) (Hepcidin 25, bioactive) 6 895

1577 CtepouaHbIn npocdunb, cnoHa, 8 napameTpos
(TecTOoCTEpPOH, AErMAPOINUAHOAPOCTEPOH, aHAPOCTEHAMNOH,

83.1577 KOPTM30J1, KOPTU3OH, 3CTPaaunon, nporectepoH, 17-OH-np) 6 640
83.1581 1581 Omera-3 nHgekc 5015
83.1582 1582 AT k peuentopam HenpoHoB B CMX, IgG 14 430
83.1584 1584AN AT AHTMHeNpoOHanbHbIe, IgG 3475
83.1585 1585MUSK aHtn-MuSK, IgG 5750
83.1586 1586ADN Antutena k aclHK B cbiBOpOTKe KpoBU 1325
83.1587 1587 XXupHble kncnotbl, npocpunb (omera-3, -6, -9), nnasama 9 635
83.1592 15920CC OcTaTtoyHas OCMONANBLHOCTb CTyNna 1325
83.1595 1595STFR PacTtBopuMble peLenTopbl TpaHctheppuHa 1960
83.1597 1597 XMMOTPUNCHUH B CTyIe, aKTUBHOCTb 1880
83.1602 1602 [lernapoannaHapocTepoH (HEKOHbLIOrMPOBaHHbIN) 1545
83.1604 1604 ButamuH B1 (Tnamun) 2515
83.1605 1605 Butamun B6 (nupuaokcanbdocdar) 2515
83.1606 1606 ButamuH C (ackopbuHoBas kucnora) 2515
83.1608 1608 ButamuH B5 (naHTOTEHOBas Kucnora) 2515
83.1609 1609 ButamuH B2 (pubodnasuH) 2515
83.1610 1610 ButamuH B3 (HukotuHammp) 2515
83.1611 1611 Butamun B7,H (6bnotuH) 2515
83.1612 1612 TpMNoATUPOHMH peBEePCUBHbLIN 6 895
83.1614 1614 PeTHuUnN nanbmuTar 2515
83.1615 1615 BeTa-KapoTUH 2515
1631 HaTtpuypetnyeckoro ropmoHa (B-tuna) N-koHLeBOM
83.1631 nponenTtuna 2 665
83.1637 1637 COVM AHnTuTena Kk kopoHasupycy SARS CoV 2, IgG 540
83.1641 1641 COVM AHtuTena Kk kopoHaBupycy SARS CoV 2, IgM 760

1637 AHTUTEena K kopoHaBupycy SARS-CoV-2
(HykneokancugHomy 6erky), IgG, 96601t (Anti-SARS-CoV-2
83.1642 (nucleocapsid protein), IgG, Abbott) 515
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1643 Bbicoko4yBCTBUTENbLHBLIA C-peakTUBHbLIN 6enok

83.1643 (kapawno) 620
1644 XonectepuH nMNonpoTenaoB HU3KOW NIIOTHOCTM,

83.1644 npsiMon meTton 220
1652 AHTUTena, KayecTBeHHbIe, K cnaMkoBoMmy (S) 6enky

83.1652 SARS-CoV-2, IgG 870
1658 AHTUTEnNa, KONM4YecTBEeHHbIE, K cnankoBomy (S) 6enky

83.1658 SARS-CoV-2, IgG 1645
1659 AHTuTena Kk cnamkosomy (S) 6enky SARS-CoV-2,

83.1659 KonuyecTBeHHbIe , IgG 1 645

83.1660 1660 Mas3ok-oTne4yaTok Ha aHTepobuos/anua ocTpuy 385

83.1670 1670 AHTUTena Kk 6eTa-2-rnmkonpoTteuHy, IgG 1 565

83.1700 1700 MpokanbLUUTOHUH 1820

83.1827 1827HCK XXupo- n BogopacTBOpuUMble BUTaMUHbI 23 425

83.1828 1828 )KupopacTtBopnMMble BUTaAaMUHbI 8190

83.1829 1829HCK BoaopacTBopMMblie BUTaAMUHbI 15 260

83.1830 1830HCK HenpoTponHbie BUTaMUHbI 5135

2019 NMporpaMmma CKpUHMHra paka LWernkKn MaTku —
onpeaeneHne OHK BIMY n untonornyeckoe nccnepoBaHue
cockoba Wenkn MaTku 1 LepBUKanbHOro KaHana MeTogom

83.2019 XNAKo 2 065

83.2111 2111 NencuHoreHsl | u Il ¢ pacyeTomMm cooTHOLIEHUA 1120

83.2113 2113 OueHKa 340pOBbsA NPOCTaThbI 3520
2391 AnTuTena knacca IgG k aHTureHam Yersinia

83.2391 enterocolitica n Yersinia pseudotuberculosis 535

2401 CKpbiTasa KpoBb B Kane (KonopekranbHble
KPOBOTEYEHMUA), KONIMYECTBEHHbIA UMMYHOXUMUYECKUIN
83.2401 meTton FOB Gold 730

2447 UnTepnenkuH-28B (UI1-28B),reHoTnupoBaHue
(nccnepoBaHMe reHETUYECKUX MapKepoB, onpeaensowmx
3 PeKTUBHOCTb NeYeHuUs1 XpoHu4veckoro renatuta C

83.2447 MHTepcgepoHOM U pubaBupUHOM) 800

83.2500 2500 AHTuTena knacca IgG k Bupycy kopu 530
3020 UHBUODPJIIOP - komMnnekcHoe uccnegoBaHue

83.3020 MUKpOiopbl yporeHMTanbLHOro Tpakra 2915

83.3021 3021 KaHanAao3, CKPUHUHT U TUNMPOBaHue 930

83.3022 3022 bakTepuanbHbIA BarmHo3 1615

83.3023 3023 KaHgnaos, CKPUHUHT 360

83.3024 3024 KaHguaos TunupoBaHue 665

83.3025 3025 BoisiBneHune Bosoyautenen UMMM (4+KBM) 1025
3026 MHBUO®PJIIOP - ycnoBHO-NaToreHHble MUKONa3Mbl

83.3026 yenoBeKa (yporeHuTanbHbI CKPUHUHT) 490
3027 YcnoBHO-NaToreHHbIe MUKOoNa3mMbl, MOHUTOPUHT

83.3027 acphekTuBHocTM neveHus (Ureaplasma urealyticum) 360
3028 YcnoBHoO-NaTtoreHHbIe MUKOMSa3Mbl, MOHUTOPUHT

83.3028 acpchekTBHOCTU NneveHnsa (Ureaplasma parvum) 360
3029 YcnoBHO-NaToreHHbIe MUKONa3mMbl, MOHUTOPUHT

83.3029 acphekTuBHOoCTM NeveHmsa (Mycoplasma hominis) 360
3032 MHBUO®PJTOP-IKCIEPT. PacwumpeHHoe uccnenoBaHue

83.3032 MUKpOiopbl yporeHMTanbLHOro Tpakra 2915

83.3102 3102 BUY tuna 1 (kayecTtBeHHoe onpeaeneHue PHK) 2 850
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3108 Bupychbl nanunnomsbl Yyenoseka 31 n 33 tunos (HPV-31,

83.3108 33), onpepnenenne AHK 240
3109 Bupycbl nanunnomsbl yenoBeka 35 n 45 tunos (HPV-35,
83.3109 45), onpepeneHue OHK 260

3111MNPK KonuyectBeHHoe reHoTunupoBaHue AHK BIMNY
BbICOKOIro OHKOreHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51,

83.3111 52, 56, 58, 59, 66, 68) 1300

83.3112 3112 boppenuos, onpeaenexHue AHK 505

83.3113 3113 Kokniow (Bordetella pertussis), onpepgenedue AHK 350
3114HOC Jluctepum, onpenenerue AIHK B cockobe

83.3114 anuTenuanbHbIX KNIeTOK CIIM3UCTON HOCca 250
3116 Kangupa (C.albicans, C.crusei, C.glabrata),

83.3116 onpegeneHne OHK 695
3156 Liutomeranosupyc. KonuyecteeHHoe opeaeneHue AHK

83.3156 B CbIBOPOTKE KPpOBU 425

83.3312 3312 MuHumanbHoe obcnepoBaHMe Ha MHEKLUU 840

83.3313 3313 ExxerogHoe o6cnenoBaHue Ha MHGEKLMU 1740
3314GR l'en RHD (unu Pe3syc-thakTop) nnoaga B KpOBU MaTepu

83.3314 (nupP) 6 405
3321CB lNMepBuyHoe onpeaeneHue Bupyca renatuta C ¢

83.3321 Tunom BI'C B cbIBOpOTKE KPOBU 3390
3322C0V KopoHaBupyc SARS-CoV-2, onpegenenue PHK,

83.3322 Kay., B Ma3Ke CO CIIU3NCTON HOCOINOTKU U/UNN POTOrNOTKMU 1315

3349 lNpoTo-ckpuH. CKPpUHUHroBoe UccrnegoBaHMe Ha
BbISiIBNIeHME BO30yaAUTENen KMWeYHbIX Napa3uTo3oB
(nAambnunosa, amebunasa, 611acToLMCTHOMN MHBa3MM,

83.3349 KpunTocnopuanosa, nsocnoposa) metogom MLP 2305
3350CB lNeHoTMnupoBaHue Bupyca renatuta C, onpeaeneHue
83.3350 BUpPYCHOM Harpy3ku u Tuna BI'C B cbiBopoTKke KpoBu 3 060

3355 Nenbmo-ckpuH. CkpuHuHrosoe lNLUP-uccnegoBaHue
BO30yauTenen relbMMHTO30B (3HTepobumo3a, ackapuaosa,

83.3355 AndnnnoboTprosa, oNnUCTOpPXo3a, TeHNOo3a) 2 305

83.3511 3511 Epstein Barr virus (kon.)AHK 425
4049 OnuroknoHanbHbIN IgG B nukBOpE

83.4049 (uepebpocnMHanbLHOM XUAKOCTU) U CbIBOPOTKE KPOBU 4 065

4050 M-rpaguneHT, CKpUHUHT. AneKkTpodope3 CbIBOPOTKU
KpOBU, UMMYyHOJMUKCaLUsA C NONMBaNeHTHOMN
aHTUCbLIBOPOTKOW, KONM4yecTBeHHas oueHka M-6enka (6e3
83.4050 TUNUPOBaHUS) 2200

4051 M-rpagueHT, TMINMpoBaHue. ANeKTpodope3 CbIBOPOTKU
KPpOBU, UMMYHOJUKCaLUS C NaHerbio aHTUCLIBOPOTOK
(pasmensHo K IgG, IgA, IgM, kanna, namo6aa),

83.4051 Konu4yecTBeHHas oueHka M-6enka 4 065
4054 Mpodcdunb AlnarHocTuka bynnesHbix gepmartosoB (AT K
83.4054 Aecmocomam anugepmuca, AT K 6a3anbHON MemMOpaHe KOXu) 4030

4055 CepoamarHocTuka ayTOMMMYHHOTIO racTpuTta u
nepHULMo3Hon aHemuun (AT K napmeTanbHbIM KfeTKam

83.4055 xenyaka: AT K BHyTpeHHemy chakTopy KacTtna) 2710
4056 CepogumarHocTtuka 6one3Hu KpoHa u Hecneuudunyeckoro

83.4056 A3BEHHOro Konura 5145

IunpekTtop 000 "MepaHa"

19 aHBapsa 2024 . 652700, Kemeposckasi obnactb - Kysbacc, Kucenesck r, Coetckasi yn, gom 3a Mcn. Komaposa K.HO.



4057 Llenvnakus, ceponornyeckun CKpMHuHr (AT K
aHaomusuio, IgA: AT K aeammavpoBaHHbIM NenTuaam
83.4057 rmaguvHa, IgG: IgA o6uw.) 2055

4058 Llennakus, ceponornyeckasa ganarHoctuka (AT K
aHpomusuio, IgA: AT K TKaHEBOM TpaHcrnyTamMmuHase, IgA, IgG:

83.4058 IgA o6u.) 3325
4059 CKpUHUHT Gone3Hen coeamHuTenbHon TkaHu (AT k QHA,
83.4059 aHTUHyKneapHbin dakTop (AHP)) 2305

4060 CuctemHasn KpacHasi Bon4yaHka, oocnegoBaHnue (AT k
Hykneocomam, AT k kapavnonununy, IgG: AT K KapaANONUNUHY,
83.4060 IgM: aHTUHYKneapHbIn dpakTop (AHP)) 4140

4061 OudcpepeHumnanbHaa guarHoctuka CKB n apyrmnx
peBmaTuyeckux 3abonesaHum (AT K Hykneocomam,

83.4061 aHTUHYKNeapHbIn dakTop (AHD)) 2 305

83.4062 4062 AT Kk kapguonunuHy, IlgG, IgM 1840
4063 OunarHocTuka BTOpuyHoro aHtucpocchonunugHoro

83.4063 cuHapoma 3050
4064 AHTdochonMnnaHbIn CUHAPOM, pa3BepHyTas

83.4064 ceponoruv4yeckoe nccnenoBaHue 4 155

4065 [lnarHocTuKa rpaHyfieMaTo3HbIX BaCKynuToB
(aHTUHYKNeapHbIn hpakTop (AH®D), AT Kk uuTonnasme

83.4065 HenTpodunos 3125
4066 [JuarHocTuka GbicTponporpeccupytoLiero

83.4066 rnomepyrnoHedpuTta 3385

83.4067 4067 lnarHocTukKa ayTOMMMYHHOIO NOpaXeHUA Nnoyvekx 4610
4068 BocnanutenbHble Mnokapauonatum (AT K

83.4068 mutoxoHapusam (AMA), AT k cepaeyHOn MyckynaType) 2765

4069 MNpodunb «CuctemHan kpacHas BonyaHka (CKB),
MOHUTOPUHI akTuBHocTU (aHTn-ac-AHK IgG, C3, C4
83.4069 KOMMNOHEHTbI KOMNNEeMeHTa)» 1410

4402 BuisiBneHue, NoacyeT n onpeaeneHue
YYBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM npenaparam
yporeHUTanbHbIX MUKPOOPraHU3MOB KONOPUMETPUYECKUM

83.4402 MeToAOoM 2890

83.4403 4403 NoceB Gardnerella vaginalis 605

83.4404 4404 MNoceB Ha Candida albicans 915
4408 NoceB Ha Mycoplasma genitalium (ka4yecTBeHHbIN K

83.4408 KONMNYeCTBEeHHbIN MeTonA) 690
5000 KoHcynbTauusi roToBbIX LUTONIOrMYECKMX NpenapaToB

83.5000 (o@HO cTekno) 425
5110 KoHcynbTauuma rotoBbIX rMCTONOrM4YeCKMX npenaparos

83.5110 (1 crekno + 1 65n0K) 1035

5251 PeuenTopbl K 3CTPOreHam U NporecTtepoHy
(MMMyHOrMcToXMMmmn4yeckoe uccriegoBaHue) B napadmHoBoMm

83.5251 6rnoke 7275
83.6000 6000 TumonoBas npoba 130
83.6011 6011 Atonuyeckas naHenb PROTIA Allerqy-Q 4 885
83.6030 6030ABb Cmecb annepreHoB nneceHn (mm2) 590
83.6088 6088AB BuHorpapg (f259), IgE 945
83.6601 6601 F77 BeTta-nakrornobynuH IgG 535
83.6602 6602 F78 KazeuH IgG 535
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83.6603 6603 F83 KypuHoe msico IgG 535

83.6604 6604 F85 Cenbpepen IgG 420
83.6605 6605 F9 Puc IgG 535
83.6606 6606 F49 flonoko IgG 535
83.6607 6607 F25 Tomatbi IgG 535
83.6608 6608 F84 Kusu IgG 535
83.6609 6609 F208 JlumoH IgG 535
83.6610 6610 F403 NMuBHbIe apoxxu IgG 535
6611 FP50 NaHenb nuiwleBbIX annepreHoB: KUBU, MaHTo,
83.6611 6aHaH, aHaHac IgG 1200
6612 FP15 MNaHenb nuweBbIX anfepreHoB: anenbCUH,
83.6612 A6noko, 6aHaH, nepcuk IgG 1200
6613 FP73 MNaHenb nuweBbIX annepreHoB: CBUMHUHA,
83.6613 roBsaauHa, Kypuua, 6apaHuHa) IgG 1200
83.6614 6614 M1 lNneceHb Penicillinum notatum IgG 535
83.6615 6615 M2 NneceHb Cladosporium herbarum IgG 535
83.6616 6616 M3 lNneceHb Aspergillus fumigatus IgG 535
83.6617 6617 MNneceHb Candida albicans IgG (M5) 535
83.6618 6618 M6 lNneceHb Alternaria tenuis IgG 535

6619 MP1 NaHenb annepreHoB nneceHu: penicillum notatum,
Aspergillus fumigatus, Alternaria senuis, Cladosporium

83.6619 herbarum, Candida albicans (MP1: Mold P 1200
83.6620 6620 T3 Bepesa IgG 420
83.6621 6621 T14 Tononb (nyx) IgG 420
83.6622 6622 W6 MNonbiHb IgG 420
83.6623 6623 W5 NonbiHb ropbkas IgG 420
83.6624 6624 G6 TumochbeeBka IgG 420

6625 Cmecb annepreHoB TpaBbl*: exxa cOopHas, oBCsAHMLA
nyroBasi, poXXb MHOroneTHsAs, TMMocpeeBKa, MATIIUK JTyroBow,
83.6625 IgG 940

6626 Cmecb annepreHoOB TpaBbl*: KONMIOCOK AYLIUCTbIN, POXb
MHOroneTHssA, TMuMoceeBKa, POXb KyNLTUBUPOBaHHas,
83.6626 OyxapHuK wepcTucTbin, IgG 940

6627 Cmecb annepreHoOB COpPHOM TpaBbl*: aMbpo3unsa
O0OblIKHOBEHHas1, NoNblHb 0ObIKHOBEHHasi, NOAOPOXHUK, Mapb

83.6627 6enas (nebepna), 3onbHUK/consHka, IgG 940

6628 Cmecb annepreHoB AepeBLEB*: onbxa, bepésa, newmuHa
83.6628 0oObLIKHOBEHHas, Ayo, uBa, lgG 940
83.6629 6629 K82 Jlatekc IgG 420
83.6632 6632 D1 Dermatophagoides pteronyssinus IgG 535
83.6633 6633 D2 Dermatophagoides farinae IgG 535
83.6634 6634 D3 Dermatophagoides microceras IgG 535
83.6635 6635 H1 JomawHsasa nbinb/Greer/ IgG 535
83.6636 6636 H2 lomawHAA nbinb/Stier/ IgG 440
83.6638 6638 E1 Kowka anutenun IgG 535
83.6639 6639 E2 Cobaka anutenun IgG 535
83.6643 6643 F1 AuuHbin 6enok IgG 535
83.6644 6644 F11 lNpeyHeBasa myka lgG 535
83.6645 6645 F13 Apaxuc IgG 535
83.6646 6646 F14 CoeBble 606bI1 IgG 535
IunpekTtop 000 "MepaHa"
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83.6647 6647 F17 ®yHayk IgG 535
83.6648 6648 F2 KopoBbe monoko IgG 535
83.6649 6649 F216 KanycTta koyaHHas IgG 535
83.6650 6650 F225 TwikBa IgG 535
83.6652 6652 F24 KpeBeTku IgG 535
83.6653 6653 F26 CBuHuHa IgG 535
83.6654 6654 F27 lNoBaguHa IgG 535
83.6655 6655 F3 Tpecka IgG 535
83.6656 6656 F31 Mopkosb IgG 535
83.6657 6657 F35 KapTodens IgG 535
83.6658 6658 F4 NMweHu4yHasa myka IgG 535
83.6659 6659 F44 Kny6Huka IgE 535
83.6660 6660 F55 Mpoco IgG 535
83.6661 6661 F7 OBcsAHaa myka IgG 535
83.6662 6662 F75 Aluunbin xenTok IgG 535
83.6664 6664 F45 Mekapckue gpoxekum lgG 535
83.6665 6665 F105 LLokonap IgG 535
83.6666 6666 F209 NpenndpyT IgG 535
83.6667 6667 F33 AnenbcuH IgG 535
83.6668 6668 F88 bapaHuHa IgG 535
83.6669 6669 F95 MNepcuk IgG 535
83.6670 6670 F91 Manro IgG 535
83.6671 6671 F92 BaHaH IgG 535
83.6672 6672 F210 AHaHac IgG 535
83.6706 6706 NMaHenb pa3Hble annepreHbl 1 2125
83.6707 6707 NMaHenb pa3Hble annepreHbl 2 2125
83.6801 6801PI Phadiatop Infant InmunoCAP, IgE 2 880
83.6802 6802PH Phadiatop ImmunoCAP, IgE 3 565
83.6803 6803E5 CobGaka, nepxotb (e5) IgE, ImnmunoCAP 935
83.6804 6804E1 Kowka, nepxotb (e1) IgE, InmunoCAP 935
83.6805 6805F2 Monoko kopoBbe (f2) IgE, InmunoCAP 895
6806F76 Anbda-naktanb6ymuH (nBos d4) (f76) IgE,
83.6806 ImmunoCAP 2625
83.6807 6807F78 KazeuH, monoko (nBos d8) (f87) IgE, ImmunoCAP 2625
6808F77 beTta-nakrorno6ynuH, (nBos d5) (f77) IgE,
83.6808 ImmunoCAP 2625
83.6809 6809T3 Bepesa (t3) IgE, InmunoCAP 935
6810T215 Bepe3a 6opoaaByartas, rBet v1/PR-10 6enok (t215)
83.6810 IgE, InmunoCAP 2625
68117221 bepe3a 6oponaBuaTtas, rBet v2, rBet v4 (t221) IgE,
83.6811 ImmunoCAP 2090
6812G213 TumocpeeBka nyroBas, rPhl p1, rPhl p5 (g213) IgE,
83.6812 ImmunoCAP 1985
6813G214 TumodeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE,
83.6813 ImmunoCAP 1985
6814W230 AMOpoO3usA BbicOKas, NnonbIHONUCTHasA, nAmb a1
83.6814 (w230) IgE, ImmunoCAP 2625
6815W231 MNonbiHb 06bIKHOBEHHas, nArtv1 (w231) IgE,
83.6815 ImmunoCAP 1985
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6816W233 lNMonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE,

83.6816 ImmenoCAP 2625
6817D1 Knew, gomaiwuHen nbinu / D. pteronyssinus (d1) IgE,

83.6817 ImmunoCAP 935
6818D2 Knew, pomawHen nbinu / D. farina (d2) IgE,

83.6818 ImmunoCAP 850
83.6819 6819H1 NomawHsAsA nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 850
6820HS Cmecb annepreHoB gomaiiuHen noinu (Hollister-Stier)

83.6820 (hx2) IgE, InmunoCAP 1460

6821TX9 Cmechb annepreHoB NbinbLbl AepeBbeB (1x9) IgE,
83.6821 ImmunoCAP 1250
6822MX2 Cmecb annepreHoB nneceHu (mx2) IgE,
83.6822 ImmunoCAP 1470
6823MX1 Cmecb annepreHoB nnecHeBbIX rpuokoB (mx1) IgE,
83.6823 ImmunoCAP 1250
83.6824 6824E213 MNonyrawn, nepo (€213) IgE, ImmunoCAP 1 040
6825H2 NlomawHsAsa nbinb (Hollister —Stier) (h2) IgE,
83.6825 ImmunoCAP 895
83.6826 6826 MNaHenb "AcTmal/puHut getn" IgE, ImnmunoCAP 4 450
83.6828 6828 MNaHenb "Ak3ema" IgE, ImmunoCAP 4 450
83.6829 6829TP Tpuntasa, InmunoCAP 2730
83.6830 6830M6 Alternaria alternata (m6) IgE, InmunoCAP 1145
83.6831 6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1040
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE,
83.6832 ImmunoCAP 895
83.6833 6833M5 Candida albicans (m5) IgE, InmunoCAP 895
83.6834 6834M2 Cladosporium herbarum (m2) IgE, InmunoCAP 895
83.6835 6835G6 TumodheeBka nyrosas (g6) IgE, InmunoCAP 1 040
83.6836 6836F1 AnyHbIn 6enok (f1) IgE, ImmunoCAP 1145
83.6837 6837F75 AAlnunbin xenTok (f75) IgE, ImmunoCAP 895
6838WX1 Cmecb annepreHoB NbiibUbl COPHbIX TpaB (wx1)
83.6838 IgE, InmunoCAP 1460
83.6841 6841E94 Kowka, rFel d1 (e94) IgE, ImmunoCAP 2090
6842E220 Koluka, CbIBOPOTOYHbIN anbbymuH, rFel d2 (e220)
83.6842 IgE, InmunoCAP 1 800
83.6843 6843E101 Cob6aka, rCan f 1 (e101) IgE, InmunoCAP 2625
83.6844 6844E102 Cob6aka, rCan f 2 (e102) IgE, InmunoCAP 2625
6845E221 Cobaka, CbIBOPOTOUHbIN anbbymMuH, nCan 3 (e221)
83.6845 IgE, ImmunoCAP 1 800
6846M229 Alternaria alternate, rAlt a 1 (m229) IgE,
83.6846 ImmunoCAP 2625
6847E204 Bbiuni CbIBOPOTO4HbLIN anbbyMuH, nBos d6 BSA
83.6847 (e204) IgE, ImmunoCAP 2625
6848F232 OBanbLbyMuH, anbOyMuH sindHbIN, nGal d2 (f232)
83.6848 IgE, InmunoCAP 1670
83.6849 6849F233 Osomykoupa, nGal d1 (f233) IgE, InmunoCAP 2625
6850F323 KoHanb6ymuH sinua, nGal d3 (f323) IgE,
ImmunoCAP CbiBopoTtka kpoBu Kon no 6 650
6850F323 KoHanb6ymuH sinua, nGal d3 (f323) IgE,
83.6850 ImmunoCAP 755
83.6851 6851K208 Jluzouum sinua, nGal d4 (k208) IgE, ImmunoCAP 2625
OvpekTop 00O "MegaHa"
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6852F351 Tponomuno3uH kpeBeTok, rPen a1(f351) IgE,
83.6852 ImmunoCAP 1 800
6853F355 Kapn, napBanb6ymuH, rCyp c 1 (f355) IgE,
83.6853 ImmunoCAP 1800
6854F416 Omera-5 MuaavH nweHuubl, rTri a 19 (f416) IgE,
83.6854 ImmunoCAP 1 800
83.6855 6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2625
83.6856 6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 1800
83.6857 6857F423 Apaxuc, rAra h 2 (f423) IgE, InmunoCAP 1 800
83.6858 6858F424 Apaxwuc, rAra h 3 (f424) IgE, InmunoCAP 1 800
6859F352 Apaxwuc, rAra h 8/PR-10 6enok (f352) IgE,
83.6859 ImmunoCAP 1800
83.6860 6860F427 Apaxwuc, rAra h 9 LTP (f427) IgE,ImmunoCAP 1 800
83.6861 6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 895
83.6862 6862E6 Mopckasa cBuHKa, anutenun (e6) IgE, ImmunoCAP 640
83.6863 6863M227 Malassezia spp. (m227) IgE, ImnmunoCAP 640
6864M80 CtachmnokokkoBbIN 3HTepoTOoKcUH A (m80) IgE,
83.6864 ImmunoCAP 640
6865M81 CtachmnokokkoBbI aHTepoTokcuH B (m81) IgE,
83.6865 ImmunoCAP 640
6866M226 CtachnnokokkoBbIN IHTEPOTOKCUH TSST (M226)
83.6866 IgE, ImmunoCAP 640
6867 NMaHenb "CTathnnokoKKOBbI€ IHTEPOTOKCUHbI", IgE,
83.6867 ImmunoCAP 2270
6868GX1 Cmechb nbinbLbl paHHeLBETYLWMUX NYroBbIX TpaB
83.6868 (gx1) IgE, InmunoCAP 1250
83.6869 6869F4 MNMweHunua (f4) IgE, ImmunoCAP 935
83.6870 6870F93 Kakao (f93) IgE, InmunoCAP 895
83.6871 6871F14 CoeBble 606kl (f14) IgE, InmunoCAP 935
83.6872 6872F13 Apaxuc (f13) IgE, InmunoCAP 935
83.6873 6873F83 Msco kypuubl (f83) IgE, ImmunoCAP 895
83.6874 6874W6 MNonbiHb o6bIkHOBeHHas (w6) IgE, ImmunoCAP 725
83.6875 6875F49 fAonoko (f49) IgE, ImmunoCAP 895
83.6877 6877F92 BaHaH (f92) IgE, ImmunoCAP 895
83.6878 6878F27 NoBsaguHa (f27) IgE, ImmunoCAP 895
6879F45 [lpoxckm nekapckue (Saccharomyces cerevisiae)
83.6879 (f45) IgE, ImmunoCAP 895
83.6880 6880F3 Tpecka aTnaHTu4yeckas (f3) IgE, ImmunoCAP 935
83.6881 6881F25 NMomupop (f25) IgE, ImmunoCAP 895
83.6882 6882F33 AnenbcuH (f33) IgE, InmunoCAP 895
83.6883 6883CF Cmechb nuweBbix annepreHos (fx15) IgE, ImmunoCAP 1470
83.6884 6884F7 OBec (f7) IgE, InmunoCAP 895
83.6886 6886F11 Npeuunxa (f11), IgE, InmunoCAP 935
83.6887 6887F35 KapTodensb (f35) IgE, InmunoCAP 895
83.6888 6888F225 TwikBa (f225) IgE, InmunoCAP 895
83.6889 6889F208 JlumoH (f208) IgE, ImmunoCAP 895
83.6890 6890F44 3emnsaHuka (f44) IgE, ImmunoCAP 895
83.6891 6891F31 MopkoBb (f31) IgE, ImmunoCAP 895
83.6892 6892F9 Puc (f9) IgE, ImmunoCAP 895
83.6893 6893F26 CBuHuHa (f26) IgE, ImmunoCAP 895
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83.6894 6894F24 KpeBeTka (f24) IgE, ImmunoCAP 830

83.6896 6896F17 ®yHayk (f17) IgE, ImmunoCAP 895

83.6898 6898F84 Kuswu (f84) IgE, InmunoCAP 895

83.6901 6901F88 bapaHuHa (f88) IgE, ImmunoCAP 850

83.6903 6903F210 AHnaHac (f210) IgE, InmunoCAP 895

83.6905 690511 Aa nyenbl megoHocHom (i1) IgE, ImmunoCAP 640

83.6908 6908171 Komap (i71) IgE, ImmunoCAP 935

83.6911 6911C1 NMeHuumnnuH G (c1) IgE, ImnmunoCAP 1040
6914FX5 Cmecb aeTckux nuwesbix annepreHoB (fx5) IgE,

83.6914 ImmunoCAP 1470

83.6917 6917K82 JNaTekc (k82) IgE, ImmunoCAP 895

83.6919 6919E81 OBua, anutenun (e81) IgE, ImmunoCAP 895

83.6920 6920W5 lMonbiHb ropbkas (w5) IgE, InmunoCAP 895

83.6922 6922 O6wwmn Ilg E ImmunoCAP 895

83.7003 7003UGI CuHppom Xunbbepa 5000
7013 OxxupeHue moHoreHHoe.[lpoonnomenaHokopTuH. NMouck

83.7013 myTauuun B reHe POMC, m. 12 350
7040 Yactaa mytaumsa B reHe BD (HegocTtaTtouyHOCTb

83.7040 6uoTnHmMAaasbl) 7 245
7042 MonHbin aHanu3 reHa GCDH (rnytapoBsas aumaypvsa tun

83.7042 1) 49 245

83.7043 7043 Yactble myTauuun B reHe CBS (romouunctuHypums) 10 190
7044 YacTble MyTaumm (nemumnHo3, 60ne3Hb «C 3anaxom

83.7044 KNneHoBoro cumpona mouum», reiHbi BCKDHA, BCKDHB) 20 380
7046 YacTnyHbIM aHanu3 reHa MUT (meTunmanoHoBas

83.7046 auupypwus) 20 380
7048 YacTtas mytauus B reHe HADHA (HegocTaTo4yHOCTb

83.7048 ANWHHouenoyvye4yHou 3-rmgpokcunaumn-KoA-gerngporeHasbl) 6 195
7052 Yactaa mytauusa B reHe ACADM (HegocTaTOMHOCTL

83.7052 cpeaHeUenoYe4YyHoOn gernaporeHasbl XUpHbIX kucnor MCAD) 6 195
7055 MonHbIn aHanu3 reHa OTC (HegocTaTOYHOCTL

83.7055 OpPHUTUHTPaAHCKap6amunasbl) 46 095

83.7056 7056 Yactbie mytauun B reHe FAH (TupoanHemus tun ) 11 445

83.7057 7057 MNonHbIn aHanu3 reHa FAH (TupoanHemus tvn |) 59 745

83.7058 7058 YacTnuHbIM aHanu3 reHa ASS (UMTpynnuHemums) 12 495
7059 CKpMHUMHI Ha HacneacTBeHHble 60ne3Hn obMeHa

83.7059 BewecTB (HBO) (kayecTBEHHbIE TECTbI C MO4YOM) 1150
7060 OnpepneneHMe akTUBHOCTM OMOTUHMAA3DI

83.7060 (HegoCTAaTOMHOCTL BMOTHMHMAA3LI) 6 195

83.7061 7061 BIXXX-MC-MC opraHu4yeckux KMcnoT (CyKLUMHMUNALETOH) 4140
7062 BI3XXX-MC-MC opraHM4ecKuMx KUCNOT

83.7062 (romoreHTU3NHOBAasA KUCnoTa) 3410
7063 BAXX-MC-MC opraHM4ecKuUxX KACNOT

83.7063 (N-aueTunacnaprar) 3410
7064 BI3XXX-MC-MC opraHu4eckux KUCnoT (opoToBas

83.7064 KUcnora) 3410
7101 AbuoTtpocusa ceTyaTku, Tun PpaHvyecketTu(bonesHnb
Wraprapara 1-ro Tuna). lloMck myTaumm B «ropsaumx»

83.7101 y4yactkax reHa ELOVL4, «rops4.» yu. M. 6 810
7102 AnbO6MHM3M rna3okoXHbin TMN 2A. NMouck myTauun B

83.7102 reHe OCA2, m. 96 250
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83.7103 7103 AmaBpos3 Jle6epa. NMouck mytauun B reHe CRB1, m. 54 300

83.7104 7104 AmaBpoa3 Jle6epa. Mouck mytaumum B reHe LCAS5, m. 29 650

83.7105 7105 AmaBpos3 Jle6epa. Mouck myTtauun B reHe LRAT, m. 12910

83.7106 7106 AmaBpo3 Jlebepa. NMouck mytauum B reHe RPE65, m. 37 050
7107 ApTporp1nos auctanbHbIA (CUHAPOM
PpumeHa-LLlengoHa). Nouck YyacTbix myTauun B reHe MYH3,

83.7107 Y. M. 12 495
7108 AtenocteoreHes (aucnnasus ae nsalllanens). Mouck

83.7108 MyTauuun B reHe SLC26A2,m. 24 045
7109LEl ATtpodcumsa sputenbHoro HepBa Jleb6epa.llounck

83.7109 YyacTbIX MyTauun B mutoxoHgpuanbHon AHK, 12 4. m. 14 270
7110 ATtpocusa 3putenbHoOro Hepsa. [loMck MyTauumin B reHe

83.7110 OPA3, m. 9750
7111 Atpocusa 3putenbHOro Hepea. Nonck mytauun B reHe

83.7111 TMEM126A, m. 18 550
7112 AxoHgporeHe3 Tvn |. Mouck myTauun B reHe SLC26A2,
83.7112 M. 22 250
83.7113 7113 Axpomatoncus. NMounck mytauum B reHe CNGB3, m. 66 650
7114 BokoBoun amuoTpodnyeckun cknepos. NMouck mytauun B
83.7114 reHe FIG4, m. 96 250
7115 bone3Hb NannepBopaeHa-llUnarTuya. Nouck mytauun B

83.7115 reHe PANK2, m 29 650
7116 Bone3Hb WTaprapara. NMouck mytaumm B reHe CNGB3,

83.7116 M. 66 650
7117 bone3Hb LlUTaprapara. NMonck Mytauun B «ropsavunx»

83.7117 y4yactkax reHa ELOVL4, «rops4.»y4. m. 6 810
7118 Bynne3Hbin anugepmonus. NMonck mytauum 6e3

83.7118 «ropsiumx» y4yacTtkoB reHa LAMB3, 6e3 «ropsiu.» y4. m. 44 450
7119 BenokapanodaumanbHbii cuHgpom. NMonck mytaumm B

83.7119 reHe TBX1, m. 33 350
7120 'eneodomanyeckaa gucnnasus. NMonck mytaumm B reHe

83.7120 FBN1, m. 214700

83.7121 7121 NmnepkepaTto3s. NMouck mytauumn B reHe KRT9, m. 25950
7122 N'mnepTtpodunyeckana kapamomuonaTtuma.llomck mytauum B

83.7122 reHe CAV3, m. 9 750
7123 NmnepdeHnnanaHmHemusa ¢ gepMunuTom

83.7123 TeTparnapo6uontepuHa. NMonck mytaumm B reHe GCH1, m. 22 250
7124 T'vnepdeHunanaHmHemus ¢ aepuunuToOM

83.7124 TeTparngpo6uontepuHa. NMNonck mytaumm B reHe PTS, m. 18 550
7125 NmnepdeHnnanaHmHemusa ¢ gepuunuTom

83.7125 TeTparnapo6uontepuHa. Nouck mytaumn B reHe QDPR, m. 25950
7126 MNmnodhocharemmnyeckun BUTaMuUH D-pe3ancTeHTHbIN
paxuT (noyeyHbIn dpoccaTHbIN anadeT). Mouck myTauun B

83.7126 reHe PHEX, m. 72 450
7127 Nmaykoma roBeHUIbHaA OTKPbITOYronbHasA(CMHAPOM

83.7127 Purepa). Mouck mytauun B reHe CYP1B1, m. 17 530
7128 OecpuumnT KapHUTUHA CUCTEMHbIA NEePBUYHBLIN. NMouck

83.7128 MyTauun B reHe SLC22A5, m. 38745
7129 Onactpoduyeckasa gucnnasms. lMomck mytaumn B reHe

83.7129 SLC26A2, m. 24 045
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7130 AnnataumoHHasa kapamomuonaTtua (AKMIM).Mouck
83.7130 MyTauuu B reHe SGCD, m. 33 350

71311Gl OucTanbHana cnuHanbHas aMmnoTpodna BpoXxXaeHHan
¢ napanuyom auadparmbl.Nounck mytauun B reHe IGHMBP2,
83.7131 M. 57 645

7132 OuctanbHasa cnMHarnbHasa aMMoTpodua BpoxXaeHHan
Henporpeccupyouwas. lMonck MytTaumm B «ropaumMx» y4yacTkax

83.7132 reHa TRPV4, «ropsiu.» y4. m. 15 645
7133 UxTno3 BynbrapHbin. MoUCcK YacTbiX MyTauui B reHe

83.7133 FLG,u4u. M 12 495

83.7134 7134 Karapakra. Nouck mytaumn B reHe CRYAB,M. 12910

83.7135 7135 KaTtapakra. Nonck mytauum B reHe CRYBA1,m. 22 250

83.7136 7136 Karapakra. Nouck mytaumn B reHe CRYBB1,m. 22 250

83.7137 7137 KaTtapakTa. Nouck mytaumm B reHe CRYGC,m. 8 650

83.7138 7138 KaTtapakTta. NMouck mytaumm B reHe CRYGD,m. 8 650

83.7139 7139 KaTtapakra. NMonck myTtauum B reHe MIP, m. 14 850
7140 KocTHas reteponna3susi nporpeccupytoiias.founck

83.7140 myTauum B reHe GNAS, m. 34 545
7141 KpaHnomeTachusapHasa gucnnasus. NMonck myrtaumm B

83.7141 «ropaumx» yyactkax reHa ANKH, «ropsay.» y4. m. 12 495
7142 KpaHnomeTtachusapHas gaucnnasus. Mouck mytauumm reHa

83.7142 ANKH, m. 46 095

83.7143 7143 KpaHnocuHocto3s. NMouck mytaumm B reHe TWIST1, m. 15 645
7144 IlunogucTtpouna BpoxaeHHaA reHepanu3oBaHHas.

83.7144 Mouck myTauun B reHe BSCL2, m. 25950
7145 MeTunrnytakoHoBas aumaypus. Nouck mytaumin B reHe

83.7145 OPA3, m. 11 270
7146 MukpodTanbm nsonmpoBaHHbIN. Nonck mytaumm B reHe

83.7146 GDF6, m. 14 920
7147 MnoknoHu4veckas gucToHus. Nouck mytaumin B reHe

83.7147 SGCE, m. 46 095
7148 MunoTtoHunsa TomceHa-Bekkepa. Monck YacTbix MyTauumn B

83.7148 reHe CLCN1, 4. m. 12 495
7149 MnocdhmnbpunnsapHaa mmonaTtus. Nonck mytaumn B reHe

83.7149 CRYAB, m. 12910

83.7150 7150 MnochubpunnapHasa mmonatua, MYOT m. 33 350

83.7151 7151 MykoBucumpos. Nouck myTtauum B reHe CFTR, m. 103 650

7152 MbiweyHas guctpocua BpoxXaeHHasn
Mepo3uH-3aBucumasi. Monck myTtauum B «ropsa4mx» yyactkax
83.7152 reHa LAMA2, «<ropsiu.»y4. m. 37 050

7153 MbiweyHas guctpocua BpoxXaeHHas
Mepo3uH-3aBucumas. NMouck mytaumm B reHe LAMA2, 6e3

83.7153 «ropsiv.» y4. M. 188 750
7154 Mbiwe4yHas auctpocusa noscHoKoHeYHocTHasA. NMouck

83.7154 yactbix myTtaummn B reHax CAPN3, FKRP, ANO5,SGCA 12 050
7155 Mbiwe4yHas auctpocdma noACHOKOHeYHOCTHasA. NMouck

83.7155 MyTauun B reHe CAV3, m. 9750
7156 Mbiwe4yHas auctpocunsa noscHOKoHeYHocTHas. NMouck

83.7156 MyTauuu B reHe LMNA, m. 37 050
7157 Mblwe4yHas auctpocdma noACHOKOHeYHOCTHasA. NMouck

83.7157 MyTauun B reHe SGCA, m. 25700
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7159 Mbiwe4yHas auctpocduna noscHOKoHeYHocTHasA. NMouck

83.7159 MyTauuu B reHe SGCB, m. 25700
7160 Mbiwe4yHas auctpocdma noACHOKOHeYHOCTHasA. NMouck

83.7160 MyTauun B reHe SGCD, m. 33 350
7162 Mbiwe4yHas auctpocduna noscHoOKoHeYHocTHasA. NMouck

83.7162 MyTauuu B reHe SGCG, m. 29 650
7163 MbiweyHas auctpocdua dmepu-Apendyca.llonck

83.7163 myTauun B reHe FHL1, m. 30 345
7164 HacnegcTtBeHHass MOTOPHO-CEHCOPHasA HenponaTus
(6ones3Hb lapko-Mapu-TyTta)tun ll. Monck mytaumm B reHe

83.7164 FIG4, m. 96 250
7165 HenpoceHcopHasa HecuHApPOMarnbHas TYroyxocTb,

83.7165 SLC26A4 m. 61 090
7166 HecppoTtnueckuim cuHgpom. NMonck myraumm B reHe

83.7166 NPHS1, m. 69 195
7167 HedppoTunueckmun cuHgpom. Nounck mytaumm B reHe

83.7167 NPHS2, m. 30 345
7168 OcTteoneTpo3 peLeccuMBHbIN (MpamopHasa 6one3Hb

83.7168 kocten). NMouck mytauun B reHe TCIRG1, m. 46 095
7169 MNanouyko-konb6oykoBas auctTpodusa. NMouck myTtauun B

83.7169 reHe RPGR, m. 81 450
7170 NurmeHTHaA gereHepauua ceTtyaTku. NMouck mytauum B

83.7170 reHe BEST1, m. 37 050
7172 MNuurmeHTHaA aereHepauma cetyaTtku. NMouck myTtauun B

83.7172 reHe CRB1, m. 54 300
7173 NurmeHTHaA gereHepauua cetyaTku. NMouck mytauunm B

83.7173 reHe LRAT, m. 12910
7174 MNuurmeHTHaA aereHepauma cetyaTtku. NMouck myTauun B

83.7174 reHe RPEG65, m. 37 050
7175 MNurmeHTHaA gereHepauua cetyaTtku. NMouck mytauum B

83.7175 reHe RPGR, m. 81 450

83.7176 7176 MNukHoausocTos. NMonck mytaumm B reHe CTSK, m. 24 045
7178 MNMo4e4yHan agucnnasma. NMouck mytaumm B reHe UPK3A,

83.7178 M. 25700
7179 MNou4e4yHan agucnnasua. NMNouck mytauum B ak3oHax 10,

83.7179 11, 13, 14, 15 reHa RET, m. 21430
7180 MNporepusa XatunHcoHa-Mmndopaa. NMonck myrtaumm B

83.7180 reHe LMNA, m. 38745
7181 MNceBpornnonaparupeos. NMonck mytaumm B reHe GNAS,

83.7181 M. 33 350
7182 lNceBpokcaHTOoMa anactu4yeckas. Nonck mytauun B reHe

83.7182 ABCC6, m. 119 720
7183 lNceBpokcaHToMa anactuyeckas. Nouck yacTbix

83.7183 MyTauui B reHe ABCC6, 4. M. 9 345
7184 lNceBponcesaorunonaparupeos. NMonck Mmytauum B reHe

83.7184 GNAS, m. 33 350

83.7185 7185 PeTuHowmnsuc. NMouck mytaumim B reHe RS1,m. 24 045

83.7186 7186 Cungpom TAR. Nounck myTtaunim B reHe RBMS8A, m. 24 045
7187 CuHppom Anbctpoma. NMonck mytaumm B «ropsaumx»

83.7187 y4yacTkax reHa ALMS1, «ropsiu.» yy. m. 15 645
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7188 Cunpgpom bnoxa-Cynbubeprepa (cemenHasa chopma
Heaep)XaHUA NUrMmeHTa). NMounck YacTbiX MyTauun B reHe
83.7188 IKBKG, 4. m. 5140

7189 Cunpgpom boyaHa-KoHpaau
(BKC,uepebporenatopeHanbHbin cuHapom).lTonck myTtaunm B

83.7189 reHe EMG1, m. 18 015

83.7190 7190 Cunpgpom Ban gep Byaa. MNouck mytaumn B reHe IRF6, m. 34 545
7192 Cunppom NepmaHcku-Nyanaka(Albinism

83.7192 Oculocutaneous).lNonck YacTbix myTauuun B reHe HPS1, 4. m. 12 495

83.7193 7193 Cungpom [in Oxxopaxu. Mouck mytaumn B reHe TBX1, m. 33 350
7194 Cunpgpom Xy6epa (CXK). AHanu3s yncna Konumn reHa

83.7194 NPHP1 17 745
7195 CuHppom KapneHTtepa(akpouedanononmcMHaakTunus

83.7195 BTOporo Tuna). Nouck mytauun B reHe RAB23, m. 27 195

7196 Cunppom KapTtareHepa (Tpuaga KaptareHepa, cuHapom
3uBepTta). [Mlonck MyTauum B «ropsiunx» y4yacTkax reHoB

83.7196 DNAI1 u DNAHS5, «ropsiu.» y4. M. 33 350
7197 Cunppom KapTtareHepa (Tpmapa KaprareHepa, cCMHAPOM

83.7197 3uBepra). NMouck mytaumm B reHe DNAI1, m. 55 550
7198 Cunagpom Knunnensa-®enns (CMHAPOM KOPOTKOM LLen).

83.7198 Mowuck myTtauun B reHe GDF6, m. 15 645

83.7199 7199 Cunpgpom Koctenno. NMNouck mytaumm B reHe HRAS, m. 9 345

83.7201 72011 TpombGouuTapHbIn peuentop combpuHoreHa(reH ITGB3) 1530
7202 Cunpgpom Kodhdumna-Iloypu (CKI). Monck mytaumm B

83.7202 reHe RPS6KA3, m. 78 645
7203 CuHpgpom JTrogxmnHa-®puHca. NMonck yacTbix MyTauum B

83.7203 reHe MED12, y. m. 6 810

83.7204 7204 CuHpgpom Makneopa. NMouck mytaumum B reHe XK, m. 18 795

83.7207 7207rP®I OnpepeneHne reHoTuna pesyc-pakropa 12 495
7208 CuHgpom MapdpaHa. NMonck mytauum B «ropsavumx»

83.7208 y4yactkax reHa FBN1, «ropsy.» y4. m. 25950
7209 CuHppom MapdaHa. Mouck myTauum 6e3 «ropsaumnx»

83.7209 yyacTtkoB reHa FBN1, 6e3 «ropsiu.» y4. m. 188 750

83.7210 7210 Cunpgpom Mapdpana. NMouck mytaumm B reHe FBN1, m. 214 700

7212 CUHAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heonnasum
BToporo tuna (M3H2). Mouck mytaumm B ak3oHe 15 reHa RET,

83.7212 M. 6 200
7213 CuHApPOM HOrTeM-HaaKoNMeHHUKa

83.7213 (octeoHuxoaucnnasus). NMouck mytauun B reHe LMX1B, m. 27 195
7214 Cunpgpom Onuua-KaBepxkuna. NMonck 4yactbix myTauum B

83.7214 reHe MED12, y. m. 6 810

7215 Cunpgpom Ocnepa-PaHatlo-Bebepa(HacneacrBeHHas
remMopparnyeckas TeneaHrnakrasums). llonck myraumm B reHe

83.7215 ENG, m. 34 545
83.7216 7216 Cunppom MNenpgpena SLC26A4 m. 61 090
7217 CuHApPOM NOAKOSNIEHHOro nTepurnyma. Nounck mytauun B
83.7217 reHe IRF6, m. 34 545
83.7218 7218MEI Cunapom PeTtTa. Nouck mytauun B reHe MECP2, m. 21 430

7219 Cunpgpom Cetpe-Hor3eHa. Nonck myTauum B reHe
83.7219 TWIST1, m. 15 645
83.7220 7220 CuHppom CunbBepa. NMouck myTtauum B reHe BSCL2, m. 27 195
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7221 CuHpgpom CumncoHa-Nonabun-bemens.Mouck mytauun B

83.7221 reHe GPC3, m. 30 345
7222 CuvHppom yanuHeHHoro uHtepeana QT.Mouck mytaumn

83.7222 B reHe CAV3, m. 9750
7223 CuHppom LLBaxmaHa-fanmoHaa. NMonck mytauum B reHe

83.7223 SBDS, m. 20 895
7224 Cunpgpowm LliBaxmaHa-JanmoHaa. NMouck yactbix

83.7224 MyTauun B reHe SBDS1, u. m. 9 345
7225 CHAPOM LLMPOKOro BOAONPOBOAHOIO NpeaaBepus

83.7225 SLC26A4 m. 61 090
7226 CkanynonepoHeanbHaa muonatus. lMonck mytauumn B

83.7226 redHe FHL1, m. 34 250

7227 Cnactu4yeckas napannerus LUtpromnens(cemenHbin
cnactunyeckun napanuy Wrpromnens). Monck mytauumn B reHe

83.7227 BSCL2, m. 25950
7228 CnuHanbHaa amuoTtpodusa tunbi |, 1I, 11, IV.Mouck
MyTauun B reHe SMN1, M. (TONbKO Npu HaNM4YMN OQHOWN KONMUMU

83.7228 reHa) 30 345
7229 CnuHanbHasa amuotpodus, X-cuenneHHas.lMouck

83.7229 MyTauumn B «ropsiunx» yyactkax reHa UBA1, «ropsiu.» yu. M. 6 200
7230 CnoHpgunokocTanbHbIM an3ocTto3s. lMonck myrtaumm B

83.7230 redHe DLL3, m. 27 195
7232 CnoHgunoanudusapHaa aucnnasma (C30).Mouck

83.7232 MyTauuu B reHe Col2A1, m. 129 550

83.7233 7233 TopcuoHHasa auctoHnsa, TOR1A m. 18 550

83.7234 7234 TopcuoHHas auctoHus. NMouck mytaumn B reHe GCH1, m. 22 250
7235 TopcuoHHasa auctoHua. NMounck mytaumm B reHe PRRT2,

83.7235 M. 14 850
7236 TopcuoHHas auctoHus. NMonck mytaumm B reHe SGCE,

83.7236 M. 44 450
83.7237 7237 TopcuoHHasa auctoHua. NMouck mytaumm B reHe SPR, m. 12 350
7238 TpombouuToneHus BpoxaeHHas. lonck mytauun B reHe
83.7238 MPL, m. 30 345
83.7239 7239 Tyb6epo3HbIN cknepos. NMouck mytaumm B reHe TSC1, m. 81 450

7240 dunbpoaucnnasuna occudmumpyrowlas
nporpeccupytowiasn. Monck mytauum B «ropss4nx» yyactkax
83.7240 reHa ACVR1, «ropsiy.» y4. m. 18 795

7241 dunbpoaucnnasunsa occudpmumpyrolas
nporpeccupytowiasn. Monck mytaumm 6e3 «ropssumx» y4acTkos

83.7241 reHa ACVR1, 6e3 «ropsiu.» y4. M. 27 195
7242 ®okanbHO-KOpTUKanbHaa aucnnasusa Tennopa. Mouck

83.7242 MyTauum B reHe TSC1, m. 81 450
7243 PokanbHO-KOpTUKanbHaa gucnnasusa Tennopa. NMouck

83.7243 YyacTbIX MyTauun B reHe TSC1, u. m. 6 200
7244 XoHppoaucnnasusa touyeyHaa KoHpaau-XroHepmaHa.

83.7244 Mouck mytauun B reHe EBP, m. 18 795
83.7245 7245 XoHppokanbunHo3. NMouck mytauun B reHe ANKH, m. 46 095
7246 X-cuenneHHas ymcTBeHHasa otctanocTtb.llonck mytauum
83.7246 B reHe RPS6KA3, m. 81 450

7247 LleHTpoHyKneapHasa muonatua. lMonck mytaumm B reHe
83.7247 DNM2, m. 81 450
IunpekTtop 000 "MepaHa"

19 aHBapsa 2024 . 652700, Kemeposckasi obnactb - Kysbacc, Kucenesck r, Coetckasi yn, gom 3a Mcn. Komaposa K.HO.



7248 dnuchusapHaa gucnnasusi, MHoXecTBeHHas.llouck

83.7248 yactbix myTtaumn B reHe COMP, 4. m. 7 760
7249 3nucpmusapHaa gucnnasus, MHoXecTBeHHas.llounck

83.7249 MyTauum B reHe SLC26A2, m. 24 045
7250 dpuTpoLUTO3 peLecCCUBHbLIN (CeMenHas
HacneacTBeHHas nonuuutemus). NMonck myTtaumm B reHe VHL,

83.7250 M. 15 645

83.7252 7252AZF| HapyweHusa cnepmaTtoreHesa, 6 mapképoB 2195
725811l AnabeT HcynuHHesaBucumbin ADAMTS9,KCNJ11,
83.7258 KCNQ1, PPARG 9 440
83.7259 7259 Lutoxpom CYP2D6 (reH CYP2D6) 6 195
7260 Mapkep pa3Butua Ph’-HeratuBHbix XMI3:konuy. onpea.
83.7260 COOTH. HOpM. U myTaHTHoro anneneun 617V/I617F rena JAK2 11 435
7262 Mapkep pa3Butus Ph’-HeratnBHbix XMIM3:ka4y.oueHka

83.7262 Hanuuusa comaTtuyeckon mytaumm 617F reHa JAK2 7 655

83.7601 7601 N-aueTuntpacdepasa 2 (reH NAT2) 4940
7611 ApTepuanbHasa runepTeH3ns,HapyLieHus B paboTe

83.7611 aHpoTenuanbHon NO-cuHTasbl (reH NOS3) 1320
76611 HapyweHunsa cnepmaToreHesa: nosiHas naHesnb

83.7661 (AZF-pernoH) 11 410

83.7691 7691LCI laktasHasa HegocTaTO4HOCTb (reH MCM6) 1040
7771 CnuHanbHaa ammoTtpodusa tunbi |, lI, 11, IV.Mouck

83.7771 myTauun B reHe SMN1, m. 8 900

83.7779 7779HFEI HacnepcTtBeHHbIN remoxpomatos, | Tun (reH HFE) 2 860
77811 PeHnnkeToHypus. NMonck Yactbix myTauum B reHe PAH,

83.7781 Y. M. 17 010

83.7791 77911 MykoBucumnaos, 4.m. 17 010
7811 UccnepoBaHue Kapuotuna (KonmMyecTBeHHbIe U

83.7811 CTPYKTYpPHblIe aHoManuu xpomocom) (Karyotype) 7 445
7815 Xopes NeHTUHrToHa. NMounck YacTbiXx MyTaLuui B reHe

83.7815 IT15, 4. m. 4 450
7870 Cunpgpom ESC (cuHgpom NonbamaHa-daspa). NMouck

83.7870 myTauun B reHe NR2E3, m. 25700
7935 MbiweyHasa guctpodua dmepu-Opendcyca.llonck

83.7935 MyTauui B reHe amepuHa npu X-cuenneHHon chopme, M. 15 645

83.9950 9950 "BpeaHble NpUBbLIYKN" (aHaNM3 Mo4m) 3340
1TOXOIA Antutena knaccos IgM u IgG k Toxoplasma gondii,

83.10000 onpepeneHne aBUAHOCTU 1375

83.14143 141/43 Ca 125 + PakoBO-3aMOpMOHaNbHbIA aHTUIEeH 1 300

83.17980 179/80 AnTutena knaccoB IgM un IgG k Mycoplasma hominis 1070

83.18182 181/82 AHTuTena knacca IgM u IgG k Mycoplasma pneumonia 1035
2CMVIA AnTutena knacca IgM m IgG k umTomeranoBupycy,

83.20000 onpepeneHne aBUAHOCTU 1320
3RUBIA AntuTtena knacca IgM u IgG k BUpycy KpacHyxwm,

83.30000 onpegeneHne aBUGHOCTH 1395
4HSVIA AnTutena knacca IgM u IlgG,onpeaeneHne aBugHOCTU

83.40000 K BUpycy npocToro repneca | u Il Tunos 1380

83.66636 66636 ManpapwuH (f302), IgE, ImmunoCAP 895
95110 AnbO6yMuH, pa3oBasi NOpLUA MOYM (C KpeaTUHUHOM U

83.95110 pacyeTom anbOyMUH/KpeaTUHUH OTHOLUEHUSA) 555
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97110 Benok, pa3oBasi nopuUsa MOYM (C KPpeaTUHMHOM U1

83.97110 pacyeTomM HOpPManNu30BaHHOIO MO KpeaTUHUHY NokasaTens) 300
110113 Kanbuuin, pasoBas nopuusa Mouun (C KpeaTUHUMHOM U
83.110113 pacyeTom KanbuUun/KpeaTUHUH OTHOLLUEHUS) 225

112110 MoueBas Kucnora, pasoBas NopLUA MO4MU, C
KpeaTMHMHOM U pacy4eTOM HOPMan3oBaHHOIo No
83.112110 KpeaTUHWUHY NOK-NA 325

115110 doccop, pasoBas nopuus Mo4un (C KpeaTUHUHOM U
pac4yeToM HOPManM3oBaHHOIO MO KPeaTUHUHY)

83.115110 nokasarens) 335
1318110 MarHun, pa3soBas nopumus MoYMn (C KPeaTUHMHOM U

83.131811 pacyeTom MarHUM/KpeaTUHUH OTHOLLEHUS) 585

83.150000 15Rh Rh(C, E, c, e), Kell — deHOTUNMpPOBaHME 765

83.199997 2MHO lNMpoTtpombuH (no Kesuky) + MHO 250
1'EM KomnnekcHoe uccrnegoBaHue cUCcTeMbl reMmocTasa C

83.199998 MHTepnpeTaunen 4 665

83.199999 3rEM NremocTtasuorpamma (6e3 3aknroyeHus) 4 005
N-BINDR Bunupy6uH Henpamon (BunupyouH

83.200001 HEKOHBIOrMPOBaHHbIN, HECBA3aHHbIN) 195

83.200002 IATE UHgeKkc aTeporeHHoCTun 175
'TT MMoOKO30-TONepaHTHLIN TECT C onpeaesieHneM rnKo3bl

83.200004 B BEHO3HOM KPOBM HaTOLLAK U NOCHNe Harpy3ku Yepes 2 yaca 790

'TIrC Noko3o-TonepaHTHLIN TECT C onpeaeneHneMm rmKo3bl
u C-nenTnaa B BEHO3HOM KPOBU HATOLLAK U NOCHEe Harpy3Ku

83.200005 yepes 2 yaca 1700
11HOMA OueHKa MHCYNMHOPE3UCTEHTHOCTU: FMIOKO3a

83.200006 (HaToLwak), MHCYNuH (HaTowak), pacyeTt uHaekca HOMA-IR 705
KATEMNJ1 KatexonamuHbl (agpeHanuH,HopagpeHanuH,

83.200007 pocdamuH) B nnasme kpoeu — KATENI 2405
Roma1 OueHka pucka paka sM4HukoB no anroputmy ROMA

83.200008 ANs XKEeHLWMWH Ao MeHonay3bl 1945
Roma2 OueHka pucka paka sn4HukoB no anroputmy ROMA

83.200009 ONSA XeHLMWH nocne MeHonay3bl 1945
1600CT UccnepoBaHue Ha 3HTepo6MO3 (ANLa ocTpul),

83.200010 TamMnoH 310
40CKDEPI Kny6oukoBas dunbTpaumsa, pacyeTt no coopmyne

83.200011 CKD-EPII - kpeaTUHuH 175

83.200012 OBC69 OHKOPMCK MY>XCKOW: NpeAacTaTesNibHasA Xenesa 875
PRS1 lNpeHaTanbHbIA CKPUHUHT Tpucomun: 1 TpumecTp

83.200013 (PRISCA-1) 1530
PRS2 NpeHaTanbHbIN CKPUHUHT TPUCOMUI: 2 TPUMECTP

83.200014 (PRISCA-2) 1380

83.200015 FACTP lNacrponaHenb 3385

83.200016 1CTC CreaToCKpuH 5875

83.200017 20M PubpoMakc 13 480

83.200018 30T dubpoTect 11 080

83.200019 1rEN Komnnekc mapképos renatutoB (B, C) 3880
1TORCH Komnnekc uccnegosaHun Ha TORCH-uHdekunmn

83.200020 IgG/IgM, aBugHOCTbL 3690
2TORCH Komnnekc nccnegosannm Ha TORCH-uHdekumm

83.200021 IgG/ilgM 6e3 onpeneneHus aBUAHOCTHU 3505
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83.200022 HN31N MNpodunb "HenepeHocumocTb 3nakoBbIX" 3135

83.200023 457- NMoceB Ha NaTOreHHy K1Le4vHyo chnopy 710
457-A lNMoceB Ha NaTOreHHyK K1Le4vHyr cnopy,
onpeaeneHne 4Y4yBCTBUTENTbHOCTU K aHTUMUKPOOHbLIM

83.200024 npenaparam 960
457-® MNoceB Ha NaToreHHyo KuwevHyo dnopy,
onpeaeneHne 4YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM

83.200025 npenaparam u baktepuodaram 1080

83.200029 OBC59 CKpUHUHI ayTOUMMYHHOIO NOPaXXeHUs NeYeHu 6 675

83.200030 OBC67 [lnabeT: ayTOMMMYHHbIEe MapKEpbI 3810

83.200031 1200A1AT Anbda-1-aHTUTPUNCUH, KOHLEHTpaLus 1455

83.200032 832A1A Anbda-1-aHTUTPUNCUH, heHoTUNpoBaHue 2720

83.200033 ®M-P dubpoMakc 12 330

83.200034 ®T-P dubpoTecTt 9 875
JIMC HapKoTukn n nCMXoTponHbIe BelecTBa - CKPUHUHT
(KOMNNEKCHbIM aHanM3 MO4YM Ha onuaTtbl, amceTaMuH,

83.200035 MeTamdeTaMuH, KOKauH, KAHHabMHoMAbI N UX MeTabonNUTbI) 3155

83.200036 363IJ1 BU4Y-1, onpepnenenne PHK B nnasme KpoBu 13190
3112CUH boppenun, onpepgeneHue [JHK B cuHoBuanoHomn

83.200037 XNOKOCTHU 515
3112CMX Boppenun, onpeaenexHne JHK B cnuHHOMO3roBomn

83.200038 XNAOKOCTU 515
324 Bupyc renatuta C, konuyectBeHHoe onpeaeneHme PHK

83.200039 BUpYyCca U reHoTMNpoBaHue 3580
323C-MNN Bupyc renatuta C, onpegenenne PHK B nnasme

83.200040 KPOBU, KONTMYECTBEHHOE 19 405
309’3 lepneceupyc | u Il TNoB, onpeaeneHne JHK B

83.200041 cocKkobGe anuTenuanbHbIX KNEeTOK KOHbIOHKTUBbI 275
309KOX lNepnecsupyc | v Il TunoB, onpeaenenue AHK B

83.200042 cockob6e anuTenuanbHbIX KIIETOK B KOXe 275
309KP lNepneceupyc | un ll Tunos, onpepenexduve AAHK B

83.200043 BEHO3HOMN KPOBU 415

83.200044 309MOU lNepnecBupyc | u Il TUNnoB, onpepenexHne AIHK B moye 275
309HOC lNepneceupyc | u Il Tuno., onpeaeneHne JHK B

83.200045 cocKkobGe anuTenuarnbHbIX KNIETOK CIIU3UCTOM HOCa 275
309POT lNepnecsupyc | u Il TunoB, onpeaenexnve OHK B

83.200046 cockob6e anuTenuanbHbIX KNIETOK POTOINOTKN 275
309CB lepneceupyc | u Il Tvnos., onpenenexnve AHK B

83.200047 CbIBOPOTKE KPOBM 415
309CJ1H NepnecBupyc | u Il TunoB, onpepenexne AHK B

83.200048 CnoHe 275
309CMX lepnecBupyc | u Il TMnoB, onpeaenexne OHK B

83.200049 CNMUHHOMO3roBOMN XUAKOCTHU 275
309CIN epnecsupyc | u Il Tunos, onpeaenenve AHK B

83.200050 ceKpeTe npocTaThbl, IAKYNATe 275
309YPO lNepneceupyc | u Il Tuno., onpegenenne JHK B

83.200051 cockobe anuTenuanbHbIX KNeTOK YPpOoreHUTanbLHOro Tpakra 275
3090BIT lNepneceupyc 1 u 2 Tuna, onpeaeneHne JHK B

83.200052 BbINoTe, TUNMpPOBaHUe 505
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3090M3 NepnecBupyc 1 u 2 Tuna, onpepeneHne JHK B
cockobe anuTenuanbHbIX KNETOK KOHbIOHKTUBDI,

83.200053 TMNUpoBaHue 505
3090KOX Nepneceupyc 1 n 2 Tuna, onpeagenexdve JHK B

83.200054 Ccockobe anuTenuanbHbIX KNEeTOK KOXWU, TuNnupoBaHue 505
3090KP lNepneceupyc 1 n 2 Tuna, onpegenexve f1HK B

83.200055 BEHO3HOM KPOBU,TUNNpPOBaHNE 710
3090MOU4 lNepnecBupyc 1 1 2 Tuna, onpegenenue AiHK B

83.200056 Mouye, TUNMpoBaHue 505
3090HOC l'epnecBupyc 1 1 2 Tuna, onpegenenve AJHK B
cockob6e anuTenuanbHbIX KIIETOK CIIM3MCTOM HOCa,

83.200057 TMNUpoBaHue 505
3090POT lNepnecBupyc 1 u 2 Tuna, onpepeneHue f1HK B

83.200058 cockobe anuTenuanbHbIX KNEeTOK POTOrNMOTKU, TUNMPOBaHue 505
3090CB lNepnecsupyc 1 u 2 Tuna, onpegenexnue flHK B

83.200059 CbIBOPOTKE KPOBU, TUNUPOBaHME 710
3090CJ1IH NepnecBupyc 1 n 2 Tuna, onpeneneHue AHK B

83.200060 CNnoHe, TUNUpoBaHue 505
3090CMX lepneceupyc 1 n 2 Tuna, onpeaenexdve JHK B

83.200061 CMUHHOMO3roBOM XNAKOCTU, TUNUPOBaHUe 505
3090CTI1 NrepnecBupyc 1 n 2 Tuna, onpeagenexve AHK B

83.200062 ceKpeTe npocTarhbl, IAKYNATe, TANUpoOBaHue 480
3090YPO lepnecBupyc 1 1 2 Tuna, onpegenenme JHK B
cockobe anuTenuanbHbIX KNIETOK YPOreHUTarnbHOro Tpakra,

83.200063 TMNMpoBaHue 505
352KP lNepnecBupyc VI Tuna, onpegenenue IHK B BeHO3HOM

83.200064 KpOBU 395

83.200065 352MOM lNepneceupyc VI Tuna, onpeaenenne AHK B moue 275
352HOC lNepnecBupyc VI Tuna, onpegenenue AIHK B cockobe

83.200066 anuTenuanbHbIX KNIETOK CIIM3UCTON HOCca 275
352POT lNepnecBupyc VI Tuna, onpegenenue AHK B cockobe

83.200067 ANUTenuanbHbIX KNETOK POTOrMOTKM 275
352CB lNepnecsupyc VI Tuna, onpeagenexnve JHK B

83.200068 CbIBOPOTKE KPOBMU 395

83.200069 352CJ1H Nepneceupyc VI Tuna, onpegenenne JHK B cntoHe 275
352CMX lepnecsupyc VI Tuna, onpepgenenve [1HK B

83.200070 CMUHHOMO3roBOM XNUOKOCTU 275
352CI Nepneceupyc VI Tuna, onpepneneHue AHK B cekpete

83.200071 npocTaTthl, IAKYNnATe 275
352YPO lNepnecupyc VI Tuna, onpegenenme AAHK cocko6e

83.200072 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 275
344KOX Kangunpa, onpegenexHue AIHK B cockobe

83.200073 anuTenuanbHbIX KNETOK KOXWU 275

83.200074 344MOM Kangupa, onpegenenne JHK B moue 275
344MNPK Kanaupa, onpepgenenune A1HK B cockobe

83.200075 anuTenuanbHbIX KNETOK CIIM3UCTON NPAMOWN KULLKK 275
344POT Kangupa, onpegenenne HK B cockob6e

83.200076 anuUTenuarbHbIX KNETOK POTOrNOTKU 275

83.200077 344CJ1H Kangmaa, onpeneneHue AHK B cntoHe 275
344CN Kanaupa, onpeaeneHue AHK B cekpeTte npocraThl,

83.200078 IAKynATe 275
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344YPO Kangupa, onpegenenune OHK B cockobGe

83.200079 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 275
302CIN Mukonnasma (Mycoplasma hominis), onpegenexHve

83.200080 OHK B cekpeTe npocTtaTtbl, 3sKynaTe 275
302YPO Mukonnaama (Mycoplasma hominis), onpegeneHue
OHK B cocko6e anutenmanbHbIX KNEeTOK ypOreHUTanbHoro

83.200081 TpakTa 275
308CIN Mukonnasma (Mycoplasma genitalium), onpeageneHue

83.200082 OHK B cekpeTe npocTtaTthbl, 3sIKynsaTe 275
308YPO Mukonna3sma (Mycoplasma genitalium),
onpegeneHne JHK B cockobe anutennanbHbIX KNETOK

83.200083 yporeHUTanbLHOro Tpakra 275
34711 Mukonnaama (Mycoplasma pneum.), onpegeneHue

83.200084 OHK B nnasme kpoBum 515
347POT Mukonnasma (Mycoplasma pneum.), onpeaeneHue

83.200085 OHK B cocko6e anuTenmanbHbIX KIETOK POTOMMOTKN 425
347CJIH Mukonnasma (Mycoplasma pneum.), onpegeneHue

83.200086 OHK B cntoHe 425
346KOX bnegHasa TpenoHema, onpegeneHue [HK B cockobe

83.200087 anuUTenuarnbHbIX KNETOK KOXMU 340

83.200088 346MOU bnepgHasa TpenoHema, onpegeneHue AHK B moye 340
3460T[ bnegHasa TpenoHema, onpegeneHue AHK B

83.200089 otaensieMom 340
346POT bnepgHasa TpenoHema, onpeaeneHue [1HK B cockobe

83.200090 AnNUTenuanbHbIX KNETOK POTOrMOTKM 340
346CB bnepgHas TpenoHema, onpeageneHue JHK B cbiBopoTke

83.200091 KpoBU 490
346CMX BbnepgHasa TpenoHema, onpegeneHue [1HK B

83.200092 CNMUHHOMO3roBOMN XUAKOCTHU 340
346CI bnegHasa TpenoHema, onpegeneHune AHK B cekpete

83.200093 npocTaThbl, 3AKynsaTe 340
346YPO bnegHas TpenoHema, onpeaeneHne [JHK B cockob6e

83.200094 anUTenuanbHbIX KNETOK YPOreHUTanbHoro Tpakra 340

83.200095 335CB Tokconnasma, onpegeneHue [JHK B cbiBOpoTKe KpoBU 490
335CMX Tokconnaama, onpeneneHue AHK B

83.200096 CNMUHHOMO3roBOMN XUAKOCTHU 350
307CIN TpuxomoHapa , onpenenenne AIHK B cekpete

83.200097 npocTaTthbl, ISAKYynATe 275
307YPO TpuxomoHapa , onpegeneHue [1HK B cockobe

83.200098 anuTenuanbHbIX KNETOK YPOreHUTanbHoro Tpakra 275
341MK Muko6akTepumu Ty6epkynesa, onpegenexve 1HK B

83.200099 MOKpoTe 665
341MHC Mukobaktepuun Tybepkynesa, onpegenenHme JHK B

83.200100 MEeHCTpyanbHON KpOBU 350
341MOY MukobakTepumn Ty6epkynesa, onpegenexdve JHK B

83.200101 Moue 350
341CB Mukobaktepuun Tybepkynesa, onpegeneHme [JHK B

83.200102 CbIBOPOTKE KPOBM 515
341CUH Mukob6akTtepuu Ty6epkynesa, onpeagenexHue f1HK B

83.200103 CMHOBMaNIbHOW XUAKOCTU 570
341CMX Mukobaktepumn Ty6epkynesa, onpegeneHue IHK B

83.200104 CNMUHHOMO3roBOMN XUAKOCTHU 340
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341CIN Mukob6akTepumu Ty6epkynesa, onpegenexve AJHK B

83.200105 ceKpeTe npocTaThbl, IAKYNATE 350
303CIl Ypeannasma (Ureaplasma urealyticum, 6uoBap T-960),

83.200106 onpegeneHue [JHK B cekpeTe npocTtarthbl, 3sKynaTe 275
303YPO Ypeannaama (Ureaplasma urealyticum, 6uoBap
T-960), onpeaeneHne OHK B cockobe anuTenunanbHbIX KNETOK

83.200107 ypOreHuTanbLHoOro Tpakra 275
342CIN Ypeannasma (Ureaplasma parvum), onpeaeneHue JHK

83.200108 B ceKpeTe npocTaTthl, IAKynATe 275
342YPO Ypeanna3sma (Ureaplasma parvum), onpegeneHue
OHK B cockobe anutenuanbHbIX KNETOK YPpOoreHUTanbHoro

83.200109 TpakTa 275
343CIl Ypeannasma (Ureaplasma urealyticum +Ureaplasma

83.200110 parvum), onpeaeneHue AHK B cekpeTe npocTartbl, IAKynaTe 275
343YPO Ypeannasma (Ureaplasma urealyticum + Ureaplasma
parvum), onpegeneHue AHK B cockobe anutenuanbHbIX

83.200111 KINEeTOK YpOreHUTasribHoro Tpakra 275
3013 Xnamunpguma (Chlamydia trachomatis), onpeaeneHue

83.200112 OHK B cockobe anuTenunanbHbIX KNeTOK KOHbIOHKTUBbI 275
301MO4 Xnamuausa (Chlamydia trachomatis), onpegeneHune

83.200113 OHK B moue 275
301MPK Xnamngusa (Chlamydia trachomatis), onpeneneHue
OHK B cocko6e anuTenmanbHbIX KNEeTOK CIIN3NCTON NpsAMOn

83.200114 KWLLKKN 275
301POT Xnamupgusa (Chlamydia trachomatis), onpeaeneHue

83.200115 OHK B cockobe anutenuanbHbIX KNETOK POTOrNOTKU 275
301CUH Xnamugua (Chlamydia trachomatis), onpepenexune

83.200116 OHK B cMHOBManbHOMN XNAKOCTU 570
301CMX Xnamugusa (Chlamydia trachomatis), onpenenexue

83.200117 OHK B cCMMHHOMO3roBoWm XNAOKOCTU 275
301CIN Xnamugumsa (Chlamydia trachomatis), onpegenexve

83.200118 OHK B cekpeTe npocTtaTtbl, 3sKynaTe 275
301YPO Xnamupgusa (Chlamydia trachomatis), onpepenenue
OHK B cocko6e anuTenmanbHbIX KNETOK ypOreHUTanbHoro

83.200119 TpakTa 275
3491 Xnammngusa (Chlamydia pneumoniae), onpepenexune

83.200120 OHK B nnasme kpoBu 710
349POT Xnamuaua (Chlamydia pneumoniae), onpegenexHuve

83.200121 OHK B cocko6e anutenmanbHbIX KIETOK POTOrNOTKN 490
349CJTH Xnamugusa (Chlamydia pneumoniae), onpeaeneHuve

83.200122 OHK B cnioHe 490
310M3 Uutomeranosupyc, onpegeneHne OHK B cockobe

83.200123 anuTenuanbHbIX KNETOK KOHbIOHKTUBDI 275
310KOX LUutomeranosupyc, onpeaenexHue JHK B cockob6e

83.200124 ANUTENUanbHbIX KIETOK KOXU 275
310KP LUuTtomeranoBupyc, onpeaenexHve AIHK B BeHO3HOMN

83.200125 KpoBU 395

83.200126 310MO\ LintomeranoBupyc, onpeaenenue AIHK B moue 275
310HOC LuTomeranoBupyc, onpeaeneHue [1HK B cockobe

83.200127 anuTenuanbHbIX KNETOK CIIM3UCTON HOCca 275
310POT LintomeranoBupyc, onpegeneHue AIHK B cockobe

83.200128 anuUTenuarbHbIX KNETOK POTOrMNOTKU 275
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310CB Lutomeranosupyc, onpeaeneHue JHK B cbiBopoTke

83.200129 KpOBU 395

83.200130 310CJIH UunTomeranoBupyc, onpeaeneHue [1HK B cnioHe 275
310CMX LUuTtomeranosupyc, onpepenexve [1HK B

83.200131 CMUHHOMO3roBOM1 XNUOKOCTU 275
310CI UutomeranoBupyc, onpenenexHuve AHK B cekpete

83.200132 npocTaTthl, IAKYNnATe 275
310YPO UutomeranoBupyc, onpeneneHme 1HK cockob6e

83.200133 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 275
351KP Bupyc dnwrenHa-bapp, onpeaenenne OHK B

83.200134 BEHO3HOMN KPOBU 515

83.200135 351MO4 Bupyc 3nwTtenHa-bapp, onpeaenenue AIHK B moue 350
351HOC Bupyc dnwrtenHa-bapp, onpeaenenve IHK B

83.200136 cockobe anuTenuarnbHbIX KNIETOK CIIU3UCTOM HOCa 350
351POT Bupyc dnwTrenHa-bapp, onpegenenune AIHK B

83.200137 cockobe anuTenuanbHbIX KNeTOK PpOTOrNoTKU 350
351CB Bupyc dnwTtenHa-bapp, onpegenenne JHK B

83.200138 CbIBOPOTKE KPOBM 515

83.200139 351CJ1H Bupyc 3nwTtenHa-bapp, onpeaenenue AHK B cnroHe 350
351CMX Bupyc dnwtenHa-bapp, onpeneneHue JHK B

83.200140 CNMUHHOMO3roBOMN XUAKOCTHU 350
351CIN Bupyc dnwrenHa-bapp, onpeaenexnne OHK B cekpeTte

83.200141 npocTaThbl, 3AKynsaTe 350
351YPO Bupyc dnwrenHa-bapp, onpeaenenve IHK B

83.200142 cockobe anuTenuanbHbIX KNeTOK YpOoreHUTanbHOro Tpakra 350

83.200143 306MOU NoHokoKkK, onpeaeneHune AHK B moue 275
306MNPK NoHokokk, onpeaeneHne [1HK B cockob6e

83.200144 anuTenuanbHbIX KNETOK CIIM3UCTON NPAMOWN KULLKK 275
306POT NoHOKOKK, , onpeaeneHune OHK B cockobe

83.200145 anuUTenuarbHbIX KNETOK POTOrNOTKU 275
306CUH lNoHokokk, onpeaenexHue AHK cuHoBuManbHomn

83.200146 XXUOKOCTHU 275
306CIN NHokokk, onpeaeneHue AHK B cekpeTe npocTarthbl,

83.200147 IAKYnATe 275
306YPO lNoHokokk, onpeaenexHue AIHK B cockobe

83.200148 anuTenuanbHbIX KNETOK YPOreHUTanbHOro Tpakra 275
311c-poT BINY BLICOKOro OHKOreHHOro pucka, CKPUHUHr 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeanenenune OHK B cockobe anuTenunanbHbIX KNETOK

83.200149 POTOrNOTKM 755
311c-ypo BIMY BbICOKOro OHKOreHHOro pucka, CKPUHUHI 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeanenenune OHK B cockobe anuTenunanbHbIX KNETOK

83.200150 ypOreHuTanbLHoOro Tpakra 755
313MPK BINY Bbicokoro oHkopucka, 14 Tunos (16, 18, 31, 33,

83.200151 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), reHotTunupoBaHue AHK 1090
313POT BI1Y Bbicokoro oHkopucka, 14 tunos (16, 18, 31, 33,

83.200152 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), reHoTunupoBaHue AHK 1090
399C-npk BIMY HM3Koro oHkoreHHoro pucka (6, 11, 44) + KBM
B COCKOGe anuTenuanbHbIX KNeTOK CIIM3NCTON NPSMON

83.200153 KWLLKKN 395
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399C-port BINY Hu3koro oHkoreHHoro pucka (6, 11, 44) + KBM

83.200154 B COCKOGe anuTennanbHbIX KIeTOK POTOIMMOTKN 395
305CI NappHepenna, onpeaenenne [JHK B cekpeTte

83.200157 npocTaTthl, IAKYNnATe 275
305YPO lNapagHepenna, onpegeneHue AHK B cockobe

83.200158 anuUTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 275

83.200159 311401 NucTtepuun, onpepenenmne AHK B nnasme kpoBu 265
3114POT Jluctepuum, onpenenenme AAHK B cockobe

83.200160 anuUTenuarbHbIX KNETOK POTOrNOTKU 265
3114CWUH INuctepuun, onpegenexHune AHK B cmHoBunanbHomn

83.200161 XNOKOCTU 460
3114CMX JINuctepun, onpegenexHue AHK B cnuHHOMO3roBom

83.200162 XNAOKOCTU 265

83.200163 34811 CtpenTokokk, onpeaeneHune AHK B nnasme kpoBu 600
348POT CTtpenToKOKK, onpeaeneHne [JHK B cockobGe

83.200164 anuUTenuarbHbIX KNETOK POTOrMNOTKU 460

83.200165 348CJIH CTtpenTtoKkoKk, onpeaeneHme [1HK B cnioHe 460
440/444 NMoceB Ha mukonna3my (Mycoplasma hominis) u
ypeanna3mbl (Ureaplasma spp.), onpegeneHue

83.200166 YYBCTBUTENBLHOCTU K aHTUMMKPOOHbLIM NpenapaTtam 1180
184/85 AnTutena knacca IgM u IgG k Chlamydophila

83.200167 pneumoniae 1170
5106 LinTonornyeckoe nccneaoBaHue NyHKTaTa WMTOBUAHOMN
Xene3bl C oNUCaHNeM NO TEPMUHOSOrNYECKOMn

83.200168 knaccucpukauum betecpa 590
3158XEJ1 Xenukob6akTtep nunopu, onpegenexme [1HK B
ouonTaTe CNM3UCTOM Xenyaka u/vunu aoBeHaguaTunepcTHomn

83.200169 KULLKK 665

83.200170 1512BILE Xen4Hble KUCNOTbI 2775

83.200171 ASTR1 BMOXMMUYECKUI CKPUHUHT 1-ro TpumMmecTpa 3 550
M31 OcHoBHbIe acceHUMnanbHble (XKU3HEHHO HeobxoanMbie)

83.200172 MUKpPO3/IeMEeHTbI B CbIBOPOTKE KPOBMU 1410
M32 ToKkcuyHble MUKPOINEMEHThI (TsXKenble MeTannbl) B

83.200173 BEHO3HOM KPpOBU 1410
M33 MukpoanemeHTbl B CbIBOPOTKE KPOBU U BEHO3HOM

83.200174 KPOBW: CKPUHUHI 3535
M34 3cceHumanbHble ((KU3HEHHO HeobxoauMbIe) U

83.200175 TOKCUYHbIEe MUKPOISIEMEHTbI B MOYe 3050

83.200176 M38 ToKkcuyHble MUKPOINEeMeHTbI B Bosiocax 1870
M39 TokcuuHble n acceHuManbHbIe MUKPO3SIEMEHTLI B

83.200177 Bosiocax 3640

83.200178 M310 BonbLON CKPUHUHT 3/IeMEeHTHOro coctaBa Bonoc 6 445

83.200179 M311 ToKCHM4YHbIe MUKPOINEMEHTbI B HOITAX 1870
M312 TokcuyHbIe U 3cceHunanbHble MUKPO3INIEMEHTbI B

83.200180 HOrTAX 3 640

83.200181 M313 BonbLIOW CKPUHUHI 35IEMEHTHOro cocTaBa Horren 6 445

83.200182 1533A1AT Anbda-1-aHTUTPUNCUH B Kane 1810
3500CB Bupyc renatuta C (BI'C), ynsTpavyyBcTBUTENBLHOE

83.200183 onpegeneHne PHK BI'C 3520
1277KOXXA Mukpockonua u noceB Ha napasutapHble rpmbbl

83.200184 (koxa) 1730
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1277HOI'TU Mukpockonusa 1 noceB Ha Napa3uTapHble rpnobl

83.200185 (HorTn) 1730
33114KAJ1 HopoBupychbl 2-oi reHorpynnbi,onpegeneHne PHK

83.200186 B Kane 440

83.200187 33111KAJl SHTepoBupychl, onpeaeneHne PHK B kane 535
33121KAJl OcTtpble kuwe4vHble nHdekuun, NMUP-CKpUHUHT
BOCbMM OakTepuanbHbIX U BUPYCHbIX BO30yauTenem ocTpbix

83.200188 KMLIEeYHbIX MHdEKUUn B Kane 1 655
33122KAJ1 OcTtpble kuwedHble nHepekumnmn, MLUP-CKpUHUHT TPEX

83.200189 BUPYCHbIX BO3byauTenen, Kan 1 300
231ALL OnpepeneHue cneundmyeckux MMMyHOrnooynmHoB

83.200190 knacca G (IgG) k nuweBbIM annepreHam 13 750
1530B6KK AHTuTena knaccoB IgA n IgG kK 6okanoBMAHbLIM

83.200191 KINneTKaM KuLueYHuKa,cyMmmMapHoO 1255
1531AALK AHntutena knaccos IgG u IgA k GP2 aHTuUreHy

83.200192 LeHTpOaLMHaPHbIX KIeTOK NOAXeNnya04HOW Xene3bl 2080
1532AIMXK AHTUTENa K auMHapPHbIM KIeTKaM nomxenyao4yHou

83.200193 xenes3obl, IgG u IgA cymmapHo 1255

83.200194 504CBP UccnepoBaHMA NPOMbIBHbIX BOA OPOHXOB 665
5056 Liutonornyeckoe uccregoBaHue anuTenus LLEenkKn

83.200195 maTku no beTtecaa 590
506BMC UccnepnoBaHue oTnevyaTtka ¢ BHyTPUMaTO4YHOMN

83.200196 cnupanu (BMC) 620

83.200197 507MOY UccnepoBaHue Moumn 620

83.200198 507MXXE UccnepoBaHue BblaeneHUN U3 MOJIOYHOM Xenesbl 620
468-I NMoceB Ha 30NMOTUCTbLIN CTaPUINOKOKK
(MeTULMNNNH-PE3UCTEHTHbLIN 305IOTUCTbIN CTa(PUNOKOKK,

83.200199 MP3C) ,(Staphylococcus aureus) 570
468-P lNoceB Ha 3010TUCTbIN CTaPUNOKOKK,
(MeTULMNNNH-PE3NCTEHTHbINA 30NMOTUCTbIN CTaUITOKOKK,
MP3C) MP3C (Staphylococcus aureus),onpegeneHue
YyBCTBUTESIBHOCTU K pacLUUPEHHOMY CNEeKTpy

83.200200 AaHTUMUKPOOHLIX NpenapaToB 960
468-® NoceB Ha 30N1O0TUCTbLIN CTathUITOKOKK
(MeTULMNNNH-PE3UCTEHTHbLIN 305IOTUCTbIN CTa(PUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue
YYBCTBUTESIbHOCTU K aHTUMUKPOOHbLIM Npenaparam 1

83.200201 6akTepuodparam 790
459-I NMoceB Ha 3onoTucTbin ctacpunokokk( Staphylococcus

83.200202 aureus) 915
459-P MNoceB Ha 3onoTtucTtbin ctadunokokk (Staphylococcus
aureus), onpegeneHve YyBCTBUTENbHOCTU K pacLULUPEHHOMY

83.200203 CMEeKTPY aHTUMMKPOOHbLIX NpenapaToB 1390
459-® MNMoceB Ha 3onoTUCTbIN cTadmnnokokk (Staphylococcus
aureus), onpegeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

83.200204 npenaparam u baktepuodaram 1230

83.200205 466 MNMoceB Ha 6eTa-reMoNUTUYECKUIA CTPENTOKOKK rpynnbl A 800
466-A lNMoceB Ha 6eTa-reMoNMUTUYECKMIA CTPENTOKOKK rpynnbl
A, (Streptococcus group A, Streptococcus pyogenes),
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM

83.200206 npenaparam 1070
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83.200207

454-1 MNMoceB Ha 6eTa-reMoONMUTUYECKUIA CTPENTOKOKK rpynnbl
B

710

83.200209

474-P MNoceB paHeBOro otaensieMoro u TkaHen Ha
MUuKpodropy, onpeaeneHne YyBCTBUTENbLHOCTU K
pacluMpeHHOMY CNeKTPY aHTUMUKPOOHLIX NpenapaToB

840

83.200210

474-® lNoceB paHeBOro oTaensAeMoro u TkaHem Ha
MuKpodnopy, onpeaeneHme YyBCTBUTENIbHOCTU K
aHTMMMKPOOHLIM NpenapaTtam un 6aktepuocparam

930

83.200211

467-P MNoceB oTtaensieMoro BepxHUX AbIX. NyTEN Ha
MuKpocdhropy,onpeaeneHme YyBCTBUTENbHOCTU K
paclmp.cnekTpy aHTUMMKPOOHbLIX NpenapaToB

960

83.200212

467-® MNoceB oTAeNA€eMOro BEpXHUX AbIX. NyTen Ha
MukKpodnopy,onpeaeneHme 4YyBCTBUTENbHOCTU K
aHTMMMKPOOHLIM NpenapaTtam n 6aktepuocparam

840

83.200213

441-P MNoceB Mo4u Ha MUKpodpropy, onpeaeneHue
YYBCTBUTENBHOCTU K pacLULMPEHHOMY CMEKTpPY
aHTMMMKPOOHbLIX NpenapaToB

840

83.200214

441-® MNoceB Mo4n Ha MuKpodpropy, onpeaeneHue
YYBCTBUTESIbHOCTU K aHTUMUKPOOHbLIM Npenaparam 1
6akTepuodaram

820

83.200215

465-P lNoceB otaensiemoro rrna3s Ha Mukpodnopy,
onpeaeneHne YyBCTBUTEJNIbHOCTU K pacCLUMPEHHOMY CNEeKTpy
aHTMMMKPOOHbLIX NpenapaToB

840

83.200216

465-® MNoceB otaensaemMoro rrna3 Ha MuKkpodnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenaparam un 6akrepmodparam

840

83.200217

446-P lNoceB otaensemMoro nNonoBbLIX OpraHoB Ha
MUuKpodropy, onpeaeneHne YyBCTBUTENbLHOCTU K
pacluMpeHHOMY CNeKTPYy aHTUMUKPOOHLIX NpenapaToB

1290

83.200218

446-®P lNoceB oTaensseMoro NonoBbLIX OPraHoB Ha
MuKpodnopy, onpeaeneHme 4YyBCTBUTENIbHOCTU K
aHTMMMKPOOHBLIM Npenapartam un 6aktepuocparam

1190

83.200219

473-P MNoceB oTaensiemoro ywen Ha Mukpodcnopy,
onpeaeneHne YyBCTBUTENLHOCTU K pacLUMPEHHOMY CMEKTpY
aHTMMMKPOOHLIX NpenapaToB

840

83.200220

473-® lMNoceB oTAensAeMoro ywem Ha Mukpodnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenaparam u baktepuodaram

1070

83.200224

PLUM-I' UMMYHOrMCTOXMMMUYECKNINA CKPUHUHI paKa LUenKu
maTtku (popmanmHoBbLIN bydep)

9035

83.200225

PLWM-B UMMYHOrMCTOXMMMUYECKUIA CKPUHUHT paKa LUerKu
maTku (napacmHOBbIN GNOK)

9035

83.200226

PMX-I' Pak mono4Howm xene3bl — KOMMJIEKCHbIN
MMMYHOrMcToxmmmyeckum npocpuns(hopmanmHoBbin bydep)

17 975

83.200227

PMXX-B Pak MOno4Hom xxenes3bl — KOMMJIEKCHbIN
MMMYHOIMMCTOXMMUYECKMN npocunb(napacdMHOBbIN 6OK)

17 975

83.200228

5111UrX Ki-67 (MIiB-1) akcnpeccus,
MMMYHOIrMCTOXMMUYECKoe uccrnepnosaHue(dopmanmHoBbIN
Gyduep)

5875

83.200229

5222UrX Ki-67 (MiB-1) akcnpeccus,
MMMYHOIMMCTOXMMUYECKOE uccrnenosaHme(napadmHoBbIN

6noK)

5875
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5112UIr'X HER2/neu akcnpeccusa, HER2-ctartyc,
MMMYHOIrMCTOXMMUYECKOoe

83.200230 uccnepoBaHue,UINX(chopmanuHoBbIn 6ychep) 5765
530FISH Onpenenenne HER2 ctatyca onyxonu metoaom

83.200231 MMMmyHodnyopecueHTHON rubpuamsaumum in situ (FISH) 24 835
5113UINX HER2/neu akcnpeccuna, HER2-ctatyc,
MMMYHOIrMCTOXMMUYECKOoe

83.200232 nccnepoBaHue,UMX(napadmHoBbIN GOK) 5765
5114Ur'X UIMMyHOrncroxmmmyeckasa guarHocTmka

83.200233 XpoHunyeckoro aHaometTpurta(CD138)(cbopmanuHoBbin 6ycep) 5780
5115UIN'X UMmMmyHorncroxmmumyeckasa guarHocTmka

83.200234 XpoHu4eckoro aHaomeTputa(CD138)(napacdmHoBbLIN 60K) 5780
5116UIN'X UmmyHorncroxnmmnyeckoe nccnepgosaHue p16INK4a

83.200235 (dbopmanuHoBLIN Oydep) 5115
5117UNX UmmyHornctoxummyeckoe nccneposaHue p16INK4a

83.200236 (napacmHOBbLIN GNOK) 5115
5118UIN'X UIX nccneposaHue: anarHocTUKa
numdconponucepaTMBHbix 3aboneBaHun(napacMHOBbIN

83.200237 6noK) 23770
5119UI'X UIX nccneposaHue: anarHoCcTUKa
numdconponudcepaTMBHbix 3aboneBaHnin(opmanmHOBbLIN

83.200238 oydep) 23770
5120UrX U'X nccnegoBaHue:AnarHoCTUKa rucToreHesa
MeTacTa3oB NpU HEYCT. NepBUYHOM ovare(napacpuHOBbLIN

83.200239 6noK) 23770
5121UrX UI'X nccnegoBaHue:AnarHoCTUKa rucToreHesa
MeTacTa3oB NpU HEYCT. NepBUYHOM ovare(opManMHOBbLIN

83.200240 oydep) 23770

83.200241 101I'MIM MNMonHoe reHeTnYecKkoe obcnegoBaHMne ANA MYXYUH 82700

83.200242 101K MonHoe reHeTuYeckoe o6cnegoBaHne ANA XEHLWWUH 73 300
102I'TIM MNMonHoe reHeTnYeckoe obcnegoBaHue CynpyXeckon

83.200243 napbl (My>4unHa) 82700
102I'M>K MonHoe reHeTuYeckoe o6cnegoBaHue CynpyKeckon

83.200244 napbl (XeHLnHa) 73 300
103I'TIM NMonHoe reHeTn4Yeckoe obcnegoBaHune pebeHka

83.200245 (ManbyuK) 82700
103K MonHoe reHeTu4eckoe obcnegoBaHne pebeHka

83.200246 (neBoukKa) 73 300

83.200247 104I'T 3p0opoBbi 06pa3 KU3HU 37 900

83.200248 105I'M A 3popos 40 280

83.200249 106I'M A 3popoBa 35080
1451 OueHKa pUCKOB, CBA3aHHbIX C MHTEHCUBHOM

83.200250 comnanyeckom Harpyskom 20 450
145I'M1/B3 OueHKa pUCKOB, CBA3aHHbIX C UHTEHCUBHOMN
comnanyeckomn Harpy3kon(6es onmcaHus pesynsTaToB

83.200251 BpaYyoM-reHeTUKOM) 18 330

83.200252 110N MoaroToBKa K onepauum 4 405
110I'M/B3 NoaroToBka k onepauun (6e3 onucaHus

83.200253 pe3ynLTaTtoB Bpa4yoM-reHeTUKOM) 4 005

83.200254 118I'M OnacHocTb Npu NpMemMe oparnbHbIX KOHTpaLenTUBOB 2210
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118I'M/B3 OnacHOCTb Npu Npueme opanbHbIX
KOHTpauenTuBoB(6e3 onncaHus pe3ynbLraToB

83.200255 Bpa4YoOM-reHeTUKOM) 2000

83.200256 134T Puck pa3BuTUA paka npu KypeHuu 10 940
134I'T1/B3 Puck pa3BuTtua paka npu KypeHumn (6e3 onucaHus

83.200257 pe3ynsLTaTtoB BpauyoM-reHeTUKOM) 9 800

83.200258 135l Heo6xoQMMOCTb 3aluMTbI KOXU NpU 3arape 10 940
135IM/B3 HeobxoamMMoOCTb 3aWwmThl KOXU Npu 3arape(6es

83.200259 onucaHusa pe3ysibTaToB Bpa4oOM-reHeTUKOM) 9 800
136I'T1 Mpurem xapeHbIX U KONMYEHbIX MPOAYKTOB U PUCK

83.200260 pa3BUTUA pakKa 10 940
136I'M/B3 MNMpuem KapeHbIX U KONYeHbIX NPOAYKTOB U PUCK
pa3BuTUA paka(b6e3 onucaHuA pe3ynbLTaToB

83.200261 BpaYyoM-reHeTUKOM) 9 800

83.200262 7691A-LC HenepeHocumocTb monoka(reH MCMG6) 1240
151I'M Ankoronusm u HapKoMaHus1 — CKNOHHOCTb K

83.200263 pa3BUTUIO: NONHaA NaHenb 6 560
151I'M/B3 AnKoronuam n HapKOMaHUsi — CKITOHHOCTb K
pa3BUTUIO: NOSTHaA naHenb(6e3 onucaHusa pe3ynbLTaToB

83.200264 BPa4OM-TeHEeTUKOM) 5880

83.200265 109I'T Y)KeHckoe 6ecnnoaue n ocnoXxHeHMe 6epeMeHHOCTH 22 995

83.200266 108I'M Xouy cTaTb MaMOW: OCINOXXHEHNA 6epeMeHHOCTH 27 195
108I'M/B3 Xo4y cTaTb MaMOW: OCNOXHEHNA 6epeMeHHOCTH

83.200267 (6e3 onncaHusa pe3ynbTaToB BPa4OM-reHEeTUKOM) 18 795
131I'"M CkNoOHHOCTbL K TPOM603aM NpuGepeMeHHOCTH:

83.200268 MUHUManbHasa naHenb(reHsl F2, F5) 2210
131I'M/B3 CKNOHHOCTb K TPOM603aM Npwu
6epemMeHHOCTU:MUHUManbHas naHenb(reHsl F2, F5) (6e3

83.200269 onucaHusa pe3ynibTaToB BPaYOM-reHeTUKOM) 2000

83.200270 139IM lecTo3bI M heTONNaLeHTapHasA HeAOCTAaTOYHOCTb 11 670
139I'M/B3 lNecTo3bI U (heTONNaueHTapHaA HeAOCTaTOYHOCTb

83.200271 (6e3 onncaHua pe3ynLTaToB BPaYyOM-reHETUKOM) 10 390
140IM NMpuBbLIYHOE HEBbIHALLMBaHWe

83.200272 6epeMeHHOCTN,CKITOHHOCTb K TpOMbo3aM,paclump.naHesnb 4 405
140IM1/B3 MNpuBbIYHOE HEBbIHAWIMBaHNE
6epeMeHHOCTU,CKITOHHOCTb K

83.200273 TpombGo3am,paclump.naHenb(6e3 onucaHnsa pes-oB) 4 005
137I'M Bo3HMKHOBEHME U30SIMPOBAHHbLIX NOPOKOB pPa3BUTUA Y

83.200274 nnoga 2940
137I'M/B3 Bo3HUKHOBEHME U30NMPOBaHHbLIX MOPOKOB
pa3BuTua y nnopa(6e3 onucaHusa pesynbLratoB

83.200275 BpaYyoM-reHeTUKOM) 2 665
141I'M TpombGoTHNYECKNE OCINOXKHEHUS NPU CTUMYNALUN

83.200276 oBynALMUMK 2210
141I'M/B3 TpomboTUYECKMNE OCIIOXKHEHMA NPU CTUMYNALUN

83.200277 oBynsiuMun(6e3 onucaHus pe3ynLTaToB Bpa4oOM-reHeTUKOM) 2000
7802CY AapeHoreHuTtanbHbii cuHapom (AlC). NMounck YyacTbix

83.200278 myTauun B reHe CYP210HB, 9 4. m. 14 350
120" O6meH hbonueBon kucnotbl (reHbl MTHFR,MTRR,

83.200281 MTR) 2940
120I'M/B3 O6meH dhonuneBon kucnotbl (reHsl MTHFR,MTRR,

83.200282 MTR) (6e3 onucaHusa pe3ynLTaTtoB Bpa4yoM-reHeTUKOM) 2 665
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1244I'N HacnepcTBeHHbIE crly4yan paka MOJIOYHOM Xerne3bl

83.200283 n/vnu amyHukos BRCA1, BRCA2,CHEK2, NBN 8 295
1071 Myxckoe 6ecnnogue (reHbl AR, CFTR:AZF-pernoH:

83.200284 KapuoTtun) 26 145
146I'T1 NeHeTU4eckue chakTopbl MyxcKoro 6ecnnoams (reHbl

83.200285 AR, CFTR: AZF-perunoH) 18 795
766163 HapyweHus cnepmatoreHesa: nosHas naHenb
(AZF-pernoH) (6e3 onucaHusa pes3ynbraTtoB

83.200287 BPa4OM-TeHEeTUKOM) 10 725

83.200288 7821RH OnpepeneHue pesyc-thakrtopa 7760
720763 OnpepeneHue reHoTuna pesyc-pakropa(bes

83.200290 onucaHus pe3ynibTaToB BPaYyOM-reHeTUKOM) 12 495
7831HL TunupoBaHue reHoB cuctembl HLA Il knacca(reHbl

83.200291 DRB1, DQA1, DQB1) 5145
7831N-HL TunupoBaHue reHoB cuctembl HLA Il knacca -

83.200292 nokyc DRB1 2 260
114I'T Tpomb6o3bI: pacwmpeHHasa naHenb (reHbl F2,F5,

83.200293 MTHFR, MTRR, MTR) 4 405
114I'N/B3 Tpom6o3blI: paclwumpeHHas naHenb (reHbl F2,F5,

83.200294 MTHFR, MTRR, MTR) 4 005
19I'M PacwupeHHoe uccnenoBaHue reHOB CUCTEMbI

83.200295 remocrasa 6 550
19I'M/B3 PacwunpeHHoOe nccnegoBaHne reHOB CUCTEMBDI

83.200296 remocTa3a(6e3 onucaHmsa pe3ynsTatoB Bpa4OM-reHeTUKOM) 5095

83.200297 123I'T TpombGo3bI: cokpalleHHas naHenb (reHbl F2,F5) 2210
123I'M/B3 Tpom603bI: cokpalweHHas naHenb (reHbl F2,F5)

83.200298 (6e3 onncaHua pe3ynLTaToB BPaYOM-reHETUKOM) 2000

83.200299 1251 ®ubpuHoreH (reH FGB) 2115
125I'M/B3 ®ubpuHoreH (reH FGB) (6e3 onncaHus

83.200300 pe3ynLTaTtoB Bpa4yoOM-reHeTUKOM) 1290

83.200301 138I'M MNinepromouuctenHemus (reisl MTHFR,MTRR, MTR) 2940
138I'M/B3 NinepromouuctenHemus (reisi MTHFR,MTRR,

83.200302 MTR) (6e3 onucaHus pe3ynsratoB Bpa4oM-reHeTUKOM) 2 665

83.200303 122I'M MNneparperauua TpoméouunToB (reHbl ITGA2, GP1BA) 2115
122I'M/B3 Nneparperauus TpomoéouunToB (reHbl ITGA2,

83.200304 GP1BA) (6e3 onucaHus pe3ynLTaToB Bpa4OM-reHeTUKOM) 1490
720163 TpombouuTapHbIn peuentop coubpuHoreHa(reH

83.200306 ITGB3) (6e3 onucaHusa pe3ynsraToB Bpa4oOM-reHeTUKOM) 1040

83.200307 111N CepaeyHo-cocyaucTble 3aboneBaHus 18 330

83.200308 12911 ApTepuanbHasa runepTeH3ns, NonHaa naHenb 9 545
129I'M/B3 ApTepmanbHas runepTeH3us, NofiHas NnaHenb
(reHbl ACE, AGT, NOS3) (6e3 onucaHua pe3ynsraToB

83.200309 Bpa4YoOM-reHeTUKOM) 4095
121I'M ApTepuanbHasa runepTeH3nsi, HapyLLeH1s B

83.200310 peHUHaHrnorteHanHoBomn cucteme (reHol ACE, AGT) 2220
121I'M/B3 ApTepuanbHasa runepTeH3ns, HapyLueHus B
peHuHaHrmoteHanHoBoun cucteme (reHbl ACE, AGT) (Ge3

83.200311 onucaHus pe3ynibTaToB BPaYyOM-reHeTUKOM) 1985
761163 ApTepuanbHasa runepTeH3ns, HapyLeHus B pabore
aHpoTtenunanbHo NO-cuHTasbl (reH NOS3) (6e3 onucaHus

83.200313 pe3ynLTaTtoB Bpa4yOM-reHeTUKOM) 1460
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144N UBC, nHdapkT mnokapaa (redbl ITGA2,GP1BA, ACE,

83.200314 AGT, NOS3, ApoE) 8 650
144I'M/B3 UBC, uHdapkT mnokapaa (reHbl ITGA2,GP1BA,
ACE, AGT, NOS3, ApoE) (6e3 onucaHua pesynsraTtoB

83.200315 BPa4OM-TeHEeTUKOM) 8 220
143I'M Nwemunyeckuin uHcynot (reHsl ITGB3,ITGA2, GP1BA,

83.200316 FGB) 6 560
143I'M/B3 Uwemun4vecknmn nHcynet (reHbl ITGB3,ITGA2,
GP1BA, FGB) (6e3 onucaHusa pe3ynsraToB

83.200317 Bpa4YoOM-reHeTUKOM) 5880

83.200318 7641A-AP Atepocknepo3s (reH ApoE) 2470

83.200319 11711 Bone3Hb KpoHa (reHbl DLG5, NOD2,0CTN1, OCTN2) 8 705

83.200320 7641B-APIl Bone3Hb Anburenmepa 2 860

83.200321 113’1 OHKonorn4yeckue 3aboneBaHusA y XeHLWMUH 24 000

83.200322 112I'M OHkonorun4yeckue 3aboneBaHUA y MyX4uH 17 000
128I'T OHkonornyeckue 3aboneBaHusi, CBA3aHHbIe C

83.200323 TOKCUHaMM OKpyKarowen cpeabl 9 800
154I'T HacnepcrteeHHble cnyvyan BRCA-accoumnpoBaHHoOro

83.200324 paka y My>X4uH 4410
154I'M/B3 HacneacTBeHHbIe cryyaun
BRCA-accounnmpoBaHHOro paka y MyXx4unH(6e3 onucaHus

83.200325 pe3ynLTaTtoB Bpa4yoOM-reHeTUKOM) 4095
7004MRI CemenHbIN MeayNNAPHbLIA paK WMATOBUAHOMN

83.200327 xene3bl (3k30HbI 10, 11, 13, 14, 15 reHa RET) 21 410
7005B2 CMHApPOM MHOXEeCTBEHHOW 3HAOKPUHHOMN Heonnasum

83.200328 2B tuna (reH RET) 4 450
7006A2 CMHAPOM MHOXECTBEHHON 3HAOKPUHHOMN Heonsasum

83.200329 2A ™1na (3k30HbI 10, 11 reHa RET) 8 650
152I'M Ankoronuam u HapKkOMaHusA: COKpalleHHas naHenb(6e3

83.200330 reHeTUKn metabonuMama ankorons) 3940
152I'M/B3 AnKoronuam u HapKOMaHuA: COKpalleHHasi naHenb
(6e3 reHeTMKN MeTabonuama ankorons)(6e3 onucaHusa

83.200331 pe3ynLTaTtoB Bpa4yoOM-reHeTUKOM) 3530
149I'T1 AnKoronnam u HapKOMaHUA: TAXKeCTb (Pu3n4eckomn

83.200332 3aBucumocTu (reHol OPRM1,ANKK1) 2620
149I'T1/B3 ANKOrosinam 1 HapKOMaHU1A: TAXeCTb hPrU3nyeckon
3aBucumocTu (reHl OPRM1,ANKK1) (6e3 onucaHusn

83.200333 pe3ynsLTaTtoB BpauyoM-reHeTUKOM) 2 350
7030A-DAT Ankoronuam n HapKOMaHUA: CKITIOHHOCTb K
NCUXOS.3aBUCUMOCTM OT YNOTP. afiKOrosnsi U HAPKOTUKOB (reH

83.200334 DAT) 1320
703063 AnKoronuam v HapKOMaHUA: CKITOHHOCTb K NCUXOII.
3aBUCMMOCTMU OT YNOTP. ankorons n HapkotukoB (reH DAT)

83.200335 (6e3 onncaHusa pe3ynbLTaToB BPa4OM-reHETUKOM) 1200
150I'M NeHeTuyeckme pakTopbl MeTabonuama ankorons

83.200336 (renbl ALDH2, ADH2) 2620
150I'M/B3 NeHeTu4yeckune hakTopbl MeTabonuama ankorons
(reHbl ALDH2, ADH2) (6e3 onucaHus pe3ynsraTtoB

83.200337 BpaYyoOM-reHeTUKOM) 2 350
116I'M HacnepactBeHHasa npeapacnonioXXeHHOCTb K caxapHoOMy
AnabeTy 1-ro TMNa no Tpem fiokycam reHoB cuctembl HLA I

83.200338 knacca(reHsl DRB1, DQA1, DQB1) 4925
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83.200339

7015I'M HacneactBeHHasa npeapacnorioXXeHHOCTb K Liefinakum
no nokycam reHoB cuctembl HLAIl knacca (DQA1, DQB1)

4925

83.200341

725863 [InabeTt nucynuHHesasucumbin ADAMTS9,KCNJ11,
KCNQ1, PPARG (6e3 onucaHus pe3ynsraTtoB
BPa4OM-TeHEeTUKOM)

8 460

83.200342

153l OcTeonopo3: nonHaa naHenb (reHbl CALCR,COL1A1,
VDR)

6 095

83.200343

153I'M/B3 OcTteonopo3: NnonHas naHesb (reHbl
CALCR,COL1A1, VDR) (6e3 onucaHus pe3ynsraTtoB
Bpa4YoOM-reHeTUKOM)

5460

83.200344

1151 Octeonopoas: cokpalwieHHas naHenb (reHbl CALCR,
COL1A1)

6 290

83.200345

115I'M/B3 OcTeonopo3: cokpalleHHas naHenb (reHbl CALCR,
COL1A1) (6e3 onucaHusa pe3ynbLTraToB Bpa4OM-reHeTUKOM)

2720

83.200346

7014A-VDRI OcTeonopo3: peuentop ButamuHa D (ren VDR)

1530

83.200347

701463 OcTeonopo3: peuentop BuTamuHa D (reH VDR) (6e3
ONnUcaHuA pe3ynLTaToB BPa4yoOM-reHeTUKOM)

1460

83.200350

7691LCI NlakTasHasa HegocTaTO4HOCTb (reH MCM6)

1440

83.200351

7201A-IT AcnupuH 1 nnaBuKc. FleHeTUYeCKN Mapkep
PEe3MUCTEHTHOCTU K aHTUarperaHTHOM Tepanun aCNMPUHOM U
nnaBmkcom.Onpea. HannuMa nonMMopdnU3IMoB reHa
TpombouuTtapHoro peuentopa mbpuHoreHa (reH ITGB3)

1320

83.200352

7841A-VK BapdpapuH: pacwumpeHHas naHenb gnsa nogéopa
po3bl (reHbl CYP2C9, VKORC1,CYP4F2, GGCX)

11 880

83.200353

7601C-NA N'mapana3suH u npokanHamua.leHeTUY. Mapkepbl
NOBbILW. PUCKa Pa3BUTUA BONTYAaHOYHONOAOBHOro cuHapoma
u renatotokcuyHocTu,N-Acetyltransferase 2, Gene NAT2

4 940

83.200354

7601B-NA U3oHuasna. NleHeTY. MapKepbl NOBbILL. pUCKa
pa3BUTMUA NONIMHEBPUTOB NpU NpuemMe M3o0HMa3n[a,cBss. ¢
HapyweHuem ero metabonuama,reH NAT2

4 940

83.200355

142I'M UHrmbumTopbl AMNP, conyBacTaTMH,6noKaTopbl
peuentopoB ATIl,reH ACE

3180

83.200356

7003A-UG Meta6onunam npunHotekaHa (reH UGT1A1)

4 320

83.200357

7261D-CY Jlo3apTaH/upb6ecapraH.leHeTU4.MmapKep pucka
HapyLeHun metabonmama 6510KaToOpoOB peLenTopoB
aHrmoteH3uHa lI,CYP2C9

1900

83.200358

148I'T1 MeToTpekcat.l'eHeTUYeCKne MmapKepbl NOBbILL. PpUCKa
pa3BUTUA NOGOYHbLIX peakuun Ha hoHe nevyeHus
peBMaTouaHoro aptputa.Onpea. HanMuus nonumopdMos
reHoB (pepMeHTOB peakuuin ¢ponaTHOro LUMKna

2060

83.200359

7261C-CY HecTtepougHbie npoTtuBoBOCNanuTenbHble
npenapatbl,CYP2C9

1900

83.200360

133I'M NMeHnumunnamuH. NreHeTUY. chakTOpbl YCUNEHUSI KNMUHNY.
ach¢ekTMBHOCTU Ha hOoHe nevyeHUs peBMaToONOHOro
aptpuTa,reH GSTM1

4940

83.200361

7641C-AP CtatuHbl. NeHeTnY. pbakTOpbl YMEHbLUEeHUA Unu
ycuneHus KnuHud. acbdektuBHocTn.Onpea. Hanuums
nonumopdunsmos reHa anonunonporeunHa E (reH ApoE)

2470
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7601A-NA CynbdaHnnamuasl (cynbdacanasuH).leHeTuHu.
MapKepbl NOBbILL. PUCKa Pa3BUTUSA NOOBOUYHbLIX peakuun B
cdopme gucnencum mn xxenyaovHbIX
KpoBoTe4yeHun,Onpea.nonumopcdunsmos reHa

83.200362 N-aueTuntpaHcdepasbl 2 4 940
7261B-CY Cynb¢oHMNMO4YEeBMHA U ee NPOU3BOAHbIE,FeHeTUY.
MapKep pyUCKa pa3BUTUSA HeXenart. fleKapCcTB. peakuum no
TUNy runornMKkeMumn,onpea. nonMMop¢gu3mMoB reHa

83.200363 uutoxpoma CYP2C9 1900
7259BETA BeTta-agpeHob6nokaTopbi(beTa-agpeHobnokaTopbil).

83.200364 FeH CYP2D6.®dapmakoreHeTuka 7 245

83.200365 7261CYI Liutoxpom CYP2C9 (reH CYP2C9) 1900

83.200366 119I'M MyTtaTnoHTpaHcdepasbl (reHbl GSTT1,GSTM1, GSTP) 4940

83.200367 7003U-UG YpuauHpgudocdarrniokypoHmpasa (reH UGT1A1) 4 320
14600P1 OnucaHue pe3ynbTaToB reHeTU4YeckKoro tecrta 1

83.200368 KaTeropmm CrioxkHocTu 525
14610P2 OnucaHue pe3ynbTaToB reHeTUYeCcKoro Tecra 2

83.200369 KaTeropmm CroXXHOCTHU 1050
14620P3 OnucaHue pe3ynbTraToB reHETUYECKOro Tecta 3

83.200370 KaTeropmm CrioxkHocTu 2100
14630P4 OnucaHue pe3ynbTaToB reHeTu4ecKoro tecra 4

83.200371 KaTeropmum CroXXHOCTH 4725
126I'T1 OcHOBHbIe HacneAcTBEHHbIe 3aboneBaHUA(reHbl

83.200372 CFTR, GJB2, PAH, SMN) 29 295
7803ABCA AbuoTtpocmsa ceTyaTku, TMn
®PpaH4yeckeTTU(BonesHb LUTaprapara 1-ro Tuna). NMouck

83.200373 yacTbIiX MyTauun B reHe ABCA4, y.m. 12 495
7624SLC AkpopepMaTuT 3aHTeponaTu4yeckumn. NMouck mytauum

83.200375 B reHe SLC39A4, wm. 30 345
7704GPR Anb6uHK3M rnasHon. NMouck mytauuin B reHe

83.200376 GPR143, m. 30 550
7804TYR Anb6uMHM3M rna3okoxHbin Tun 1A. NMouck myTtauun B

83.200377 reHe TYR, m. 20 895

83.200378 7805CRX AmagBpo3 Jlebepa. NMonck mytaumm B reHe CRX, m. 12 910
7881RPS AHemunsa [lanmoHpa-bnekdena. NMonck mytaumm B

83.200379 reHe RPS19, m. 20 895
7806FBN2 ApaxHogaKTUNNA KOHTPaKTypHasa BPOXAEHHas.

83.200380 Mouck mytaumm B reHe FBN2,m. 44 450
7807SCN5A AputmoreHHas gucnnasusa/kapagumommonaTums

83.200381 npaBoro xenyaoudka. Mouck mytauun B reHe SCN5A, m. 103 650
7905FRDA ATtakcusa ®pugpenxa. Mouck mytaumm B reHe FXN,

83.200382 M. 20 895
7808FRDAI Atakcusa ®pugpenxa. lMomck 4yactbix MyTauuun B

83.200383 reHe FXN, u. m. 5140
76250PA1 Atpochusa 3putenbHoro Hepea. NMouck mytaumm B

83.200384 reHe OPA1, m. 96 250
76100HKI Atpodmsa sputenbHoro HepBa Jlebepa.llouck

83.200385 yacTbix MyTaumn B mutoxoHapuanobHon AHK, 3 y. m. 5140
77610PA1 Atpochmsa 3putenbHOro Hepsa ¢ rnyxortou.lomck

83.200386 MyTaLUi B «ropsavmx» yvyactkax reHa OPA1, «ropsay.» y4. m. 12 495
7706 TNFRSF AyTOMMMYyHHbIN nuMmconponucepaTtMBHbIN

83.200387 cuHgpom. NMouck mytaumm B reHe TNFRSF6,Mm. 30 345
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7705TNFRS AyToMMMyHHbIN numdonponudepaTtMBHbIN
cuHapom. NMounck myTauumn B «ropssumx»yvacTkax reHa

83.200388 TNFRSF6, «ropsiy.» y4. m. 9 345
7770GRN Ada3usa nepBuyHas nporpeccupyrowas.lounck

83.200389 myTauum B reHe GRN, m. 24 045
7707Col2A AxoHgporeHes Tun ll. Monck Mmytaumin B reHe

83.200390 Col2A1, m. 129 550
7809FGFR3Il AxoHaponna3sus. lNouck yacTbix MyTauun B reHe

83.200391 FGFR3, u. m. 12 050
7708ALSIN BokoBoin ammotpocunyeckmm cknepoas. NMouck

83.200392 myTauun B reHe ALSIN, m. 129 550
7773VAPB BokoBoi ammotpocuyeckumn cknepos. Mouck

83.200393 myTauum B reHe VAPB, m. 22 250
7772VAPB BokoBoin amnotpocuyeckun cknepos. NMouck

83.200394 yacTbIiX MyTauun B reHe VAPB, 4. m. 6 810
7709BEST Bone3Hb Becta. lMonck Bcex n3aBeCTHbIX MyTauumn

83.200395 B reHe BEST1, m. 38 745
7774ATP7B bone3Hb BunbcoHa-KoHoBanogBa. Mouck

83.200396 MyTauun B reHe ATP7B, m. 81 450
7810ATP7BI Bone3Hb BunbcoHa-KoHoBanoBa. NMouck Yactbix

83.200397 MyTauum B reHe ATP7B, u. m. 10 280
7812PANK2 bonesHb NannepBopaeHa-LUnaTua. Mouck

83.200398 yacTbIiX MyTauun B reHe PANK2, 4. m. 9 345

7813PRNP BonesHb
FepcTtmaHHa-lWTpeyccnepa-LlenHkepa.llonck mytauuin B reHe

83.200399 PRNP, m. 15 645
7762EDNR Bone3Hb NpwnpyHra. lMonck mytauum B reHe

83.200400 EDNRB, m. 25 950
7764NTRK BbonesHb NpnpyHra. lMonck Mmytaumm B reHe

83.200401 NTRK1, m. 44 450
7765ZEB2 Bone3Hb MNpwnpyHra. lNonck mytauum B reHe

83.200402 ZEB2, m. 55 550
7763RET Bone3Hb MNpwnpyHra. loMck myTaumm B 3K30Hax

83.200403 10, 11, 13, 14, 15 reHa RET, m. 18 550
7775PTEN Bone3Hb KoyaeHa. NMouck mytauun B reHe PTEN,

83.200404 M. 34 545
7814PRNP BbonesHb Kpentudenbara-Akoba. NMonck myTtauummn

83.200405 B reHe PRNP, m. 15 645
7776PTEN BonesHb Jlepmutt-Ayknoc. Nouck mytaumm B reHe

83.200406 PTEN, m. 34 545

83.200407 7816NDP Bone3sHb Hoppwu. NMonck mytauum B reHe NDP, m. 12 495
7710CAV3 Bone3Hb Nnepnoan4ecKkux MbllleYyHbIX CNa3mMoB.

83.200408 Mouck myTauun B reHe CAV3, m. 9750
83.200409 7626GAA Bone3Hb Nomne. NMouck mytauuin B reHe GAA, m. 4 450
7818CSTB BonesHb YHdeppuxTa-JllyHaoopra. Monck mytaummn
83.200410 B reHe CSTB, m. 15 645
7817CSTB bone3Hb YHpeppuxTta-IlyHadopra. lMouck 4yactbix
83.200411 MyTauun B reHe CSTB, 4. m. 7760
7819ABCA4 bonesHb WWTaprapara. NMouck YyacTbix myTauum B
83.200412 reHe ABCA4, u. m. 12 495

7820ROR2 bpaxugaktunusa tun B1. NMouck mytaumm B reHe
83.200413 ROR2, m. 15 645
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7777TKRT5 bynnesHbin anugepmonus. Nouck mytauum B reHe

83.200414 KRT5, m. 22 250
7766LAMB3 Bynne3Hbin anugepmonus. NMouck mytauuin B

83.200415 «ropsiumx» yyactkax reHa LAMB3, «ropsiu.» yy. m. 29 650
7992NTR BpoxaeHHas He4yBCTBUTENbLHOCTbL K 6onu ¢

83.200416 aHrugposom. NMouck mytaumm B reHe NTRK1,m. 46 095
7711ADAMTS leneodmanyeckaa gucnnasus. Nouck mytauum

83.200417 B reHe ADAMTSL2, m. 69 195
7822B Nemohunus. NMouck mytaumm B reHe c¢pakropa IX npum

83.200418 remochunum B, m. 27 195
7989MVK IN'mnep-lgD cnHgpom. NMounck mytaummn B «ropsaumx»

83.200419 y4yactkax reHa MVK, «rops4.» y4d.m. 8 295
7778MVK l'unep-lgD cunpgpom. NMonck mytaumm B reHe

83.200420 CD40LG, m. 38 745
7823CD lN'vnep-lgM cungpom. NMouck mytaumm B reHe CD40LG,

83.200421 M. 20 895
7898SCN4A NinepkanmemMmyeckun nepmoguyeckMn napanuy.

83.200422 Mouck myTauun B 3k3oHax 13 un 24 reHa SCN4A, m. 18 795
7782SCN4A NmnepkanueMn4yecknin nepuoanveckun napanumu.

83.200423 Mouck mytaumm B reHe SCN4A, m. 81 450

83.200424 7783KRT1 NmnepkepaTto3s. Nouck myTtauun B reHe KRT1, m. 22 250
7824TNNT2 NmnepTtpocuyeckas kapamommonatus.foumck

83.200425 myTauun B reHe TNNT2, m. 51 340
7603SCN4A NinokanueMmnyeckMi nepmoanYecKknin napanuy.

83.200426 Mouck myTauumn B 3k3oHax 12, 18 n 19 reHa SCN4A, m. 15 645
7906FGFR3I Nmnoxonaponnasus. Nouck yacTbix MyTauum B

83.200427 reHe FGFR3, 4. m. 12 050
7825CYP Naykoma BpoxaeHHas. [louck Mmytauun B reHe

83.200428 CYP1B1, m. 17 530
7826MYOC maykoma loBeHUnbHasi
OTKpbITOyronbHas(cuHapom Purepa). NMouck myTtauum B reHe

83.200429 MYOC, m. 12 350
7784HNF1B NmomepyouLUTO3 NOYEK rMNONIacTM4eCcKoro Tuna.

83.200430 Mouck mytauun B reHe HNF1B, m. 34 545
7627SSH lNononpo3aHuedanus. Mouck mytauun B reHe SHH,

83.200431 M. 14 850
7920ACADM Oedunumnt aunn-KoA-gerngporeHasbl XXUPHbIX

83.200432 kucnort. Mouck yactbix mytauun B reHe ACADM, u. m. 4 450
7828DES [OunatauuoHHas kapanomuonatusa (OKMIM).Mouck

83.200433 MyTauum B reHe DES, m. 25950
7924EYA4 OunataunoHHas kapgmomuonatusa (AKMIM).Mouck

83.200434 MyTauun B reHe EYA4, m. 44 450
7926FKTN OunaTtaumoHHas kapanomuonatus (AKMI).Mouck

83.200435 myTauum B reHe FKTN, m. 44 450
7922LMNA OunataumoHHasa kapauomuonatuma (OKMIM).Mouck

83.200436 myTauun B reHe LMNA, m. 37 050
7827SCNS5A OunataunoHHasa kapaunomuonatus (OKMIM).Mouck

83.200437 MyTauumn B reHe SCN5SA, m. 103 650
7923TAZ OQunnataunoHHas kapamomuonaTtua (OKMI).Mouck

83.200438 MyTauun B reHe TAZ, m. 22 250
7925TNN OunatauuoHHasn kapanomuonatusa (OKMIM).Mouck

83.200439 myTauum B reHe TNNT2, m. 44 450
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79213MU OunataumoHHas kapamomuonatua (OKMIM).Mouck

83.200440 MyTauui B reHe aMmepuHa npu X-cuenneHHon chopme, M. 12 910
7714Col2A Oucnna3ua Kuucra. Nonck myTauum B reHe

83.200441 Col2A1, m. 129 550
7928GARS [uctanbHasa moTopHasa HermponaTtusa tun V.[Mouck

83.200442 MyTauum B reHe GARS, m. 66 650
7927BSCL OucranbHaa motopHasa HenponaTtusa Tun V.lMouck

83.200443 MyTauun B reHe BSCL2, m. 27 195
7628COL8 Ouctpochusa porosuubl. Monck mytaumm B reHe

83.200444 COL8A2, m. 18 550
7629SLC4 Ouctpodusa poroBuubl. lNonck myraumm B reHe

83.200445 SLC4A11, m. 44 450
7715CHST6 AucTtpodusa poroBuubl. lNonck Mytauun B reHe

83.200446 CHST6, m. 12 350
7929SCN5 NanonaTu4eckas xenyaovukoBas Taxvkapaus.

83.200447 Mouck mytaumm B reHe SCN5SA,m. 103 650
7716BTK UzonupoBaHHbIN AeddULUT ropMoHa pocTa C

83.200448 runorammarnobynumHemuen. Nouck mytaumm B reHe BTK, m. 66 650
7604KRT2 UxTunos 6ynnesHbin. Mouck mytaumm B reHe KRT2,

83.200449 M. 27 195
7829TGM1 UxTno3 namennspHbIn. Monck Bcex n3BeCTHbIX

83.200450 MyTauum B reHe TGM1, m. 38 745

83.200451 7832CRYAA KarapakTta. lNouck mytauun B reHe CRYAA,m. 12 350

83.200452 7830GJA3 Katapakra. Nouck myTtauumn B reHe GJA3, m. 12 350

83.200453 7833GJAS8 Kartapakra. NMouck mytaumm B reHe GJAS, m. 6 200

83.200454 7717TMSX2 KpaHnocuHocTto3. lNMouck myTtauum B reHe MSX2, m. 12 495
7718LAMA3 JlapnHro-oHMxo-KyTaHHbIN cuHapom. Mounck

83.200455 MyTauun B 3k30He 39 reHa LAMA3, m. 12 350
7630GJC2 Jlenkoguctpocusa runommenuHoBas. lMouck

83.200456 MyTauuu B reHe GJC2, m. 25950

83.200457 7719FLT4 Jllumcbenema. Mounck mytaumm B reHe FLT4,m. 111 170
7631GJC2 llumcdbepema HacneacTBeHHas. NMouck myTauun B

83.200458 reHe GJC2, m. 25950
7834LMNA Jlunoguctpocua cemenHas yactmiHasa.llonck

83.200459 MyTaLUUl B «ropAumMx y4yactkax» reHa LMNA, «ropsiu.» y4. M. 10 395
7835LMNA Jlunoguctpocusa cemenHas yactuyHas.llomck

83.200460 myTauun reHa LMNA, m. 38 745
7632PRP MakynsapHasa guctpodua. lMonck mytaumm B reHe

83.200461 PRPH2, m. 15170
7720LMNA MaHgubynoakpanbHasa gucnnasums ¢
nunoguctpodmen. NMonck mytaumm B 3k3oHax 8, 9 reHa

83.200462 LMNA, m. 9 345
7605MVK MeBanoHoBas aunaypus. lMonck mytauuin B reHe

83.200463 MVK, m. 38745

83.200464 7908DIA1 Metremorno6uHemusa, CYB5R3 m. 30 345

83.200465 7836DIA1 MeTremorno6uHemusi, CYB5R3 y.m. 7 760
7633CACN MurpeHb cemenHana remunnern4yeckas.loumck

83.200466 myTauun B reHe CACNAIA, m. 162 850
7991CRYBA MukpodTanbm ¢ katapaktoun. lMouck mytauun B

83.200467 reHe CRYBA4, m. 25700
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7767ITG Muonatusa BpoxaeHHas. lomck MmyTauun B reHe

83.200468 ITGA7, m. 55 550
7722SEPN Muonatua ¢ gucnponopuuein TUNOB MbILLEYHbIX

83.200469 BONOKOH. lNMounck myTtauum B reHe SEPN1, m. 37 050
7838DMPK MuoTtoHuyeckasa auctpocpus. NMonck yactbix

83.200470 myTauum B reHe DMPK, 4. m. 4 450
7837ZNF9 MunoTtoHu4eckasa auctpocdus. Nonck Yactbix

83.200471 MyTauun B reHe ZNF9, 4. m. 4 450
7723CLCN MuotoHus TomceHa-Bekkepa. NMouck mytaumm B

83.200472 reHe CLCN1, m. 66 650
7839DES MuodmnbpunnapHas gecMMH-3aBMCUMas MUonaTus.

83.200473 Mouck mytaumn B reHe DES, m. 25950
7606ITGA7 Mbiwe4yHasa gauctpodpusa BpoxxAaeHHaa UHTerpuH A7

83.200474 HeraTuBHas. Mouck mytauumn B reHe ITGA7, m. 55 550
7840LAMA2 Mbiwe4vHasa gauctpodusa BpoxaeHHas

83.200475 Mepo3uH-3aBucumas. NMouck mytaumm B reHe LAMA2, m. 225 800
7842FKRP Meiwe4yHasa auctpodusa BpoxaeHHasn. NMouck

83.200476 MmyTauum B reHe FKRP, m. 14 920
7843FKRP Mbiwe4vHasa guctpodusa BpoxaeHHas. NMouck

83.200477 yacTbix MyTauun B reHe FKRP, u. m. 7 870
79720UCI MbiweyHas auctpoduma [roweHHa/bekkepa.louck

83.200478 Aeneuvmn n gynnukauun B reHe gucTpodpmHa 23 550
7701XI Mbiwe4yHaa guctpodus

83.200479 [OoweHHa-bekkepa.JlanoHnsauma X-xpoMocomMbl Y AeBOYEK 8 030
7931CAPN3 MbiweyHasa auctpodpusa NnOACHOKOHEYHOCTHaA.
Mouck mytaumm B «ropsaumx» yyactkax reHa CAPN3,

83.200480 «FOPAY.»YY. M. 22 250
7930CAPN3 MbiweyHasa auctpodpusa NnOACHOKOHEYHOCTHaA.
Mounck MyTaumn Kpome «Kropsunx» y4acTKkoB B reHe

83.200481 CAPN3,kpome «ropsiy.» yu. m. 54 300
7844FKRP Mbiwe4yHasa auctpodus NOSICHOKOHEYHOCTHas!.

83.200482 Mouck myTtauun B reHe FKRP, m. 14 920
7932FKTN MbiweyHas auctpocdpmsa noACHOKOHEYHOCTHas.

83.200483 Mouck mytaumn B reHe FKTN, m. 44 450
7933POMT Mbiwe4yHas aucTpodmnsa NOSICHOKOHEYHOCTHas.

83.200484 Mouck mytauun B reHe POMT1, m. 66 650
7607TTID Mbiwe4yHas aucTpodma NOACHOKOHEYHOCTHas.

83.200485 Mouck mytauun B reHe TTID, m. 33 350
7934FKTN MbiweyHasa auctpodus, Tun dykysama.llomck

83.200486 myTauum B reHe FKTN, m. 46 095
7999LMNA MbiweyHas guctpocdpua dmepu-Apendyca.llonck

83.200487 myTauun B reHe LMNA, m. 38 745
7936 TRIM Hannam MULIBRAY. Nouck myTauumn B reHe

83.200488 TRIM37, m. 12 495
7903SRY HapyweHusa getepmuHaumm nona. Nouck mytauumn

83.200489 reHa SRY, m. 9 345
7846SRYI| HapywieHusa petepMmuHauum nona. AHanu3 Hanuyms

83.200490 reHa SRY, M. 5140
7938EGR HacnepncrtBeHHasi MOTOPHO-CEHCOpPHasi HemponaTus
(6onesHb LWWapko-Mapu-TyTta) Tun . lMonck mytauumn B reHe

83.200491 EGR2, m. 17 160
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7941GJB1 HacneacTtBeHHass MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200492 MyTauum B reHe GJB1, m. 10 000
7939LITAF HacneacTtBeHHass MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200493 myTauun B reHe LITAF, m. 14 850
7942PRPS HacnepcTtBeHHas MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200494 MyTauun B reHe PRPS1, m. 25950
7608GDAP1 HacneactBeHHas MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200495 yacTbIiX MyTauun B reHax SH3TC2, FIG4, FGD4 n GDAP1, 4. m. 10 280
7943YARS HacnegcTtBeHHas MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun I. NMouck

83.200496 MyTauun B reHe YARS, m. 44 450
7937PMP HacneactBeHHast MOTOPHO-CEHCOpPHasA HerMponaTus
(6ones3nb LWapko-Mapu-TyTta)tun l. Monck gynnukauum Ha

83.200497 xpomocome 17 B obnactm reHa PMP22, m. 4 450
7940P0 HacneacTtBeHHass MOTOPHO-CEHCOpPHAaA HerMponaTus
(6ones3nb LWapko-Mapu-TyTta)tun I. Mounck mytauun B reHe PO,

83.200498 M. 17 160
7918PMP22l HacnepcTtBeHHas MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-Tyta)tun I. NMouck

83.200499 MyTauun B reHe PMP22, m. 17 530
7609NDR HacnepcTtBeHHas MOTOPHO-CEHCOpPHasA HerMponaTus
(6ones3Hb Lapko-Mapu-TyTta)tun l. lMounck mytauumn

83.200500 ublraHckoro npoucxoxaeHus B reHax NDRG1 n SH3TC2,4. m. 5140
7951DNM HacnepcrtBeHHast MOTOPHO-CEHCOpPHas HeMponaTusa
(6ones3Hb lapko-Mapu-TyTta)tun ll. Monck mytaumm B reHe

83.200501 DNM2, m. 81 450
7904GARS HacneactBeHHasi MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTa)Ttun Il. NMouck

83.200502 MyTauun B reHe GARS, m. 66 650
7949GDAP HacnegctBeHHass MOTOpPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta)Ttun Il. NMouck

83.200503 myTauun B reHe GDAP, m. 25700
7947THSPB HacneacTtBeHHass MOTOPHO-CEHCOpPHas
HenponaTtua (bonesHb Lapko-Mapu-TyTa)tun Il. NMouck

83.200504 MyTauun B reHe HSPB1, m. 8 650
7948LMNA HacnenctBeHHass MOTOPHO-CeHCOpPHas
HenponaTtua (bonesHb Lapko-Mapu-TyTa)tun Il. NMouck

83.200505 myTauun B reHe LMNA, m. 37 050
7946MFN2 HacnepcTtBeHHas MOTOPHO-CEHCOpPHas
HenponaTtua (bonesHb Lapko-Mapu-TyTta)tun Il. NMouck

83.200506 MyTauun B reHe MFN2, m. 55 550
7944MFN2I HacneacTtBeHHasi MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTa)tun Il. NMouck

83.200507 yacTbIiX MyTauun B reHe MFN2,4. m. 5140
7950NEFL HacnegcTtBeHHass MOTOpPHO-CEHCOpPHan
HenponaTtusa (bonesHb Lapko-Mapu-TyTa)Ttun Il. NMouck

83.200508 myTauun B reHe NEFL, m. 25700
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7902PMP HacnencrtBeHHasi HenponaTtusi ¢ NoaBepPXEeHHOCTbIO

83.200509 napanuyy ot caasneHus.lMonck mytaumn B reHe PMP22, m. 18 795
7952PMP HacneacrtBeHHas HemponaTusi C NoABEPKEHHOCTbLIO

83.200510 napanuJy ot caaBneHms.AHanus yucna konuu reHa PMP22 5145
7724TTR HacneactBeHHbIM amunonpos. NMouck myTtauun B

83.200511 reHe TTR, m. 6 200
7725C1NHI HacneacTBeHHbIN aHTMOHEBPOTUYECKUI OTEK.

83.200512 Mouck mytaumm B reHe C1NH, m. 29 980
7847ALX4 He3apaweHue pogHuykoB. Nonck mytaumm B reHe

83.200513 ALX4, m. 18 795
7848MSX2 HesapaweHune pogHuykoB. lMonck myraumm BreHe

83.200514 MSX2, m. 9750
7988GJB2 HenpoceHcopHas HecMHApOMarnbHasi TYroyxocTb.

83.200515 Mowuck myTtauun B reHe GJB2, m. 6 200
7956EYA4 HenpoceHcopHasa HeCMHApPOMarnbHas TYroyxocTb.

83.200516 Mouck mytaumn B reHe EYA4, m. 44 450
7954GJB3 HenpoceHcopHas HecMHApOMarnbHasi TYroyxocTb.

83.200517 Mouck mytauun B reHe GJB3, m. 9750
7955GJB6 HenpoceHcopHasa HecuHApOMarbHas TYyroyxocTb.

83.200518 Mouck mytaumn B reHe GJB6, m. 9750
7953DFNB HenpoceHcopHasa HecuHApoOMaribHas TYroyxocTb.

83.200519 Mouck yacton geneuun B nokyce reHa DFNB1, m. 4 450

83.200520 7910ELA2 HentponeHus. NMouck mytauun B reHe ELA2,m. 20 895

83.200521 7909WAS HewntponeHus. Mouck myTtauun B reHe WAS,m. 25 950

83.200522 7849NPHP1 HecdpoHodTus. NMounck mytaumm B reHe NPHP1, m. 17 745
7997SCN HopmMokanuemu4yeckum nepmoamveckum napanuu.

83.200523 Mouck myTauun B 3k3oHe 13 reHa SCN4A, m. 9 345
7007L OxXupeHue MoHoreHHoe. JlenTuH. NMouck mytauun B

83.200524 reHe LEP, m. 8 650
7009P OxxupeHue moHoreHHoe.[lpoonMomenaHOKOPTUH.

83.200525 Monumopdnam rena POMC 1250
7008M OxxunpeHune moHoreHHoe. NMonck mytauum B reHe

83.200526 peuenTtopa menaHokopTuHa MC4R, m. 8 650
1271 OxupeHne MOHOreHHoe, nosnHasa naHenb.Mouck

83.200527 myTauum B reHax LEP, MC4R, POMC,m. 20 600
7957RABPN OkynodapuHreansHaa MbilleyHas aucTpodpus.

83.200528 Mouck 4yactbix myTauum B reHe RABPN1, 4. m. 3045
7958TCIRG OcTteoneTpos peLeccuBHbIN (MpaMopHas
6onesHb KocTen). Mouck yactbix mytaumm B reHe TCIRG1, u.

83.200529 M. 7760
7850CRX Manou4ko-kon6o4ykoBasa auctpocus. Momck mytaumn

83.200530 B reHe CRX, m. 12910
7634ADAM Mano4ko-kon6oukoBasa gucrtpodus. Nouck

83.200531 MyTauun B reHe ADAMI, m. 81 450
7892SCN4A MNMapamuotoHusa duneHobypra. NMNouck mytauun B

83.200532 reHe SCN4A, m. 81 450
7876KTR6B MNaxnoHnxusa BpoxaeHHas. Nouck mytauun B

83.200533 reHe KTR6B, m. 22 250
7727HPGD MNepBu4yHasa runeptpoduryeckas ocreoapTponaTus

83.200534 (naxupepmonepuocTo3s).Mouck mytauun B reHe HPGD, m. 27 195
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7728BMPR lMepBuyHaga nero4yHas runepteHs3us. NMouck

83.200535 MyTauuun B reHe BMPR2, m. 57 645
7851MEFV lNepuoaunyeckasn 6onesHb. [lonck mytauum B reHe

83.200536 MEFV, m. 37 050
7012ME MNepuoaunyeckasn 6onesHb. NMonck YacTbix MyTauum B

83.200537 reHe MEFV, u. m. 8 900
7635PRP lNurmeHTHasa gereHepauusa cet4yaTtku. NMouck

83.200538 MyTauun B reHe PRPH2, m. 15170
7856CA4 NMurmeHTHan aereHepaumsa cetyaTku. Moumck

83.200539 MyTauuu B reHe CA4, m. 22 250
7855NR2E3 lNurmeHTHaA gereHepauuna cetyatku. NMouck

83.200540 myTauun B reHe NR2E3, m. 22 250
7852NRL lNurmeHTHaAa aereHepauus cetyaTtku. NMouck

83.200541 myTauum B reHe NRL, m. 12 350
7853RP2 lNurmeHTHaA gereHepauusa cet4yaTtku. NMouck

83.200542 MyTauun B reHe RP2, m. 16 695
7998FLCN lNMHeBMOTOpaKc NnepBUYHbLIN CMOHTaHHbIN.[Tonck

83.200543 myTauum B reHe FLCN, m. 46 095
7729CAV3 MNoBbIwWeHHbIN YPOBeHb KpeaTuHgpocdoKknHasbl B

83.200544 cbiBOpoTKe KpoBu.lMouck mytauun B reHe CAV3, m. 9750

83.200545 7636SHH Monupaktunus. NMouck mytauun B reHe SHH,m. 12 495

83.200546 7730GLI3 NonunaakTunua. NMNouck mytauun B reHe GLI3, m. 69 195
7959PKHD MonukncTo3 novyek peueccuBHbin. lonck myTauum

83.200547 B «ropsunx» yvyactkax reHa PKHD1, «ropsay.» y4. m. 25950
7860COMP lNceBpoaxoHaponnasus. NMonck YacTbiX MyTaLun

83.200548 B reHe COMP, u. m. 6 820
7759LPIN Pabgomuonus (Mmorno6uHypms). NMouck myTtauum B

83.200549 reHe LPIN1, m. 73 395
7732SCN5A CemeinnHasa napokcuamanbHasa pmbpunnauusa

83.200550 xenypoukoB. NMonck myTtaunim B reHe SCN5A,m. 103 650
7799TNFR CemenHasa nepuoaunyeckas nuxopaaka.flomck

83.200551 myTauum B reHe TNFRSFIA, m. 12 495
7916PRF CemenHbIN remodarouutapHbIn

83.200552 numdoructnouuntos. NMounck mytaumm B reHe PRF1, m. 20 895
7917STX CemenHbIN remocharoumtTapHbIn

83.200553 numdcornctmoumntos. NMouck mytauum B reHe STX11, m. 15 645
7915STXB CemMenHbIN remodaroumMTapHbIn

83.200554 numdoructnoumntos. NMounck mytaumm B reHe STXBP2, m. 46 095
7914UNC CemenHbIN remodaroymuTapHbIn

83.200555 numdornctuoumuto3s. Nouck mytaumum B reHe UNC13D, m. 69 195
7914UNC1 CemenHbIN remodaroumtapHbIn
numcornctmoumnTos. NMouck yactbix mytauun B reHe UNC13D,

83.200556 Y. M. 7760
7798RET CemMenHbIN MeaynnsapHbINA pak WMTOBUAHOMN

83.200557 xene3bl. llonck myTauum B ak3oHax 5, 8 reHa RET, m. 12 495
7797CIAS1 CemelHbIN XONOA0OBOW ayTOBOCNANUTENbHbIN

83.200558 cuHapom NLRP3 m. 46 095

83.200559 7857THSN2 CeHcopHasa nonuHenponaTtusa, WNK1 m. 12 350

83.200560 7858NGFB CeHcopHasa nonuHenponaTtus, NGF m. 18 795

83.200561 7733CIAS1 Cungpom CINCA, reH NLRP3 m. 46 095
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7795PTPN11 Cunapom LEOPARD. NMouck myTauum B 3K3oHax

83.200562 7,12, 13 reHa PTPN11, m. 12 350
7859FGD1 Cunapom Aapckora-CkoTtra(¢paumoreHutanbHas

83.200563 aucnnasus). NMouck mytauum B reHe FGD1, m. 55 545
7861KCNJ2 Cungpom AHaepceHa. NMonck myTaumin B reHe

83.200564 KCNJ2, m. 18 795
7913FGFR Cunpgpom AHTnun-bukcnepa. Nouck mytauum B

83.200565 3k30He 9 reHa FGFR2, m. 9 345
7862FGFR2 Cungpom Anepa (akpouedanocMHaakTunums).

83.200566 Mouck yactbix myTaumn B reHe FGFR2, 4. m. 12 495

83.200567 7863PRPS1 Cunpgpom Aprta. Nouck mytauun B reHe PRPS1, m. 27 195
7796PTEN Cunapom BaHasH-Pannu-PyBanb6aka.llonck

83.200568 myTauum B reHe PTEN, m. 34 545

83.200569 7864TAZ Cunppom Bapra. NMNouck mytauuin B reHe TAZ, m. 25700
7703FLCN Cunppom Bepta-Xora-Abto6a (BX[). Mounck

83.200570 myTauum B reHe FLCN, m. 46 095
7865SCN5A Cungpom Bpyraga. Nouck mytauun B reHe

83.200571 SCN5A, m. 103 650
7734BCS CuHppom BbepHcTaga (CMHAPOM Kyp4aBbiX BOJIOC).

83.200572 Mouck myTauun B reHe BCS1L, m. 18 795
7866PAX3 CuHgpom BaapageHbypra. Mouck mytauuin B reHe

83.200573 PAX3, m. 30 345
7867EDNRB CuHpapom BaapaeH6ypra-Llaxa. Mouck mytauunmn

83.200574 B reHe EDNRB, m. 27 195
7736RECQL CuHapom BepHepa (nporepus B3pocnbix).lMouck

83.200575 MyTauun B reHe RECQL2, m. 129 550
7868WAS Cunapom Buckorra-Ongpuya (CBO). Mouck

83.200576 MmyTauum B reHe WAS, m. 27 195
7785PHOX2B CuHApOM BpPOXAEHHOMU LieHTpanbHOMN
runoBeHTUnAuuMmn (CBLI). NMouck YacTbix MyTauum B reHe

83.200577 PHOX2B, 4. m. 7760
7869GLI3 CuHgpom MNpeira (ceMmenHbIN rMNepTEeNopusm).

83.200578 Mouck mytauun B reHe GLI3, m. 69 195
7737RAB27 Cunapom MNpucuennu. Nouck myTauumn B reHe

83.200579 RAB27A, wm. 20 895
7738FGFR Cunpgpom [IxxekcoHa-Bencca. Nonck mytauum B

83.200580 3k30He 9 reHa FGFR2 n 3k3oHe 7A reHa FGFR1, m. 12 495
7768GJB2 CuHAOpPOM KepaTUTa-UXTMo3a-TyroyxocTtm

83.200581 (KWA-cunppowm). Mouck mytauumn B reHe GJB2, m. 12 495
7739ERCC6 CuHapom KokkenHa. Nonck mytauuin B reHe

83.200582 ERCC6, m. 73 395
7963KCN Cunpgpom kopoTtkoro uHtepsana QT. Mouck

83.200583 myTauum B reHax KCNH2 u KCNE2, m. 55 550
7961KCNJ2 CuHnpgpom kopoTkoro uHtepsana QT. NMouck

83.200584 MmyTauun B reHe KCNJ2, m. 15170
7962KCN Cunpgpom kopoTtkoro uHtepsana QT. Mouck

83.200585 myTaumm B reHax KCNQ1 n KCNE1, m. 66 650
7740PAX3 CuHapom KpaHuodaumanbHomn
ANcMopUnN-TYroyxocTu-yrnbHapHon aeBraLmm KUCTEMN.

83.200586 Mouck myTtauun B reHe PAX3, m. 30 345
7010UGI Cunppom Kpurnepa-Hansipa (CKH,cemenHasn

83.200587 xenTyxa). Mouck mytauun B reHe UGT1, m. 21430
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7760FGFR3 Cunapom Kpy3oHa ¢ YepHbIM akaHTo30M.[Mouck

83.200588 MyTauum B 3k3oHe 10 reHa FGFR3, m. 9 345
7964FGFR2 CuHapom Kpy3oHa. NMonck MyTauumin B 3k3oHax 7 n

83.200589 9 reHa FGFR2, m. 12 495
7742BCS1 CuHapowm Jlesa, obycnoBneHHbIN aecdpuumtom
MuTOXoHApuanbHoro komnnekca lll. Mouck mytauun B reHe

83.200590 BCS1L, m. 15170

83.200591 7794CIAS1 Cungpom Makna-Yannca NLRP3 m. 46 095
7743ZEB2 CuHppom MoyaTt-BunbcoH. lNouck myTtauui B reHe

83.200592 ZEB2, m. 57 645
7965TAZ CnHAPOM HEKOMMNAaKTHOro NeBoro
xenypouka(HMJITK, cungpom HM JTXK, rybuaTbin muokapa).

83.200593 Mouck mytauun B reHe TAZ, m. 25700
83.200594 7872NBS11 Cungpom HunmereH, NBN y.m. 5140
7793PTPN11 Cunapom HyHaH. NMouck myTtauum B 3Kk3oHax 3, 7,

83.200595 13 reHa PTPN11, m. 12 350
7874TBX3 CuHpgpom MNMannucrtepa. NMouck myTtaumm B reHe

83.200596 TBX3, m. 27 195
7744GLI3 CuHgpom NMNannuctepa-Xonna. Nouck mytauun B

83.200597 reHe GLI3, m. 69 195
7745FGFR Cunapom Mdpandcpepa. Mounck myTaumm B 3K3oHax

83.200598 7, 9 reHa FGFR2 un s3k30He 7A reHa FGFR1, m. 15 645
7875SEPN1 CuHapom purngHoro no3BoHOYHMKa (CMHAPOM

83.200599 Mepwa-BonbTmaHa). Nouck mytauun B reHe SEPN1, m. 37 050
7746SCN5A Cunpgpom cnaboctu cuHycoBoro y3na (CCCY,
cuHapom ancdyHKUMKN cuHycoBoro yana). lMouck mytaumm B

83.200600 reHe SCN5A, m. 103 650
7877DHCR7 Cungpom Cmuta-Illemnu-Onuua (CJ1OC).Mouck

83.200601 myTauumn B reHe DHCR7, m. 34 545
7878Col2A CuHapom Ctuknepa, Tvn |. Mouck mytaumin B reHe

83.200602 Col2A1, m. 129 550
7879AR CuHpgpom TecTukynsapHon oeMuHmsaunun(CTo,

83.200603 cuHagpom Moppwuca). Mouck myTtauun B reHe AR, M. 38745
7747TCOF1 Cungpom
Tpuuepa-KonnuHsa-®paHuyeckeTrTu(maHambyno-tpaumanbHbIN

83.200604 AunsocTo3s). NMouck mytauun B reHe TCOF1, m. 73 395
7968KCNJ CuHapom yanuHeHHoro nHtepBana QT.Mouck

83.200605 MmyTauun B reHe KCNJ2, m. 15170
7970SCN4B Cunpgpom yanuHeHHoro uHtepBana QT.Mowuck

83.200606 MyTauumn B reHe SCN4B, m. 18 550
7969SCN5 CuHapom yanuHeHHoro uHtepeana QT.Mouck

83.200607 MyTauun B reHe SCN5SA, m. 103 650
7975KCN CuHapom yanuHeHHoro uHtepBana QT.Mouck

83.200608 myTauum B reHax KCNH2 u KCNE2,m. 55 550
7974KCN Cunpgpom yanuHeHHoro nHtepsana QT.Mouck

83.200609 myTauun B reHax KCNQ1 n KCNE1,m. 66 650
7748FKRP Cunpgpom Yokepa-Bap6ypr (CYB). MNouck myTtauun

83.200610 B reHe FKRP, m. 14 920
7749POMT1 Cunpgpom Yokepa-Bapoypr (CYB). Mouck

83.200611 MyTauun B reHe POMT1, m. 66 650

IunpekTtop 000 "MepaHa"

19 anBapsa 2024 r.

652700, Kemepogckas obnactb - Kyabacc, Kucenesck r, Coetckas yrn, gom 3a Mcn. Komaposa K.10.




7984VHL Cunpgpom
Xvnnensa-lfinvngay(uepebpo-peTuHo-BUCLepanbHbIN

83.200612 aHrnomaro3s). Nouck myTtauun B reHe VHL,m. 15 645
7973VHL Cungpom
Xvnnensa-lfinvngay(uepebpo-peTuHo-BUCLepanbHbIN

83.200613 aHrnomaroa3). OnpegeneHue yucna konun reHa VHL, m. 17 745
7880TBX5 CuHngpom Xonta-Opama (cMHAPOM pyKa-cepaue).

83.200614 Mouck mytaumn B reHe TBX5,m. 37 050
7911PLODI Cunpgpom dnepca-Aanno, Tun VI. Nonck Yyactbix

83.200615 MyTauun B reHe PLOD, 4. m. 10 280
7750CHRNG Cunagpom 3ckobapa. NMouck myTtauum B reHe

83.200616 CHRNG, m. 30 345
7751HOXD CunnonuaakTunus. Nonck mytauuin B reHe

83.200617 HOXD13, m. 14 850
7882ROBO3 Ckonuno3s ¢ napanuyom B3opa. MNouck myTtauun B

83.200618 reHe ROBO3, m. 66 650
7637GJC2 CnacTtuyeckas napannerus
WTpromnens(ceMenHbIN cnacTM4eCKUM napanuy

83.200619 Wrpromnens). NMouck mytaumin B reHe GJC2,Mm. 25950
7752SPG3 Cnactu4yeckas napannerus Ltpromnens,reH ATL1

83.200620 M. 55 550
7753SPG4 Cnactuyeckas napannerus LUtpromnens,reH

83.200621 SPAST m. 55 550
7754ALSIN Cnactnyeckun napanuuy. lMonck mytaumm B reHe

83.200622 ALSIN, m. 129 550
7994IGHMB CnuHanbHas ammotpodus ¢ napannyom

83.200623 anadparmol. NMouck myTtauun B reHe IGHMBP2, m. 57 645
7996 AMU CnuHanbHaa amuotpodcua Tunsi |, I, I,

83.200624 IV.OnpepgeneHne Ymcna Konmm reHa 5765
7789VAPB CnuHanbHaa amuotpodma ®uHkens Moumck

83.200625 MyTauuu B reHe VAPB, m 22 250
7792VAPB CnuHanbHas ammotpodusa PuHkens. NMouck

83.200626 yacTbIiX MyTauun B reHe VAPB, 4. m. 6 810
7976ARI CnuHanbHO-6ynbL6apHas ammoTtpocdusa KeHHeau.

83.200627 Mowuck yacTbix MyTauumn B reHe AR, 4. M. 5140
7977ATX CnuHouepebennsapHasa atakcus. NMouck YacTbix

83.200628 myTauun B reHax ATXN1, ATXN2, ATXN3, 4. m. 8 900
7788ATXN7 CnuHouepebennsapHasa atakcus. Mouck YyacTbix

83.200629 myTauun B reHe ATXN7, 4. m. 7760
7787ATXN8 CnuHouepebennapHas atakcus. NMouck yactbix

83.200630 myTauun B reHe ATXNS, 4. m. 7760
7978PRNP CnoHrnocgopmHasn aHuedanonatms ¢
HeMponcuxmnyeckMmm nposierieHusimu. NMouck myTtaumim B reHe

83.200631 PRNP, m. 15 645
7979TRAP CnoHgunoanudmsapHas aucnnasusa (C3M).Moumck

83.200632 myTauumn B reHe TRAPPC2, m. 18 795
7980PRPS1 CynepaktuBHocTb hochopubosnnnupococcar

83.200633 cuHTteTtasbl.lNonck mytauum B reHe PRPS1, m. 27 195
7638TRPS TpuxopuHocanaHreanbHbin cuHgpoMm.fouck

83.200634 MmyTauum B reHe TRPS1, m. 38 745
7885PRNP ®artanbHaa cemenHas uHcomHus. NMonck myrtaumm

83.200635 B reHe PRNP, m. 15 645
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83.200636 7888PAH ®eHunkeTtoHypus. NMouck mytaumun B reHe PAH, m. 46 095
7786RMRP XoHapoaucnnasua metadusapHas, Tvn

83.200637 Mak-Kbtocuka. NMouck mytaumim B reHe RMRP, m. 9 345
7639PRP XopuonpanbHasa auctpodus. NMouck mytauum B

83.200638 reHe PRPH2, m. 15170

83.200639 7889CHM Xopoupepemus. NMouck mytaumm B reHe CHM, m. 57 645
7890CYBB XpoHu4yeckas rpaHynemaTto3Hasa 6onesHb.lMouck

83.200640 myTauuu B reHe CYBB, m. 46 095
7891BTK X-cuenneHHasa arammarno6ynmnHemus.lMouck

83.200641 MyTauun B reHe BTK, m. 69 195
7756SLC9A X-cuenneHHas yMCTBEHHas otctanocTb.llonck

83.200642 MyTauumn B reHe SLCIAG, m. 55 550
7755ZDHH X-cuenneHHasa ymcTBeHHas otctanoctb.lTonck

83.200643 MyTauun B reHe ZDHHC9, m. 33 350
7981BIRC4 X-cuenneHHbin numdonponudepaTMBHbIN

83.200644 cuHapowm (6onesHb [lyHkaHa, cuHapom Myptunbo), XIAP m. 30 345
7982SH2 X-cuenneHHbIM nuMmdconponucepaTMBHbLIN
cuHapom (6onesHb [lyHkaHa, cuHgpom lMypTtunbo). Mouck

83.200645 MyTauuun B reHe SH2D1A,m. 18 795
7894FRMD7 X-cuenneHHbIW MOTOPHbLIN HUcTarm. NMouck

83.200646 MmyTauun B reHe FRMD7, m. 46 095
7983IL2RG X-cuenneHHbIN TsXXenblIi KOMOMHMPOBaHHbLIN

83.200647 nmmyHopaeduumt. NMouck mytaumn B reHe IL2RG, m. 18 795
7993MUO LleHTpoHyKneapHaa muonatus. NMonck mytauum B

83.200648 reHe MTM1, m. 55 550
7757TERCC6 LlepebpookynodaumnockeneTHbin

83.200649 cuHgpom.lNouck mytaumun B reHe ERCC6, m. 73 395
7896EXT1 OK30CTO3bI MHOXECTBEHHbIe. [Tlonck mytauum B

83.200650 reHe EXT1, m. 46 095
7895EXT2 3k30CTO3bl MHOXECTBEHHbIe. [Touck MyTauun B

83.200651 reHe EXT2, m. 57 645
7758NDP 3kccypaTtuBHas BUTpeoXxopeopeTuHarbHas

83.200652 anctpodus. NMNouck mytauun B reHe NDP, m. 12 495
7897EDA 3kTomepmanbHasi aHrMgpoTuyeckas gucnnasus.

83.200653 Mouck myTauun B reHe EDA, m. 30 345
7883GJB6 dkToaepmanbHasa rugpoTrnyeckas gucnnasums.

83.200654 Mouck mytaumm B reHe GJB6, m. 12 495
7640CACN 3nusoauyeckan atakcus. Monck mytauum B reHe

83.200655 CACNAIA, m. 162 850
7985ALOX JputpoaepmMusi BpoxxaeHHasa UXTUO3HasA

83.200656 (Hebynne3sHas). NMouck mytauun B reHe ALOXE3, m. 57 645
7987L0OX12 JputpoaepmMmusi BpoXXaeHHasaA UXTUO3HasA

83.200657 (HebynnesHas). Mouck mytauun B reHe LOX12B, m. 38 745
7986TGM1 Oputpoaepmma BpoxXaeHHasAs UXTUO3HasA

83.200658 (Hebynne3Has). NMouck mytauun B reHe TGM1, m. 38 745
7901GJB3 Jputpokepatoaepmus. NNouck myTauumm B reHe

83.200659 GJB3, m. 12 495
7899GJB4 3putpokepatoaepmus. Nonck mytauum B reHe

83.200660 GJB4, m. 12 495
7900VHLI 3putpouunTos peueccmMBHbIN (CemMenHasn
HacneacTBeHHasi nonuuutemus). NMouck YacTbix MyTauum B

83.200661 redHe VHL, 4. m. 5140
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BP3/5 CpoyHoe ycTaHOBNeHne 6Monorn4eckoro poacrea Ans
OQHOro us poauTtenen npm 6eccnopHom poacTee Aapyroro (3

83.200662 yen.) 31395
BP2/5 Cpo4Hoe ycTaHOBNeHue 6Monornyeckoro poacTtea Ans

83.200663 OAHOro U3 poauTenen Npu oTCyTcTBMM Apyroro (2 yen.) 31395
BP2/20 YcTaHOBNeHne 6Monorn4yeckoro poacTea Ansa 04HOro

83.200664 M3 poauTenen Npu oTCyTCTBUM Apyroro (2 ven.) 15 645
BP/O0MN JononHuTenbHbIA y4aCTHUK UCCneaoBaHus

83.200665 (pebeHOK unu maTtb unu ortew) 6710

83.200666 HBO1 CkpuHuUHr HoBopoxAeHHbIX «MATOYKA» 5765
HBO2 Nasoeasa xpomarorpadgpmsa o6pasLoB MO4M

83.200667 (opraHuyeckue aumaypum) 9 545
7041GCDH Yacrasa mytaumsa B reHe GCDH (rnyrapoBas

83.200668 aumaypua tin 1) 5765

83.200669 9303KB Bopa: nonHas u KOMMNEKCHas OLeHKa Ka4yecTBa 16 800

83.200670 98539KB Bopa: cokpalleHHasi oleHKa KayecTBa 7 890
9863KB Bopa: nono3peHue Ha 3arpsi3HeHue 6bITOBLIMU

83.200671 oTxoaamu 8 445
98739KB Bopga: nogospeHue Ha 3arpAisHeHune

83.200672 NPOMbILUNIEHHbIMUX OTX04aMMU 11 440
9883KB Bopa: nogo3peHue Ha 3arpsi3HeHMe npoaykTamu

83.200673 cropaHus n BbibpocamMu oT aBToMarmcTpanem 9 840
98939KB Bopga: nogo3speHme Ha usbbITOYHOE NPUMEeHeHne

83.200674 peareHTOB ANA BOAOOYUCTKU 4 550

83.200675 1160C3KB Bopa: oueHka ka4yecTtBa no 30 napametpam 6 700

83.200676 1161C3KB Bopa: oueHka kavyectBa no 20 napameTpam 4 045
1162C3KB Papguonorunyeckmne uccnegoBaHus npod6 nutbLeBom

83.200677 BOAblI — 6a30BbIN TECT Ha OOLLYIO0 O- U B-aKTUBHOCTb 5890
1163C3KB OnpeneneHue KOHUeHTpauun ana 2

83.200678 paguoHYKNUAoB 6 600
1164C3KB OnpeneneHue KOHUeHTpauun ana 4

83.200679 paAvoHYyKNuaoB 13 860
1165C3KB OnpeneneHue KOHUeHTpauun ansa 6

83.200680 paguoHYKNUAoB 20 675

83.200681 9193KI MNo4yBa: KOMNNEeKCHas TOKCUKONOrnyeckas oLeHka 17 500

83.200682 9833KI1 NouBa: kOMNseKCHas arpoxXxMMmnyeckasa oLeHKa 8 200

83.200683 OBC47 OueHKka MMMYHHOrO OTBeTa K AIeTCKUM UHDEKLUAM 5640

83.200684 OBC89 3gopoBbin pebeHok: ana aeten ot 0 oo 14 ner 710

83.200685 OBC95 VIP-o6cneaoBaHme Ans XeHLWWH 17 235

83.200686 OBC70 OHKOPUCK XXEHCKUM: LUeKa MaTKK1 2100
OBC81 Npobnembl HeBbIHAWNBaHUA: ay TOUMMYHHbIN

83.200687 npocdunb 4 335

83.200688 OBC82 OueHka aHAPOreHHOro cratyca 1605
OBC88 NnaHnpoBaHMe 6epeMeHHOCTU: AUarHocTukKa

83.200689 yporeHuTanbHbIX UH(EKLN 2 320
OBC83 Xo4y cTaTb MaMOW: KOMMJIEKCHOe obGcrneaoBaHue nNpum

83.200690 nnaHMpPOBaHUUN GepeMeHHOCTHU 7 985

83.200691 OBC84 TORCH-uHd¢ekumm 3230

83.200692 OBC85 bepemeHHocTh: | TpumecTp (1-13 Hepgenum) 8 000

83.200693 OBC86 BepemeHHoCTb: Il TpumecTp (14-28 Hepenw) 490

83.200694 OBC87 bepemeHHocTh: Il TpumecTp (oT 29-30 Hepenb) 3505
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83.200695 MACT1 MactonaTtusi: paclwumMpeHHbIn npodunb 13 210
83.200696 MACT2 MacTtonaTusi: CKpUHUHIOBO€E uccrnenoBaHue 8 210
83.200697 OBC96 VIP-o6cnenoBaHue Ans My>X4uH 15 925
83.200698 OBC46 ExerogHoe npodmnakTnyeckoe obcnegoBaHune 4710
OBC79 3gopoB Thl — 340pOBa CTpaHa:exerogHoe
83.200699 npodnnakTnyeckoe obcrnegoBaHue 3615
83.200700 OBC73 buoxumusi KPOBU: pacLUMPEHHbIN npodunb 3210
83.200701 OBC74 Buoxumus KpoBu: MMHUMarnbHbIA NpodUnb 1 965
OBC51 lNMpocunakTuka 3aboneBaHMn cepaLa n cCocyaoB U UX
83.200702 OCNOXHEeHUN 3 050
83.200703 OBC53 JlunuaHbIn Nnpothunb: paclMPeHHbIN 2 865
83.200704 OBC54 JlunugHbIn Nnpodnnb: CKPUHUHT 720
OBC55 AHTucpocchonunuaHbin cuHgpom (APC),
83.200705 nabopartopHblie Kputepumu 3 655
OBC62 [lnarHocTMKa LieniMakmm: HenepeHOCUMOCTb berka
83.200706 3nakoB (rnoTeHa) 5820
83.200708 OBC56 O6cnegoBaHMe nevyeHn:pacMpeHHoe 2 645
83.200709 OBC57 O6cnegoBaHMe NeYeHNU: CKPUHUHT 915
83.200710 OBC60 O6cnepoBaHMe NoYek:paclMpeHHoe 2220
83.200711 OBC61 O6cnegoBaHMe NoYeK: CKPUHUHT 950
83.200712 OBC77 Ncnutanusauusa B TepaneBTUYECKMIA CTaunoHap 3570
83.200713 OBC78 lNncnutanusaumsa B XMPYpPruyeckum ctaymoHap 4 960
OBC106 NocnuTanusauusa B XMpypruyeckun ctaunmoHap:
83.200714 paclumpeHHoe obcnegoBaHne 6 930
83.200715 OBC63 bonu B cycTtaBax: pacwmpeHHoe obcneaoBaHue 7 340
83.200716 OBC64 Bonu B cycTaBax: CKPUHWUHT 1930
83.200717 OBC65 KoHTponb gnabeTta: pacluMpeHHbIN 3485
83.200718 OBC66 Mtoko3a: MUKMpPOBaHHbLIN reMOrno6uH 525
83.200720 OBC71 [luarHocTuka octeonopo3sa 2985
83.200721 OBC76 LLiuToBuaHas xene3a: CKPUHUHT 1 000
83.200722 OBC90 B4, cucbmnuc, renatutel Bu C 1435
OBC91 UccnepoBaHme KomnnekcHoe «Cekc B 60nbLLIOM
83.200723 ropoge: 6 nHcpekumnm (aHanu3 KpoBu)» 3460
OBC92 UccnepoBaHue komnnekcHoe «CeKkc B 60MbLUOM
83.200724 ropoge: 14 uHdekumin + masok Ha MuKpodnopy» 4165
OBC105 UccnepoBaHue KoMmnnekcHoe «Cekc B 60nbLLIOM
83.200725 ropoge: 12 nncekumm + KBM (yporeHuTanbHbIN COCKOOG)» 2940
OBC93 UccnepoBaHue komnnekcHoe «Cekc B 60MbLUOM
83.200726 ropoge: 8 nHdekumn + Ma3ok Ha MUKpodnopy» 2515
OBC9%4 lNpob6nembl Beca (nepBuYHOE obcneaoBaHue
83.200727 300pPOBbSA NaUMEHTOB C HapyLIeHUAMU Beca) 3080
83.200728 OBC107 lNepen aveTon: MMHMManNbLHoe o6cneaoBaHue 1740
83.200729 OBC108 lNMepea aneton: gononHuTenbHoe obcneaoBaHne 5035
MC Komnnekc nccneposaHun"lpobnemsi
Beca:MeTabonnyeckum CUHAPOM (CKPMHUMHIoBOe NepBUYHOE
83.200730 BblisiBNeHue)" 925
83.200731 OBC97 OP3, OPBU (Hacmopk, Kawienb,00nb B ropne) 7 295
83.200732 OBC98 Anneprus Ha XXMBOTHbIX, Nbifb,NJIeCeHb 6 840
83.200733 OBC99 Anneprusa Ha NULEBbIe NPOAYKTbI 9 475
83.200734 OBC100 Anneprus Ha nneceHb 2395
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83.200735 OBC101 Anneprus Ha pacTeHuA 5 280

83.200736 OBC68 luarHocTMKa aHeMuUmn 3340
995K0OX Mapa3uTtapHble rpubbl, MUKpOCKOoNuyeckoe

83.200737 nccnepnoBaHue Npood KOXu 905

83.200738 509K0OX UccnepoBaHMe NyHKTAaTOB KOXMU 665

83.200739 33103111 NMueBMoOKOKK, onpeaeneHue AHK B nnasme kpoBu 515

83.200740 33103CJIH NMNHeBMOKOKK, onpeageneHne HK B cntoHe 515
33103POT MHeBMOKOKK, onpegeneHune AHK B cockobe

83.200741 anuUTenuarbHbIX KNETOK POTOrNOTKU 515

83.200742 33103MK NMHeBMOKOKK, onpeaeneHue AHK B mokpoTe 515
3150YPO AHgpodonop, nccnegoBaHme Mukpodcnopbl
YPOreHUTarbHOro Tpakra My>4uH B COCKo6e anuTenuanbHbIX

83.200743 KINeTOK YpOreHUTasribHoro Tpakra 2970
3250YPO AHgpodnop CKpuH nccnegoBaHne MUKpodcrnopbl
YPOreHUTarnbHOro Tpakra My>4uH B COCKob6e anuTenuanbHbIX

83.200744 KINeTOK YpOreHUTasribHoro Tpakra 2090

83.200745 1316C4 C4 KOMNOHEHT CUCTEeMbl KOMMIIEMEeHTa 395
1308ISAC Anneproyun ImmunoCAP ISAC, 112

83.200746 anneproKkoMMnOHEeHTOoB 30030
777741BCL UccnepgoBaHue myTauuoHHoro ctatyca BCR-ABL

83.200747 reHa (metoa npsiMoro cekBeHupoBaHusi no CaHrepy) 8 760

83.200748 777734 AHanu3s xumepHoro reHa BCR-ABL (FISH, konuuy.) 10 840

83.200749 777769KQ KapmMoTnn oHKOreMaTtosniormieckum 7 015
777742PML AHanus xumepHoro reHa PML/RARa-t(15:17)

83.200750 (NUP, kau.) 2510
777743RUN Ananu3 xumepHoro reHa RUNX1/RUNX1T1-¢(8:21)

83.200751 ( NUP, ka4.) 2510
777744CBF AHanu3 XMMepHOro reHa

83.200752 CBFB/MYH1-inv(16),t(16:16) ( MLP, ka4) 2510

83.200753 777753Q5 AHanu3 nepectpoek 5 xpomocomsbl (FISH, konuuy.) 10 395

83.200754 777753Q5 AHanus nepectpoek 5 xpomocomsbl (FISH, konuuy.) 10 840

83.200755 777748Q AHanu3 nepectpoek 7 xpomocombl (FISH, konuy) 10 395

83.200756 777748Q AHanu3s nepectpoek 7 xpomocombl (FISH, konuy) 10 840

83.200757 777749MLL Ananus nepectpoek MLL rena (FISH, konuu.) 10 395

83.200758 777749MLL AHanus nepectpoek MLL reHa (FISH, konuu.) 9 380

83.200759 7777473Q AHanu3s nepectpoek 3q (FISH, konuu.) 10 395

83.200760 7777473Q AHanus nepectpoek 3q (FISH, konuu.) 10 840

83.200761 777751P Ananu3 paeneuuu 12p (FISH, konuuy.) 10 395

83.200762 777751P AHanu3 geneuum 12p (FISH, konuy.) 10 840

83.200763 777752Q20 AHanus geneuun 20q (FISH, konuy.) 10 395

83.200764 777752Q20 Ananus geneuun 20q (FISH, konuy.) 9 380
777745MLL Ananu3 xumepHoro reHa MLL/AF4 -t(4:11) (NUP,

83.200765 Kauy.) 2510
777746E2A AHanun3 xumepHoro reHa E2A/PBX1 - t(1:19) (NLUP,

83.200766 Kau.) 2510

83.200767 777791TP53 AnHanu3 pgeneuun TP53 reHa (FISH, konuu.) 9 345

83.200768 777754TP53 AHanu3 geneuun TP53 rena (FISH, konuy.) 10 395

83.200769 777791TP53 AHanu3 pgeneuun TP53 rena (FISH, konuu.) 9 380

83.200770 777755IGH AHanus nepectpoek IGH rena (FISH, konuu.) 10 395

83.200771 777755IGH Ananus nepectpoek IGH rena (FISH, konuu.) 9 380
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777756 TH AHanu3 TpaHcnokauum t(4:14)(p16:932) (FISH,

83.200772 KOnuy.) 9 345
777756TH AHanu3 TpaHcnokauum t(4:14)(p16:q32) (FISH,

83.200773 KOnun4.) 10 840
777757TQQ AHanus TpaHcnokauuu t(11:14)(q13:932) (FISH,

83.200774 KOnuy.) 10 395
777757TQQ AHanus TpaHcnokauuu t(11:14)(q13:932) (FISH,

83.200775 KOnun4.) 9 380
777792DEL AHanu3 moHocomMuu, geneunmn 13 XpoMoCoMbl —

83.200776 (del(13), -13) ( FISH, konuu.) 9 345
777758DEL AHann3 moHocomuum, aeneuun 13 XpomMocombI —

83.200777 (del(13), -13) ( FISH, konuu.) 10 395
777792DEL AHanu3 moHocomMuu, geneunmn 13 XpoMoCoMbl —

83.200778 (del(13), -13) ( FISH, konuu.) 9 380
777793IGH AHanus TpaHcnokauuu t(14:16) (IGH/MAFB) (FISH,

83.200779 KOnun4.) 9 345
7777591GH Ananus TpaHcnokauuu t(14:16) (IGH/MAFB) (FISH,

83.200780 KOnuy.) 10 395
777793IGH AHanus TpaHcnokauuu t(14:16) (IGH/MAFB) (FISH,

83.200781 KOnun4.) 9 380

83.200782 777761ATM AHanu3 nepectpoek ATM reHa (FISH, konuu.) 10 395

83.200783 777761ATM AHanu3 nepectpoek ATM reHa (FISH, konuy.) 9 380
777762Q12 AHanus Tpucomum 12 xpomocombl (+12) (FISH,

83.200784 KOnuy.) 10 395
777762Q12 Ananus Tpucomum 12 xpomocombl (+12) (FISH,

83.200785 KOnun4.) 9 380
777774TQQ AHanus Bcex cneuucgpunyeckmx abeppauyum Ha

83.200786 napacdumHoBbIX cpe3ax (ructoFISH, konuu.) 12 495
777790TQ AHanu3 TpaHcnokauuu t(11:14)(q13:932) Ha

83.200787 napacuHoBbIX cpe3ax (rmcTtoFISH, konunuy.) 9 345
777768TPQ AHanus TpaHcnokauuu t(11:14)(p22:932) (FISH,

83.200788 KOnuy.) 9 380
777763TQQ AHanus TpaHcnokauuu t(11:18)(q21:921) (FISH,

83.200789 KOnun4.) 10 395
777764BCL Ananus nepecTtpoek reHa BCL- 6 (der(3)(q27))

83.200790 (FISH, konuu.) 10 395
777771BCL AHanu3 nepectpoek reHa BCL- 6 (der(3)(g27)) Ha

83.200791 napacuHoBbIX cpe3ax (fmcTtoFISH, konuy.) 12 495
777765MYC AHanu3 nepectpoek MYC reHa
(t(8:14)(q24:932)-t(2:8)(p11:924), t(8 :22)(q24:911)) ( FISH,

83.200792 KOnun4.) 10 395
777766TQQ AHanus TpaHcnokauum t(2:5)(p23:935) (FISH,

83.200793 KOnun4.) 9 345
777772TPQ AHanus TpaHcnokauuum t(2:5)(p23:935) Ha

83.200794 napacuHoBbIX cpe3ax (rmcTtoFISH, konuny.) 12 495
777767BCL2 AHanus nepectpoek BCL2 reHa
t(14:18)(q32:9q21),t(2:18)(p11:921),t(18:22)(g21:911) (FISH,

83.200795 KOnun4.) 10 395
777773BCL2 AHanus nepecTtpoek BCL2 reHa Ha

83.200796 napacduHoBbIX cpe3ax ( ructoFISH, konuu.) 12 495
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7262S1-PH Mapkep pa3Butus Ph’-HeraTUBHbIX XpPOHUYECKUX
MmuenonponudepaTMBHbIX 3aboneBaHun (XMIM3):
KayeCTBeHHasi OLeHKa Hannina comatmvyeckon myrtaumm 617F

83.200797 reHa JAK2 1680
1303HEL "*C-ypea3Hbin AgbixaTenbHbin TecT (*C-YOT,
13C-Urea Breath test, UBT). BbisBneHue nHdekummn
83.200798 Helicobacter pylori 2515
83.200799 VEN B3satue kpoBu 6e3 nocneayrowiero nccnenosaHus 230
83.200800 CREA-U KoHueHTpauua B Mmoye 60
OBC110 OueHkKa pucka KaMHeo6pa3oBaHUA - INTOreHHbIe
cyOcTaHLUMM MOYM, CyTOYHasA MoYa (KanbLui, MarHum,
¢ocop,okcanatbl, MOYEBas KUCNOTA, KpeaTUHUH CYTOYHOM
83.200801 MOYM C pacHEeTOM CYTOYHOWN IKCKpeLnn) 2535
OBC111 OueHka pucka KaMHeobOpa3oBaHUS - INTOreHHbIe
83.200802 cy6cTaHuMm Moum, pasoBasi NOPLUA MOYM 2370
486/479 PaspenbHoe onpeneneHue TokcuHa A n TokcuHa B
83.200803 Clostridium difficile B kane, aHTUreHHbIN TecT 1455
271 INNa6opaTopHOe uccnegoBaHue Krella anAa BbiABNeHUA
83.200804 OHK Bo36yauTens 6oppenunosa (6one3Hu Jlanma) 810
370 NNa6bopaTtopHoe nccnegoBaHue Krnewa ona BbiABNeHUA
PHK/OHK Bo3byauTenen nHdekuuin, nepegaBaeMbix
MKCOAOBLIMMU KJlewaMu: KneweBoro aHuedanura,
83.200805 6oppenuo3sa (6one3Hu Jlanma) 1475
35[0 JllabopaTopHoe nccnegoBaHue Knewa ans BbIABNeHUs
83.200806 PHK Bupyca kneweBoro aHuecanurta 810
1227 JlaGopaTtopHoe nccnegoBaHue Knewa ans BbisiBNeHUs
PHK/OHK Bo36yauTenen nHodekumn, nepegaBaeMbix
MKCOAOBbLIMM KielwaMu: KneiieBoro aHuedanura,
83.200807 6oppenuosa (6onesHu Jlanma), aHannasmo3sa, 3prMxmosa 2210
Roma1 OueHka pucka paka sm4HukoB no anroputmy ROMA
(Risk of Ovarian Malignancy Algorithm, anroputm pacuyera
83.200810 pucka anuTenuManbHOro paka suMHMKOB) 1850
83.200811 OBC164 ButamuH D u mnHepanbHbin o6MeH (MepekpecTok) 1945
83.200813 OBC121 lNMoaroTtoBKa K 6epeMeHHOCTU: 6a30BbIN 9 295
OBC122 NMoaroTtoBKa K 6epeMeHHOCTU: OLleHKa BUTaMUHHOIO
83.200814 cratyca 4 055
OBC123 lNoaroTtoBKa K 6epeMeHHOCTU: CKPbITbIN AecuumnTt
83.200815 xenesa 1245
83.200816 CMOPT1 Supersport bazoBbin 2110
83.200817 CMNMOPT2 Supersport OnTumManbHbIN 5635
83.200818 CIMNOPT3 Supersport MpoaBuHyTLIN 11 695
83.200820 OBC120 NMoparpa 755
83.200821 OBC125 PeBmaTtongHbI apTpUT 3 245
OBC124 OueHka meTabonuama KOCTHOM TKaHU U pUCKa
83.200822 ocTteonopo3sa 6 185
83.200823 OBC118 Kpacota 3gopoBou koxu (Healthy skin beauty) 1830
83.200824 OBC119 CunbHble BONOCHI, Kpenkue HOrTu, 6apxaTHas Koxa 3255
5/119 KnnHnyeckuin aHanu3 KpoBU: o6LWMI aHanus,
nenkodopmyna (Cc MUKpOCKONMEN Ma3Ka KpOBU NpPU Hanmyimm
83.200828 naTonorm4eckMx caABUroB) 425
83.200829 1600 OcmoTnYeckas pe3aMCTEHTHOCTb 3PUTPOLIMTOB 1810
83.200830 1618 AnekTpodopes remornodbmHa. N<emorno6uHonaTumn 3580
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83.200831 1620 G6PD apuUTpOLUTOB, aKTUBHOCTb 3 265
1576 UccnepoBaHne TREC n KREC ansa amarHocTuku

83.200832 MMMyHoaecduumToB 6 105
1410 PakTop IX, akTUBHOCTb, % (PakTop Kpucrmaca,
aHTUremopunbHbIN hakTop «B») Factor IX, Activity,%

83.200833 (Christmas Factor, anti-hemophilic globulin “B”) 790
1412 AHTN-Xa akTuBHOCTb, ME/Mn (FenapuH, KOHUEHTpauuA,

83.200834 ME/mn), Anti-Xa activity, lU/ml (Heparin concentration, 1U/ml) 1930
'TB-C NMioko3oTonepaHTHbIN TeCT NpU 6epeMeHHOCTHU
(nepopanbHbIv rNOKo3oToNnepaHTHbIN TecT, I'TT, OI'TT) Oral

83.200835 Glucose Tolerance Test, Plasma, OGTT, Pregnancy 915
1689 AMMHOKMCNOTbI B Nfila3ame KPOBU - CKPUHUHIOBOE

83.200836 nccneposaHue 13 nokasarteneun 5460

83.200837 1690 AMMHOKUCNOTbI B Nya3me KpoBwU, 48 nokasartenemn 8 260

83.200838 1676 KoaH3um Q10 B kpoBM 2615
877 ButamuH K1 B cbiBopoTke (punnoxmuHoH) (Vitamin K1,

83.200839 Phylloquinone, Serum) 2515

83.200840 1603 1,25-gurnpgpokcuButamun D3 (1,25-dihydroxivitamin D3) 2425
1616 Butamunu 25(0OH)D2 n 25(0H)D3, pasgensHoe

83.200841 onpeaeneHue (BAXX - MC/MC) 4 245

83.200842 OBC156 ButamuH [1 ¥ MuHepanbHbIn O6MeH 2220

83.200843 PACHETROMA1 ROMA1 PacuyeTt nHgekca 20

83.200844 PACYETROMA2 ROMA2 PacueT uHaekca 90
PSA103 NCA o6wun (MpocTtaTtnyeckum cneumndunyeckmn

83.200845 aHTureH obwwun) (Prostate-Specific Antigen Total, PSA Total)* 440
7650 MoneKkynspHo-reHeTU4ecKasa AMarHoCTuKa paka

83.200846 npeacTaTenbHOM Xxenesbl 4725

83.200847 1645 MenatoHuH, nna3ma (Melatonin, plasma) 4 245
DRE206 PeHuH (PeHUH nna3mbl KpOBU, NpAMoe

83.200848 onpeaeneHune) (Direct Renin, Plasma) 840

83.200849 1301 MNperHeHonoH (Pregnenolone) 2635
1771 MeTabonuTbl 3CTPOreHOB U NporecTepoHa, 24-4 Mmova

83.200850 (Estrogens and progesterone metabolites, 24-h urine) 7 885

83.200851 PACYETPRISCA1 PRISCA1 pacuet 140

83.200852 PACYETPRISCA2 PRISCA2 pacueTt 100
PRS1-KZ lNpeHaTanbHbIA CKPUHUHT Tpucomun: | Tpumectp
(PRISCA-1) (Maternal Screen, First Trimester; Prenatal

83.200853 Screening |; PRISCA | (Prenatal Risk Calculation)) 1 590

83.200854 1634 MNnaueHTapHbIN dakTop pocTa (PLGF) 3640

83.200855 1648 PacTtBopumas fms-nogo6Hasa Tupo3amHkuHasa-1 (sFlt-1) 3760
1649 Mapkepbl pucka npeaknamncuum: sFit-1, PIGF,

83.200856 cooTHouweHue sFit-1/PIGF 7 035
PRS2-2MAPK lMNMpeHaTanbHbIn CKPUHUHT Tpucomum: |l
TpumecTp (PRISCA-2) (Maternal Screen, Second Trimester;

83.200857 Prenatal Screening Il; PRISCA Il (Prenatal Risk Calculation)) 1790
PRS2-KZ lNpeHaTanbHbIN CKPUHUHT Tpucomuit: Il TpumecTtp
(PRISCA-2) (Maternal Screen, Second Trimester; Prenatal

83.200858 Screening Il; PRISCA Il (Prenatal Risk Calculation)) 1 090
PACYETHOMA-G HOMA-G pacueTt uHgekca (npu

83.200859 BbINOJSIHEHUMN MMIOKO3bl U3 CEPON NPOOUPKHM) 60

83.200860 PACYETHOMA-IR HOMA-IR pacueT uHgekca 60
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1674 MeTaHedpuHbI (hpakLMOHMPOBaHHbIE, pa3oBas Mo4a
(cBOGOAHLIE + KOHBIOrMpoBaHHbIe) (Metanephrines

83.200861 fractionated, free + conjugated, random urine) 2220
83.200862 1677 umeTNaprmHMH aCUMMETPUYHbIN B KPOBMU 5060
83.200863 1633 3Beponumyc (Everolimus) 3520
83.200864 1415 AnukcabaH, koHUeHTpauus (Apixaban Level) 1575
83.200865 1416 PuBapokcabaH, koHueHTpauua (Rivaroxaban Level) 1680
83.200866 1691 AMMHOKMCNOTLI B Mo4e, 31 noka3aTtenb 5765
83.200867 1593 XKenyHble KUCNOTbI B CTyNne 3460
83.200868 1594 303nHODUNBbHLIN HEMPOTOKCUH B CTyIe 3 580
83.200869 1596 3oHYynNuH hekanbHbIN 7 945
3347 OueHKa COCTOAHUA MUKPOOMOTbI TOSICTOrO KULLEeYHUKA
metonom MUP, Tect-cuctema KOJIOHO®DITIOP-16
83.200870 (MeTabonusm) 4 245
83.200871 1999 KopoTkoueno4yeyHble XXUPHbIe KUCIOTbI B Kare 2 300
398 UccnepgoBaHMA cocTaBa MUKPOOUOTbLI KULLEYHUKA Y
83.200872 aeten metogom MNLUP, dHTepodcnop Oetu 5870
278 INabopaTopHoe uccnenoBaHue aHTureHa Aspergillus
(ranaktTomaHHaH) B cbiBopoTke KpoBu (Aspergillus antigen
83.200873 (galactomannan) in serum) 7 865
279 NNabopaTopHoe uccnenoBaHue aHTureHa Aspergillus
(ranakTomaHHaH) B 6pOHX0-anbBEONAPHOM naBaxe
(Aspergillus antigen (galactomannan) in bronchoalveolar
83.200874 lavage) 7 865
470 INNa6opaTopHOe uccnegoBaHue Krnewa AnAa BbiABNeHUA
83.200875 OHK Bo36yauTenen kneweBbIX PUKKETCMO30B 810
3215CJ1H Bupyc Varicella-Zoster, onpeneneHue [1HK B cnioHe
83.200876 (VaricellaZosterVirus, DNA, saliva) 330
3215POT Bupyc Varicella-Zoster, onpegenenne [JHK B
cockobGe anuTenuanbHbIX KNIETOK CIIN3UCTON POTOINOTKN
83.200877 (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells) 330
3215K0OX Bupyc Varicella-Zoster, onpegenexnve AIHK B
cockobe anutenuanbHbIX KNeTok koxu (Varicella Zoster
83.200878 Virus, DNA, scrape of skin epithelial cells) 330
3215CB Bupyc Varicella-Zoster, onpepnenexne [JHK B
83.200879 cbiBopoTke KpoBwM (Varicella ZosterVirus, DNA, serum) 330
339 Bupyc ummyHopecdmumta yenoBeka, Tun 1 (BU4Y-1),
onpepeneHue PHK (kon.) B cbiBopoTke kpoBu (Human
83.200880 immunodeficiency virus, HIV-1, RNA, quality, Serum) 5870
1563 Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k
83.200881 aHTUreHam kKowa4vben AByycTku, Opisthorchis felineus) 830
1564 AHTuTena knacca IgM kK aHTUreHam TpuxuHenn
83.200882 (anti-Trichinella IgM) 935
7644G1 MyTauumn nekapctBeHHou pe3ncteHTHocTn NS3, NS5A
n NS5B pernoHos reHoma Bupyca renatuta C (ans
83.200883 reHoTunoB 1a, 1b) 14 160
7644G3 MyTauumn nekapctBeHHou pe3ncteHTHocTn NS3, NS5A
n NS5B pernoHoB reHoma Bupyca renatuta C (ans reHotuna
83.200884 3) 14 160
3550 Bupyc renatuta C (HCV), ynbrpavyyBCcTBUTENBLHOE
83.200885 onpegeneHue (kon.) PHK, tect-cuctema GeneXpert 8160
83.200886 1146 AHTuTena K Bupycy renatura C, IgG, ummyHo6nor 4 245
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83.200887

3317 Bupyc rpunna A/B, kauectBeHHOe onpepeneHne PHK
(Influenza virus A/B, quality, RNA)

935

83.200888

251 UccnepoBaHMe Ha Hanu4iue Knewa aemoaekc (Demodex
folliculorum, Demodex brevis)

390

83.200889

241 UccnepoBaHue Ha Hanuuue Knewa aemopekc (Demodex
folliculorum, Demodex brevis)

390

83.200890

437YTIM lNMoceB Ha NaTOreHHY U YCNOBHO-NAaTOreHHY
Mukpodnopy kuwedHuka (Stool Culture, Pathogenic
Intestinal and Conditionally Pathogenic Microflora, Bacteria
Identification)

1355

83.200891

437YTNM-A lNoceB Ha NaTOreHHY U YCIIOBHO-NATOreHHyH
MUKpoOopy K1LIeYHUKa ¢ onpeaeneHmem
YYBCTBUTENBLHOCTU K aHTUMUKPOOHLIM npenapatam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic
Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)

1 565

83.200892

437YTM-® MNMoceB Ha NaTOreHHyYO U YCNOBHO-NATOreHHY0
MUKpOIIOpY KULLEYHUKA C onpeaenieHUuem
YYBCTBUTENIbHOCTU K aHTUMMKPOOHbLIM NpenapaTtamM u
6akTepuocharam (Stool Culture with Bacteria Identification
and Antibiotic+Bacteriophage Susceptibility Testing)

1670

83.200893

2381 AnTuTena knacca IgA k aHTureHam Yersinia
Enterocolitica u Yersinia Pseudotuberculosis (anti-Yersinia
Enterocolitica, anti-Yersinia Pseudotuberculosis, IgA)

535

83.200894

36 UccnepoBaHue knewa Ha JHK Borrelia miyamotoi
metoaom MLUP (Study of Tick: Borrelia miyamotoi DNA, PCR)

810

83.200895

401 UccnepoBaHue knewa: ckpuHuHr (HK Anaplasma
phagocytophillum (ka4.), AHK Ehrlichia muris/chaffeensis
(ka4.) (Study of Tick: Screening (Anaplasma
phagocytophillum DNA, Ehrlichia muris/chaffeensis DNA,
Qualitative))

1475

83.200896

481 KomnnekcHoe nccregoBaHue Knewa

4290

83.200897

3319 OudhcdepeHumpoBaHHoe BbisiBneHne [IHK Bordetella
species: Bordetella pertussis (Bo36yautenb KoknoLwa) n
Bordetella bronchiseptica (Bo36yautenb 6poHxocenTukosa) B
cockobGe anuTenuanbHbIX KNIETOK CIIN3UCTON POTOINOTKN
n/vunn Hocornotku (Differentiated detection of DNA Bordetella
spp.-: Bordetella pertussis (pertussis pathogen) and
Bordetella bronchiseptica (bronchosepticosis pathogen) in a
scraping of the oropharynx and or nasopharynx)

915

83.200898

1639 NocTBakumMHanbHble (AnuBakKopoHa, Bektop) aHTuTENna
K SARS-CoV-2 (N-, S-6enku), SARS-CoV-2-lgG-BekTtop,
KayecTBeHHbIN TecT (Post-vaccination (EpiVacCorona Vector)
SARS-CoV-2 (N-, S-proteins) antibodies, IgG, qualitative)

2375

83.200899

1663 AHTUTena, KONM4YeCcTBEHHbIE, K cnankoBowmy (S) 6enky
(RBD) SARS-CoV-2, IgG (c Bblgayen cneumnanbHOro 6naHka
pe3ynbrata Ans Bble3xarwwmx B U3paunb) Anti-SARS-CoV-2,
spike (S) protein, IgG, quantitative (special result form for
those traveling to Israel).

1645

83.200900

1641/37 AHTUTENna K kopoHaBupycy SARS-CoV-2, IgM n IgG

(Abbott)

1200
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1641/58 AHTUTENna K kopoHaBupycy SARS-CoV-2, IgM
(kauecTBeHHOe onpeaeneHue) u IgG (konuyecTBeHHOE
83.200901 onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG) 2085

1641/59 AHTuTEena K kopoHaBupycy SARS-CoV-2, IgM
(kauecTBeHHOe onpeaeneHue) u IgG (konuyecTBeHHOE
83.200902 onpeageneHue) (Anti-SARS-CoV-2, IgM/IgG) 2085

2645 dkcnpecc-tect. AHTUreH SARS-CoV-2 B ma3ske 13 poTo-
unu Hocornotku, «MMBUAH», kauecTBeHHbIN (SARS-CoV-2
antigen express test, nasopharyngeal or oropharyngeal

83.200903 smear, qualitative) 665
995 Mukpockonu4yeckoe uccrnegoBaHue Ha NaTtoreHHble
83.200904 rpubbl (Microscopic examination for pathogenic fungi) 950

1277 Mukpockonuyeckoe nccrniegoBaHme U NoceB Ha
natoreHHble rpubbl (Microscopic examination and Culture for

83.200905 pathogenic fungi) 1810

83.200906 1277KXKHI MoceB Ha naToreHHble rpubbl 1810
3152 Angpodnop, uccrnegosaHme MuKpodnops.l

83.200907 YypPOreHUTanbLHOro Tpakrta MyX4uH B 3AKynAaTe 2 855

3153 Angpodnop, uccnegosaHme Mukpodnops.l
ypOreHMTanbHOro TpakTta My)XX4uH B ceKpeTe npeactaTtesibHOn

83.200908 xenesbl 2 855
3252 Aupgpodnop CkpuH, uccrnegoBaHme Mukpodnopbl
83.200909 YPOreHUTanbLHOro Tpakta My>4uH B 3KynsaTe 2 855

3253 Anpgpodnop CkpuH, uccrnegoBaHme MUKpodnopbl
ypOreHUTanbLHoOro Tpakta My>XX4MH B ceKpeTe npeactaTenibHOM

83.200910 xene3sbl 1825
3033 UH6modnop CkpuH. CKpUHMHIroBOe UccrnegoBaHue
83.200911 MUKpOiopbl yporeHMTanbLHOro Tpakra 2480
83.200912 3034 Uuoumnodchnop Makcu 4275
83.200913 3036 buodnop 1 505
83.200914 3324CB MNMapBoBupyc B19, onpeneneHue AHK 840
83.200915 3324POT MNapBoBupyc B19, onpepenenne OHK 840
83.200916 3324CJ1H NapeoBupyc B19, onpegenenne OHK 840

3361 OPBU-ckpuH, NMUP ckpuHUHr 4 Hanbonee 3HaYNMbIX
BO30OyaAuTenen aNUAEeMMYeCKMX U Ce30HHbIX OCTPbIX
pecnupaTopHbIX BUPYCHbIX MHEKLUIA YenoBekKa
(ARVI-screen, PCR screening of 4 most common pathogens
of epidemic and seasonal acute respiratory viral infections in
83.200917 humans) 2310

3362 OPBU-makc, NUP ckpuHuHr 15 Hanbonee yacto
BCTpeYaoLmnXca Bo3dyanTenen annaeMmyeckux u Ce30HHbIX
OCTPbIX pecrnupaTopHbIX BUPYCHbIX MHPEKLUNA YernoBeKka
(ARVI-max, PCR screening of 15 most common pathogens of
epidemic and seasonal acute respiratory viral infections in
83.200918 humans) 3900

354K0OX CtpenTokokk rpynnbl B, onpegeneHue AHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX

83.200919 KINEeTOK KOXW 760
354MOU4 CtpenTokokk rpynnbi B, onpeaenenue OHK

83.200920 (Streptococcus agalactiae DNA) B moue 950
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83.200921

354POT CtpenToKoKK rpynnbl B, onpegenenHne JHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KNEeTOK POTOrNOTKU

760

83.200922

354YPO CrtpenToKoKK rpynnbl B, onpeaenenne OHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KNEeTOK yporeHUTanbHOro Tpakra

950

83.200923

354MNPK CtpenTokokk rpynnbl B, onpepgeneHue AHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KINEeTOK CIIN3NCTOMN NPSAMOMN KULLKN

760

83.200924

1546 Bpyuenna-IgA (Brucella, IgA)

620

83.200925

1630 OnpeaeneHne HAeKca aBUAHOCTU UMMYHOINOGYNMHOB
knacca G K kancugHbiM aHTureHam VCA Bupyca
AnuwTenHa-bapp B cbiIBOpOTKE KPOBM.

1200

83.200926

3388 bakPe3ucrta. BbisiBneHMe reHOB pe3NUCTEHTHOCTU K
rmuKonenTuAHbLIM U 6eTa-NakTaMHbIM aHTUOMOTUKaAM Y
6akTepumn

2615

83.200927

3389 bakCkpuHYIM. BeisiBneHue ycrnoBHO-NaToreHHbIX
MuKpoopraHusmos metoaom lNLP B pexume peansHoro
BpPeMeHM.

6710

83.200928

MUKTC MNMpo6onoaroroska (MUK)

185

83.200929

455-® [IncbakTepmnos KMwevyHuka (MmoancpuunpoBaHHbIN
meTtopn) ¢ YBD

1720

83.200930

452 MNMoceB Ha aHa3poOHy MUKpodnopy, onpeaeneHune
YYBCTBUTENIbHOCTU K aHTUMMUKPOOGHbLIM NpenapaTtam
(Anaerobic Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1775

83.200931

477-A MNMoceB NyHKUMOHHOro MmaTtepuarna Ha Mukpodrnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenaparam (Punctate Fluid Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

1 040

83.200932

477-P MNoceB NYHKLUMOHHOro MaTtepuana Ha Mmukpodnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K pacLUMPEHHOMY CMNEeKTpy
aHTMMUKpPOOHLIX NnpenapaTtoB (Punctate Fluid Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

2090

83.200933

4048 UmmyHornobynuHbl G (nogknaccel IgG1, 1gG2, 1gG3,
IgG4)

15180

83.200934

6948 D03MHOMDNNbLHbLIN KaTUOHHbLIN 6enok, IMMmunoCAP®
(Eosinophil Cationic Protein, ImmunoCAP® ECP)

1460

83.200935

850 MHrnbutop C1-actepasbl, KoHUeHTpauus (C1-Esterase
Inhibitor, concentration; C1-INH)

3 405

83.200936

1588 AHTuTena Kk numcouuTtam, knacca lgG

1930

83.200937

1215 AHTUTENa K uuTonsnasaMaTu4yeckum aHtureHam SS-A (Ro)
((SS-A (52ka)/ SS-A (60 ka), IgG (Anti —SS-A, IgG
(Anti-SS-A-52 and anti-SS-A-60 autoantibodies))

1 565

83.200938

1216 AHTUTena K K uuTonnasmaTudyeckmMm aHTureHam SS-A
(52kfa), IgG (Anti-SS-A-52 autoantibodies, IgG)

1 565

83.200939

1218 AHTUTENa K 3KCTparmpyemMomMy SAepHOMy aHTUreHy Sm,
IgG (Anti-Sm autoantibodies, IgG)

1 565

83.200940

1219 AHTUTENA K 3KCTparnpyemMbiM SAepHbIM aHTUreHa
RNP/Sm, IgG (Anti-RNP/Sm autoantibodies, 1gG)

1 565
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1220 AHTuTena k ructoHam (Histone), IgG (Anti-Histone

83.200941 autoantibodies, IgG) 1 565
1221 AHTuTena Kk mutoxoHapusam (AMA-M2), IgG

83.200942 (Anti-AMA-M2 autoantibodies, IgG) 1785
1224 AHTMTena K uMTOoNNasMaTuyeckMm aHtureHam SS-A

83.200943 (60x0a), IgG (Anti-SS-A-60 autoantibodies, IgG) 1 565
1225 AHTUTENa K uuTonsniaamaTuvyeckomy aHtureHy Jo-1, IgG

83.200944 (Anti-Jo-1 autoantibodies, IgG) 1 565
1226 AHTMTena K uMTonnasmaTuyeckum aHtureHam SS-B (La),

83.200945 IgG (Anti-SS-B autoantibodies, IgG) 1 565
1228 AHTuTena Kk antureny Scl-70, IgG (Anti-Scl-70

83.200946 autoantibodies, IgG) 1 565
1229 AHTuTena Kk pubocomansHomy 6enky P (Rib-P), IgG

83.200947 (Anti-Rib-P autoantibodies, IgG) 1 565
1232 AHTUHYKNeapHble aHTuTena RNP-70 (Anti-RNP-70

83.200948 autoantibodies) 1 555

83.200949 1669 AT K NPOTPOMOUHY, CKPUHUHT 1200

83.200950 1671AB2M AHTuTena Kk 6eta2rnukonporteuHy IgM 1 565

83.200951 1672 AHTuTena Kk 6eta2rnukonporenHy IgA 1325
202CMX AntuTtena Kk GAD (rnytamaTtaekap6okcunase), IgG,

83.200952 nukeop (Anti-GAD (glutamic acid decarboxylase), IgG, CSF) 2185

83.200953 1617 AHTUTena K aHTepouuTam, knacca lgG 2415

954CMX AnTtutena k NMDA rnytamaTHoMy peuenTtopy, IgG,
onpeaeneHue B nukBope (aHTU-NMDAR IgG,
83.200954 N-methyl-D-Aspartate Receptor Antibodies, CSF) 3180

1581CB Antutena k LGI1 n CASPR2 (koMnoHeHTbI KOMMNeKca
KanveBbIX KaHanos), IgG, cbiBopoTka KpoBuU
(VGKC-associated proteins LGI1 and CASPR2 antibodies,
83.200955 serum) 6470

1581CMX AHTtutena k LGI1 u CASPR2 (KOMNOHEHTbI
KOMMJIeKca KanueBbIX kaHanoB), IgG, nukBop
(VGKC-associated proteins LGI1 and CASPR2 antibodies,
83.200956 CSF) 6 470

1582CB AHTUTena K peuentopamMm HEMPOHOB TUMOB
NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca IgG,

83.200957 pa3penbHO, onpefeneHne B CbiIBOPOTKe 14 290
66633 BuwHsa (f242), IgE, ImmunoCAP (Cherry, Prunus avium,

83.200958 IgE, InmunoCAP) 895
66643 NpnObLI (WamnuHboHbI) (f212), IgE, ImmunoCAP

83.200959 (Mushrooms, Agaricus hortensis, IgE, InmunoCAP) 895
66634 Npywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis,

83.200960 IgE, InmunoCAP) 1 040
66627 Kodbe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE,

83.200961 ImmunoCAP) 895
66635 ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus

83.200962 idaeus, IgE, ImmunoCAP) 895

83.200963 66631 Munaans (f20) IgE, ImmunoCAP 895

83.200964 66618 Monoko ko3be (f300) IgE, InmunoCAP 895

83.200965 66603 OBcsaHuua nyrosas (g4) IgE, InmunoCAP 895

83.200966 66604 Orypeuy (f244) IgE, ImmunoCAP 895

83.200967 66646 OnyBaHuYMK 06blkHOBEHHbIN (W8) IgE, ImmunoCAP 895
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83.200968 66628 Yan nuctoBom (f222) IgE, ImmunoCAP 895
6005 CtachmnokokkoBbIM 3HTEPOTOKCUH A, IgE (Enterotoxin A
83.200969 (Staphylococcus aureus), IgE, m80) 905
6006 CtachunokokkoBbIN IHTEPOTOKCUH B, IgE (Enterotoxin B
83.200970 (Staphylococcus aureus), IgE, m81) 905
1881 Anneprouun ALEX2 (Allergy Explorer 2), no 300
83.200971 anneproTrecToB 20 895
83.200972 6010 PecnupatopHas naHenb PROTIA Allerqy-Q 5955
83.200973 6691 MaHenb annepreHoB "lMuweBble 1" 2125
83.200974 669I2 NMaHenb annepreHoB "lMuweBble 2" 2125
83.200975 6007 Kakao, IgE (Cacao, IgE, f93) 905
6008 Cwmechb nuwieBbIX annepreHoB 15: anenbCcuH, 6aHaH,
A6noko, nepcuk, Igk (FP15; Food Panel 15: Orange, Apple,
83.200976 Banana, Peach, IgE) 1335
6013 Cwmechb NuiLeBbIX anfepreHoB 5: ANYHbIN 6enok,
MONOKO, TpecKa, NeHUn4Hasa MyKa, apaxmc, coeBble 600bl,
IgE (FP5; Food Panel 5: Egg White, Milk, Codfish, Wheat,
83.200977 Peanut, Soybean, IgE) 1335
83.200978 6015 Poxb/ pxxaHasa myka, IgE (Rye, IgE, 5) 860
83.200979 6018 Kodpe, IgE (Coffee, IgE, f221) 860
83.200980 6019 lNopox, IgE (Green Pea, IgE, f12) 860
83.200981 6020 Munpgans, IgE (Almond, IgE, f20) 860
83.200982 6021 Npywa, IgE (Pear, IgE, f94) 860
83.200983 6022 Ilyk, IgE (Onion, IgE, f48) 860
83.200984 6023 OpnyBaHuuK, IgE (Dandelion, IgE, w8) 860
6121 Anbda-nakToanbbymuH, IgE (Alpha lactalbumin, IgE,
83.200985 f76) 530
83.200986 6017 MNepxoTb nowapam, IgE (Horse dander, IgE, e3) 530
83.200987 6001E5 Cobaka (e5), IgE (Dog (e5), IgE) 620
83.200988 6016 OBcsaHuua nyroBas, IgE (Meadow Fescue, IgE, g4) 860
83.200989 6002W1 Am6po3usa (w1), IgE (Ambrosia (w1), IgE) 590
1880 Cneuundcdunyeckne ummyHornoo6ynuHbl knacca G (IgG) k
nuweBbiM aHTUreHam: Food Xplorer (FOX). (Specific IgG to
83.200990 food antigens: Food Xplorer (FOX)) 25 085
6024AB Anbda-naktanb6ymuH (nBos d4) (f76), IgE (Alpha
83.200991 Lactalbumin, nBos d4 (f76), IgE) 590
6025AB KaseuH, monoko (nBos d8) (f78), IgE (Casein, milk,
83.200992 nBos d8 (f78), IgE) 590
6026AB BeTta-nakrornobynuH, (nBos d5) (f77), IgE (Beta
83.200993 Lactoglobulin, nBos d5 (f77), IgE) 590
6027Ab Bepe3a 6opogaByaras, rBet v1 (t215), IgE (Birch,
83.200994 Betula verrucosa, rBet v1 (t215), IgE) 590
6028ABb Bepe3a 6oponaByartas, rBet v2 (t216), IgE (Birch,
83.200995 Betula verrucosa, rBet v2 (t216), IgE) 590
6029AB MNMonblHb 06bIKHOBEHHas, nArtv3 (w233), IgE
83.200996 (Mugwort, Artemisia vulgaris, nArtv3 (w233), IgE) 590
6031AB JomawHsas nbinb (Hollister —Stier) (h2), IgE (House
83.200997 dust (Hollister —Stier)(h2), IgE) 590
6032AB Kowka, cbIBOpOTO4YHbIN anbOymuH, rFel d2 (e220),
83.200998 IgE (Cat, serum albumin, rFel d2 (e220), IgE) 590
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6033AB Cob6aka, cbIBOPOTOYHbIM anbbymuH, nCan f3 (e221),

83.200999 IgE (Dog, serum albumin, nCan f3 (e221), IgE) 590
6034AB Bblunii CLIBOPOTO4YHbLIN anbOyMuH, nBos d6 BSA

83.201000 (e204), IgE (Bovine serum albumin, nBos d6é BSA (e204), IgE) 590
6035AB OBanbbymuH, anbbymMuH AnyHbIN, nGal d2 (f67), IgE

83.201001 (Ovalbumin, egg albumin, nGal d2 (f67), IgE) 590
6036Ab OBomykoup anua, nGal d1 (f68), IgE (Ovomucoid egg,

83.201002 nGal d1 (f68), IgE) 590
6037AB Konanb6ymuH sinua, nGal d3 (f69), IgE (Conalbumin

83.201003 egg, nGal d3 (f69), IgE) 590
6038AB JInzoumnm sinua, nGal d4 (k208), IgE (Lysozyme eggs,

83.201004 nGal d4 (k208), IgE) 590

83.201005 6039AB Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) 590
6040AB Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352),

83.201006 IgE) 590

83.201007 6041AB Malassezia spp. (m227), IgE 590
6042AB Cmecb nyroBbix TpaB (gm1), IgE (Mixed meadow

83.201008 grasses (gm1), IgE) 590
6043AB Cmechb nuweBbix annepreHoB (fm21), IgE (Mixed food

83.201009 allergen (fm21), IgE) 590
6044Ab fAp ocbl nATHUCTOM (i2), IgE (White-faced hornet (i2),

83.201010 IgE) 590
6045AB fa ocbl 06bIKHOBEHHOM (i3), IgE (Common wasp

83.201011 (Yellow jacket) (i3), IgE) 590

83.201012 6046AB Komap (i71), IgE (Mosquito (i71), IgE) 590

83.201013 6047AB Ap wepwHs (i75), IgE (European hornet (i75), IgE) 590

83.201014 6048AB6 MeHnuunnuH V (c2), IgE (Penicilloyl V (c2), IgE) 590

83.201015 6049AB Orypeuy (f244), IgE (Cucumber (f244), IgE) 590

83.201016 6050AB ABokapo (f96), IgE (Avocado (f96), IgE) 590

83.201017 6051AB Apo6ys3 (f329), IgE (Watermelon (f329), IgE) 590

83.201018 6052AB6 Monoko kosbe (f300), IgE (Goat's milk (f300), IgE) 590

83.201019 6053AB Yan (f222), IgE (Tea (f222), IgE) 590

83.201020 6054Ab AumeHsb (f6), IgE (Barley (f6), IgE) 590

83.201021 6055AB Abpukoc (f237), IgE (Apricot (f237), IgE) 590

83.201022 6056AB BuwHs (f242), IgE (Cherry (f242), IgE) 590

83.201023 6057AB ManuHna (f111), IgE (Manuna (f111), IgE) 590

83.201024 6058AB ManaapwuH (f302), IgE (Mandarin (f302), IgE) 590

83.201025 6059AB BbaknaxaH (f262), IgE (Eggplant (f262), IgE) 590

83.201026 6060AB Bpokkonu (f260), IgE (Broccoli (f260), IgE) 590

83.201027 6061AB YecHok (f47), IgE (Garlic (f47), IgE) 590
6062AB Npn6bLI (WwaMnMHbOHLI) (f212), IgE (Mushroom

83.201028 (champignon) (f212), IgE) 590

83.201029 6063AB MoaconHe4yHuk (W204), IgE (Sunflower (w204), IgE) 590

83.201030 6064AB Pomawka (w206), IgE (Chamomile (w206), IgE) 590
6065AB CmopoauHa kpacHas (f322), IgE (Red currant (f322),

83.201031 IgE) 590

83.201032 6066Ab Cmecb nuweBbIx annepreHoB (fm2), IgE 1675

83.201033 6067ABb Cmecb nuweBbIx annepreHos (fm4), IgE 1335

83.201034 6068ABb Cmecb nuweBbIx annepreHoB (fm5), IgE 1 865

83.201035 6069AB Cmecb nuweBbIx annepreHoB (fm6), IgE 1 300
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83.201036 6070ABb Cmecb nuweBbIx annepreHos (fm7), IgE 1335
83.201037 6071ABb Cmecb nuweBbIx annepreHoB (fm10), IgE 1720
83.201038 6072AB Cmechb nueBbix annepreHos (fm18), IgE 2185
83.201039 6073ABb Cmecb nuweBbIx annepreHoB (fm22), IgE 1160
83.201040 6074AB Cmechb nuieBbIx annepreHoB (fm24), IgE 1215
83.201041 6075ABb Cmecb nuweBbIx annepreHoB (fm70), IgE 1445
83.201042 6076AB Cmechb nueBbix annepreHos (fm71), IgE 1445
83.201043 6077ABb Cmecb nuweBbIx annepreHoB (fm72), IgE 1160
83.201044 6078AB Cmechb nuweBbix annepreHoB (fm101), IgE 1160
83.201045 6079ABb Cmecb nuweBbix annepreHoB (fm104), IgE 1390
83.201046 6080AB Cmechb nepbeB ntuy (em1), IgE 1160
83.201047 6081ABb Cmecb nepbeB AeKopaTUBHbLIX NTUl (em72), IgE 1150
83.201048 6082ABb Cmecb spoB Hacekombix (im100), IgE 650
6083ABb Cmecb annepreHoB NbifblUbl AepeBbeB (paHHee
83.201049 uBeTeHue) (tm2), IgE 1280
6084ABb Cmecb annepreHoB NbifbLbl AepeBbeB (No3gHee
83.201050 uBeteHue) (tm3), IgE 1580
6085ABb Cmecb annepreHoB NbifblUbl AepeBbeB (paHHee
83.201051 uBeTeHue) (tm5), IgE 1160
6086ABb Cmecb annepreHoB NbifbLbl AepeBbeB (No3gHee
83.201052 uBeTeHue) (tm6), IgE 1 545
83.201053 6087ABb Cmecb annepreHoB nneceHu (mm1), IgE 1 665
6089AB KpeBeTtka TurpoBas (f179), IgE (Tiger shrimp (f179),
83.201054 IgE) 945
83.201055 6090AB Jlocock/cewmra (f41), IgE (Salmon (f41), IgE) 945
83.201056 6091AB Cenbab (f205), IgE (Herring (f205), IgE) 945
83.201057 6092AB Ckym6pus (f206), IgE (Mackerel (f206), IgE) 945
83.201058 6094AB Bpasunbckum opex (f18), IgE (Brazil nut (f18), IgE) 945
83.201059 6097AB lNnopox (f12), IgE (Pea (f12), IgE) 945
83.201060 6098AB ®aconb 6enas (f15), IgE (White bean (f15), IgE) 945
83.201061 6099AB [ObiHs (f87), IgE (Melon (f87), IgE) 945
83.201062 6100AB Poxb (f5), IgE (Rye (f5), IgE) 650
83.201063 6101AB NtoteH (f79), IgE (Gluten (f79), IgE) 945
6102AB Cuip LLUBenuapckun (f70), IgE (Swiss cheese (f70),
83.201064 IgE) 650
83.201065 6093AB Kamb6ana (f254), IgE (Plaice (f254), IgE) 945
83.201066 6095AB KokocoBbin opex (f36), IgE (Coconut (f36), IgE) 650
83.201067 6096AB INpeukum opex (f256), IgE (Walnut (f256), IgE) 945
83.201068 6103AB Cuip Yennep (f81), IgE (Cheese, Cheddar (f81), IgE) 620
6104AB6 CbIip c nneceHbto (f82), IgE (Cheese, Mold-type (f82),
83.201069 IgE) 620
83.201070 6105AB Cbip 3aam (f150), IgE (Cheese, Edam (f150), IgE) 620
83.201071 6106AB Cuip Nayna (f198), IgE (Cheese, Gouda (f198), IgE) 620
83.201072 6107AB TyHey (f40), IgE (Tuna (f40), IgE) 620
83.201073 6108AB Kykypy3a (f8), IgE (Corn (f8), IgE) 620
83.201074 6109AB Cnuga (f255), IgE (Plum (f255), IgE) 620
83.201075 6110AB OcTtparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) 620
83.201076 6111AB TumbsH (f273), IgE (Thyme (f273), IgE) 620
83.201077 6112ABb MawnopaH (f274), IgE (Marjoram (f274), IgE) 620
83.201078 6113AB Jobucrok (f275), IgE (Lovage (f275), IgE) 620
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83.201079 6114AB TmuH (f265), IgE (Caraway (f265), IgE) 620

83.201080 6115ABb KapaamoH (f267), IgE (Cardamon (f267), IgE) 620

83.201081 6116ABb N'Bo3auka (f268), IgE (Clove (f268), IgE) 620

83.201082 6117AB Cemsa ceHxens (f219), IgE (Fennel seed (f219), IgE) 620

83.201083 6118Ab Ba3unuk (f269), IgE (Basil (f269), IgE) 620

83.201084 6119AB Umbups (f270), IgE (Ginger (f270), IgE) 620

83.201085 6120AB AHuc (f271), IgE (Anise (f271), IgE) 620

83.201086 6012 NMennuunnuH G, IgE (Penicilloyl G, IgE, ¢c1) 860
6014 ®opmanbaerna / hbopmanuH, IgE (Formaldehyde/

83.201087 Formalin, IgE, k80) 860
1070AB Cmecb annepreHoB AOMAaLUHUX IPbI3YHOB: anuTenumn

83.201088 MOPCKOMN CBMHKU, 3NUTESNIMA KPONUKa, aNUTenumn 1145

83.201089 6122AB Exa c6opHas (g3), IgE (Dactylis glomerata (g3), IgE) 515
6123Ab NneBen/Panrpac mHoronetHun (g5), IgE (Lolium

83.201090 perenne (g5), IgE) 515

83.201091 6124AB OBcsiHuua nyrosas (g4), IgE (Festula elatior (g4), IgE) 935
6125ABb TumodcpeeBka nyrosas (g6), IgE (Phleum pratense

83.201092 (g6), IgE) 515

83.201093 6126AB MaTnuk nyrosow (g8), IgE (Poa pratensis (g8), IgE) 515

83.201094 6127AB AHaHac (f210), IgE (Pineapple (f210), IgE) 515

83.201095 6128AB Kusu (f84), IgE (Kiwi (f84), IgE) 515

83.201096 6129AB baHaH (f92), IgE (Banana (f92), IgE) 515

83.201097 6130AB Mepcuk (f95), IgE (Peach (f95), IgE) 515
6131AB Po3mapuH (f335), IgE (Rosmarinus officinalis (f335),

83.201098 IgE) 515

83.201099 6159AB KypuHoe msco (f83), IgE (Chicken (f83), IgE) 515

83.201100 6160AB Puc (f9), IgE (Rice (f9), IgE) 515

83.201101 6161AB f6noko (f49), IgE (Apple (f49), IgE) 515
6162Ab Bbepe3a 6opoagaBuaras (t3), IgE (Betula verrucosa

83.201102 (t3), IgE) 515
6163AB lMonbiHb 06LIKHOBeHHaA (Artemisia vulgaris) (w6),

83.201103 IgE (Mugwort (w6), IgE) 515
6164Ab MNMonbiHb ropbkas (Artemisia absinthium) (w5), IgE

83.201104 (Wormwood (w5), IgE) 515
6165AB dnutenun mopckomn cBuHku (e6), IgE (Guinea pig

83.201105 epithelium (e6), IgE) 515
6166ADB NMepbsa BonHUcTOro nonyranyuka (e78), IgE

83.201106 (Budgerigar feathers (e78), IgE) 515
6167AB dnutenun n wepctb oBUbI (€81), IgE (Sheep

83.201107 epithelium (e81), IgE) 515
6168AB KypuHble nepbs (€85), IgE (Chicken feathers (e85),

83.201108 IgE) 515

83.201109 6169AB bapaHuHa (f88), IgE (Mutton (f88), IgE) 515

83.201110 6170AB MaHro (f91), IgE (Mango (f91), IgE) 515

83.201111 6171AB AnenbcuH (f33), IgE (Orange (f33), IgE) 515

83.201112 6173ABb Monoko kopoBbe (f2), IgE (Milk (f2), IgE) 515

83.201113 6174AB Knew Dermatophagoides pteronyssinus (d1), IgE 515

83.201114 6175AB Knew, Dermatophagoides farinae (d2) IgE 515

83.201115 6176AB Avunbin 6enok (f1), IgE (Egg white (f1), IgE) 515

83.201116 6177AB AvuyHbin xenTok (f75), IgE (Egg yolk (f75), IgE) 515
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83.201117 6178AB MNMuwenunua (f4), IgE (Wheat (f4), IgE) 515
83.201118 6179AB dnutenun cobaku (e2), IgE (Dog epithelium (e1), IgE) 515
6180AB [JomawHsasa nbinb (Greer Labs, Inc.) (h1), IgE (House
83.201119 Dust — Greer (h1), IgE) 515
83.201120 6132AB Tpecka (f3), IgE (Codfish (f3), IgE) 515
83.201121 6133AB Apaxuc (f13), IgE (Peanut (f13), IgE) 515
83.201122 6134AB CoeBble 606bI (f14), IgE (Soybean (f14), IgE) 515
83.201123 6135AB dyHayk (f17), IgE (Hazelnut (f17), IgE) 515
83.201124 6136AB KpaboBoe msco (f23), IgE (Crab meat (f23), IgE) 515
83.201125 6137AB KpeBeTku (f24), IgE (Shrimp (f24), IgE) 515
83.201126 6138AB Tomarhl (f25), IgE (Tomato (f25), IgE) 515
83.201127 6139AB Mopkossb (f31), IgE (Carrot (f31), IgE) 515
6140ABb TapakaH-npycak (i6), IgE (Cockroach; Blatella
83.201128 germanica (i6), IgE) 515
83.201129 6141AB lNneceHb Penicillium notatum (m1), IgE 515
83.201130 6142Ab lNneceHb Cladosporium herbarum (m2), IgE 515
83.201131 6143AB lNneceHnb Aspergillus fumigatus (m3), IgE 515
83.201132 6144Ab NpnbLI poaa kaHauaa, Candida albicans (m5), IgE 515
83.201133 6145AB lNneceHb Alternaria alternata (tenuis) (m6), IgE 515
83.201134 6146ABb Jatekc (k82), IgE (Latex (k82), IgE) 515
83.201135 6147AB lMekapckue apoxxu (f45), IgE (Yeast (f45), IgE) 515
83.201136 6148Ab Llokonap (f105), IgE (Chocolate (f105), IgE) 515
6149AB Kny6Huka (3emnsiHuka, f44), IgE (Strawberry (f44),
83.201137 IgE) 515
83.201138 6150AB JlumoH (f208), IgE (Lemon (f208), IgE) 515
83.201139 6151AB NpenndpyT (f209), IgE (Grapefruit (f209), IgE) 515
83.201140 6152AB Ipeua (f11), IgE (Buckwheat (f11), IgE) 515
6153AB Kanycta 6enoko4aHHas (f216), IgE (Cabbage (f216),
83.201141 IgE) 515
83.201142 6154AB ToeikBa (f225), IgE (Pumpkin (f225), IgE) 515
83.201143 6155AB CBuHuHa (f26), IgE (Pork (f26), IgE) 515
83.201144 6156AB lNoBsauHa (f27), IgE (Beef (f27), IgE) 515
83.201145 6157AB Kaptodens (f35), IgE (Potato (f35), IgE) 515
83.201146 6158AB OBec (f7), IgE (Oat (f7), IgE) 515
83.201147 6181AB lMepxoTb nowaam (e3), IgE (Horse dander (e3), IgE) 620
83.201148 6182AB Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 620
6183AbB JlewmHa ob6bikHOBeHHas (t4), IgE (Corylus avellana
83.201149 (t4), IgE) 620
83.201150 6184Ab MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 620
83.201151 6185AB Ackapuaa (p1), IgE 515
83.201152 6186AB Cenbaepen (f85) IgE Celery (f85), IgE 515
6187AB Tononb TpexrpaHHbin (Populus deltoides) (t14), IgE
83.201153 Cottonwood (Populus deltoides) (t14), IgE 515
83.201154 6188Ab lpoco (f55), IgE Common Millet (f55), IgE 515
83.201155 6189AB OpyBaHuuk (Taraxacum vulgare) (w8), IgE 515
6190AB Knew, Dermatophagoides microceras (d3), IgE
83.201156 (Dermatophagoides microceras (d3), IgE) 515
83.201157 6191AB Ykpon (f277), IgE (Dill (f277), IgE) 515
6192Ab lNnartaH kneHonucTHbIN (Platanus acerifolia) (t11), IgE
83.201158 (Mnaran kneHonucTHbIN (Platanus acerifolia) (t11), IgE) 515
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83.201159 6193AB Msco uHgenku (f284), IgE (Turkey meat (f284), IgE) 515
6194Ab Jlebena (w15), IgE (Scale (Atriplex lentiformis) (w15),
83.201160 IgE) 515
83.201161 6195AB fAnuo kypuHoe (f245), IgE (Whole egg (f245), IgE) 515
83.201162 6196AB [y6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) 515
83.201163 6197AB Jluna (t208), IgE (Tilia cordata (t208), IgE) 515
6198AB dnutenun kponuka (e82), IgE ( Rabbit epithelium
83.201164 (e82), IgE) 515
6199AB [1y6 yepewyatbin (t218), IgE (Quercus robur (t218)),
83.201165 IgE 515
83.201166 6200AB INpywa (f94), IgE (Pear (f94), IgE) 515
83.201167 6201AB Kakao (f93), IgE (Cocoa (f93), IgE) 515
83.201168 6202ABb MuHpans (f20), IgE (Almond (f20), IgE) 515
83.201169 6203AB MNMenuuunnnuH G (c1), IgE (Penicilloyl G (c1), IgE) 515
6205AB6 Ap nuyenbl MmegoHocHou (i1), IgE (Honey Bee Venom
83.201170 (i1), IgE) 515
6206ABb ®opmanbaerua (k80), IgE (Formaldehyde/Formalin
83.201171 (k80), IgE) 515
83.201172 6204AB Kode (f221), IgE (Coffee (f221), IgE) 515
1570)KK UccnepoBaHue xenyHbix kKamHen (Gallstones
83.201173 diagnosis) 4 245
547N LinTonornyeckoe " MMMyHOLIUTOXMMUYECKOE
uccnenosaHue ¢ mapkepamu p16INK4a n Ki-67 ans
noaTBepXKAeHUA AUcnnasMm B Ma3Kax CrIM3NCTOM LLUENKN
83.201174 MaTKu 7 885
83.201175 nuX nuX-nccnegosanume p16INK4a mn Ki-67 6 675
511HCK NmcTtonoru4yeckoe nccnepgoBaHne 6MONCMNHOrO
MaTepuana 1 Mmatepuana, Nosly4YeHHOro nNpu XMpypru4yecknx
BMellaTenbCcTBax( 3HAOCKONUYECKOro Mmatepuana; TKaHen
YX€HCKOW NOJIOBOW CUCTEMbI; KOXU,MATKUX TKaHEeW;
KpPOBeTBOPHOM U NMMGONAHON TKaHEeN; KOCTHO-XPALLEBOWN
83.201176 TKaHu 1945
83.201177 511MXK MynbstudokanbHas 6uoncus MK 6 825
528 NmcTonornyeckoe uccnenoBaHme 6MONTaTOB Xenyaka
83.201178 (PAS-peakuus) 350
551 KomnnekcHas rucToxuMmmyeckas gmarHocTmka
3aboneBaHun BepxHux otaenoB XKT (nuweBopa, xxenygka,
ABeHaguaTunepctHon Kuwkun) (Complex morphological and
histochemical assessment of diseases upper digestive
83.201179 system) 1945
579 NMcToxnmmnyeckoe nccneaoBaHme 6MONCUMHOIO U
83.201180 onepauynMoHHOro Martepuvana 3520
581 ISO-cepTucdhmumMpoBaHHoOe NPOU3BOACTBO
FMCTONOrMYECKUX NpenapaToB C PYTUHHLIMU OKpackaMu 13
[OCTaBMNeHHOro (pMKCUPOBaHHOIro GMONCUMHOrO MaTepmana ¢
AeKanbLuuHauuen (TpenaHobmnonTaTbl U1 0Opa3oBaHusA
83.201181 KOCTewn). 6 415
5501 MonekynsapHo-reHeTU4ecKkoe nccrnegoBaHue npu
83.201182 menaHome (BRAF, NRAS) 8 295
5502 MoneKynsapHo-reHeTu4eckoe nccnegoBaHue npu
83.201183 GIST-onyxonsx (cKIT, PDGFRa) 12 495
IunpekTtop 000 "MepaHa"

19 anBapsa 2024 r.

652700, Kemepogckas obnactb - Kyabacc, Kucenesck r, Coetckas yrn, gom 3a Mcn. Komaposa K.10.




5503 MonekynsipHo-reHeTU4YecKoe uccrnegoBaHue npum pake

83.201184 xenyaka (MSI, HER2) 10 395
5504 MoneKynsapHo-reHeTu4eckoe nccnegoBaHue npu

83.201185 konopekTtanoHom pake (BRAF, KRAS, NRAS, MSI) 13 335
5505 MonekynsipHo-reHeTU4YecKoe uccrnegoBaHue npum pake

83.201186 nerkoro (BRAF, KRAS, EGFR, HER2) 14 585
5510 MoneKkynsapHo-reHeTu4ecKoe nccrnepoBaHme

83.201187 KONMUMHOCTU FreHOB NpU pake Mono4vHou xenesbl (19 reHoB) 8 295
5511 MonekynsipHO-reHeTU4YeCcKoe uccregoBaHue nNpu pake

83.201188 Tena maTtku (MSI, POLE) 7 245
5512 BbisBneHue TpaHcnokauun EML4-ALK, ROS1 n myTtauun

83.201189 B reHe MET 14 595
51104 MNaTonoroaHaToMu4yeckoe nccnegoBaHue

83.201190 onepauuoHHoro martepuana (go 6-tm napacmHoBbIX GNTOKOB) 3740
51105 NaTonoroaHaToMuyeckoe nccnegoBaHue
onepauuoHHoro matepuana (6onee 6-tm napamMHOBbIX

83.201191 6nokoB) 3740
7020 MonekynsapHoe uccrnegoBaHue paka npoctartbl (MIU:

83.201192 PTEN, RB1, TP53, BRCA1/2) 10 395
549 OnpepeneHue akcnpeccumn 6enka PD-L1 B TkaHu onyxonu
metogom UIMX c ncnonbsosaHuem aHtuten K PD-L1 knoH
SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC

83.201193 using PD-L1 clone SP263 (Ventana) antibodies). 16 980
550 OnpepeneHune akcnpeccumn 6enka PD-L1 B TkaHu onyxonu
metonaom UIMX c ncnonbsosaHuem aHtuten K PD-L1 knoH
SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC

83.201194 using PD-L1 clone SP142 (Ventana) antibodies). 16 980
554 OnpepeneHue akcnpeccumn 6enka PD-L1 B TkaHu onyxonu
metogom UIMX c ncnonbsosaHuem aHtuten K PD-L1 knoH
22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using

83.201195 PD-L1 clone 22C3 (Dako) antibodies). 23 650
7642 MoneKynsipHbIA CKPUHUHT Ha MUKpoaeneuuu/

83.201196 MUKpoAaynuKaLumum XxpoMocom 10 395
777729 UccnepgoBaHne XpoMOCOM B aGOpPTUBHOM maTepuane,

83.201197 CKPUHWHI 9 345
777750 UccnegoBaHne XpOMOCOM B aOOpPTUBHOM MaTepuarne,

83.201198 pacwmpeHHoe 17 745

83.201199 777794 XpOMOCOMHbIA MUKPOMATPUYHbIN aHanNu3 30 345

83.201200 777795 XMA abopTHOro matepumana 22 995

83.201201 548 OnpepeneHue akcnpeccum PDL1 9 085
560 OnpepeneHne pacnpocTpaHeHHbIX MyTauun reHoB
BRCA1,BRCA2 npu pake MOSIOYHOW Xerne3bl U AMYHUKOB B

83.201202 ouoncumnHom maTtepuane 7760
562 OnpepeneHune mytaumm B 18,19.20, 21 sk3oHax reHa

83.201203 EGFR 9 085
563 OnpepeneHune runepakcnpeccuu reHa HER2 (konunHoctb

83.201204 reHa) 11 445

83.201205 565 OnpepeneHne mytauun B 15 ak3oHe reHa BRAF 6 195

83.201206 568 OnpepneneHne mytauum reHa PDGFRa 12 495

83.201207 569 OnpepeneHune myTtauum Bo 2,3,4 ak3oHe reHa KRAS 7 245

83.201208 571 OnpepeneHue mytauumn Bo 2,3,4 ak3oHe reHa NRAS 7 245
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574 OnpepneneHne MUKpoOcaTeNnMTHOM HeCTabUNILHOCTHU

83.201209 (MSI) 7 275
83.201210 576 OnpepeneHne mytauumn reHa cKIT 11 445
83.201211 577 OnpepeneHue nepectpoek reHa ALK 9 345
83.201212 578 OnpepeneHune nepectpoek reHa ROS1 9 345
83.201213 777722 MyTtauum B reHe POLE 8 295
83.201214 777723 MyTtauuun B reHe IDH2 10 395
83.201215 777724 MyTtauum B reHe IDH1 10 395
83.201216 777725 MyTtauusa PIK3CA 10 395
83.201217 777726 OnpeneneHue TpaHcnokauum 1p/19q 9 345
83.201218 777727 OnpegeneHne metunupoBaHusi reHa MGMT 10 395
83.201219 777728 OnpepneneHue abepauun C228T n C250T B reHe TERT 8 295
83.201220 777730 MyTtaumm B reHe MET 10 395
582 MonekynsipHo-reHeTU4YecKoe nccnegoBaHue
onepauuoHHOro matepuana WMToBUAHOM Xene3bl Ans
onpeaenenusa myTtauun reHoB KRAS, NRAS, HRAS, BRAF,
TERT (Molecular genetic study of thyroid surgical material to
determine mutations of KRAS, NRAS, HRAS, BRAF, TERT
83.201221 genes) 9 975
583 KoHcynbTaTUBHbLIM NPOCMOTP U
MOJEeKyNsipHO-TeHeTu4eckoe uccnegoBaHue WMTOBUOHON
83.201222 xenesbl. 15975
7655 AHanu3 oTHocuTenbHoOM akcnpeccum reHa BCR/ABL
p190, konn4yectBeHHasa RQ MNLUP (B peansHom BpemeHu) (PCR
analysis of the relative expression of the BCR/ABL p190 gene
83.201223 — quantitative RQ PCR (real time)) 6 195
777702 MyTauMoHHObLIN CTaTyC reHOB BapuabenbHbIX
yyactkoB ummyHorno6ynuHoB IGHV, MNMUP (IGHV mutational
83.201224 status, PCR) 15 645
83.201225 777797 NeHeTU4YecKas naHenb "2 genes" 3045
83.201226 777798 lNeHeTnyeckana naHenb "Light" 6 195
83.201227 777799 NeHeTu4Yeckasa naHenb "MyNeuro" 8 295
83.201228 7777100 NeHeTu4yeckasn naHenb "MyWellness" 18 795
725263 HapyweHus cnepmatoreHesa, 6 mapképos
(Mukpoaeneuuun nokyca AZF) (6e3 onucaHus pe3ynsraToB
83.201229 reHeTUKOM) 1670
7802CYI BpoxgeHHasa runepnna3ns Haano4e4yHUKoB, reH
83.201230 CYP21A2, y.m. (Gene CYP210HB, Freq. Mut.) 9 345
83.201231 139I'MH MecTo3bI U heTONNaLeHTapHass HeAOCTaTOYHOCTb 11 445
139I'MH/B3 lNecTo3bl U (heTonNaueHTapHasaA He4OCTaTOYHOCTb
83.201232 (6e3 onncaHusa pe3ynbTaToB BPa4OM-reHEeTUKOM) 10 395
155I'M1 HacnepcTBeHHbIe cnyyan paka MONOYHOM Xene3bl
un/vunn anyiukoB CHEK2, NBS1 (Hereditary Breast and/or
83.201233 Ovarian Cancer) 1880
155IT1/B3 HacneacTBeHHbIE Crlyvyan paka MOJSIOMHOM Xene3bl
n/vunn anyiukoB CHEK2, NBS1 (Hereditary Breast and/or
Ovarian Cancer) (6e3 onucaHua pe3ynsTaToB
83.201234 Bpa4YoOM-reHeTUKOM) 1145
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76111 AptepuanbHasa runepTeH3ns, CBA3aHHasA ¢
HapyweHusamMu B pabote aHaotenmanbHon NO-cMHTa3bl (reH
NOS3) (Arterial Hypertension, Endothelial NO-Synthase

83.201235 Disturbance (Gene NOS3)) 1880
83.201236 77797 OecovumT anba-1-aHTutpuncuHa, SERPINA1, y.m. 2305
77799 MNopaxeHunsa nevyeHu, reibl ATP7B, PNPLA3, SERPINAA1,

83.201237 Yy.m. 8 295
83.201238 77801 HeankoronbHbIN XXnpoBomn renaTtos, reH. PNPLA3, u.m. 3520
7005B2] CuHAPOM MHOXEeCTBEHHOW 3HAOKPUHHOM Heonnasum

2B tuna (reH RET) (Multiple Endocrine Neoplasia Type 2B
83.201239 (Gene RET)) 8 915
7006A2] CUHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonnasum
2A tna (3k3o0HbI 10, 11 reHa RET) (Multiple Endocrine
83.201240 Neoplasia Type 2A (Exons 10, 11 Gene RET)) 13 545
83.201241 7654 AHanu3 nepectpoek 1 xpomocombl (FISH, konuy.) 11 445
7672 OnpepeneHne mytauun B reHax BRCA1, BRCA2, ATM,
CHEK2 meToaom cekBeHMpPOBaHUA cCrieaytoLero NoKoneHus
(NGS) B bmoncumHom matepuane un kposu (BRCA1, BRCA2,
ATM, CHEK2 genes analysis by Next-Generation Sequencing
83.201242 (NGS) in biopsy specimens and blood) 71900
7648 HacnepcTBeHHbIe cnyvyaun paka npeacraTtenbHON
xene3bl (reH HOXB13) (Hereditary prostate cancer (HOXB13
83.201243 gene)) 3875
83.201244 7017 Onabetr MODY2, ren GCK, m. 14 595
83.201245 7018 Anabetr MODY3,reH HNK-1, m.. 14 595
7623 NeHoTMNMpOBaHME AUTMAPONUPUMUANH AernaporeHasbl
83.201246 (DPYD) (Dihydropyrimidine dehydrogenase (DPYD)) 3875
7622 Lintoxpom P450 2C19. leHoTUNMpOBaHue NO MapKepy
CYP2C19 (Cytochrome P450 2C19. Genotyping for the
83.201247 CYP2C19 marker) 3 245
3316 OnpepeneHue nona nnoaa. BoisiBneHne Y-XpomMocoMbl
nnopa B KpoBu maTtepu (Y-chromosome of the fetus in the
83.201248 mother's blood) 4990
83.201249 77802 Ncopwunas, TunupoBaHmne HLA-Cw6 3520
83.201250 77710 bokoBon ammnoTpodmyeckuin cknepos (bAC), SOD1, m. 6 195
83.201251 77706 BokoBow ammnoTpodmnueckumn cknepos, Coorf72, y.m. 4 095
83.201252 77800 bone3Hb Bexyera, TunuposaHne HLA B51 3520
7069 MNonHo3K30MHOe CeKBEeHMpPOBaHUe - MNOUCK
npeanonoXuTenbHO HacneacTBeHHOro 3aboneBaHus ¢
83.201253 umHTepnpeTtaumen (Whole Exome Sequencing) 77 375
77701 bBone3Hb lNapkKMHCOHA, KOMMNNEKCHasA AUarHOCTUKa,
83.201254 4y.m. 7 245
83.201255 77715 bone3Hb ®a6pu, GLA, m. 8 295
83.201256 77707 NeHTUHITOHONOOOOHOE 3aboneBaHue, Tun 2, JPH3, u.m. 2615
83.201257 77709 NeHTMHrTOHONOAOOHOE 3ab6oneBaHue, Tun 4 TBP, u.m. 2 615
77702 NeHTMHIrToHONOAOOHbLIe 3aboneBaHUs, KOMMNIEeKCcHas
83.201258 ANAarHocTuka, 4.m. 5145
7838DMPKI MuotoHunyeckasa auctpocpus. NMonck yactbix
myTauumn B reHe DMPK, 4. m. (Myotonic Dystrophy 1, Gene
83.201259 DMPK, Freq. Mut.) 3045
83.201260 77705 MuotoHu4yeckasa auctpocpumsa, Tun 2, CNBP (ZNF9), u.m. 2615
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77704 MutoxoHAapuanbHble 3a6oneBaHUA, KOMNNEKCHasA

83.201261 AvnarHoctuka: mutoxoHgpuanbHaa OHK, 4y.m. 7 245
7815HDI Xopes NeHTUHITOHa. NMoMCK YacTbix MyTauun B reHe
83.201262 IT15, 4. m. (Chorea Huntington, Gene IT15, Freq. Mut.) 3045
7961GJB2l AlnarHocTuKa HacneacTBEeHHbIX (hopm
HenpoceHcopHomn Tyroyxoctu (resHbl GJB2, GJB3, GJB6,
POU3F4, WFS1) u. m. (Diagnosis of hereditary sensorineural
83.201263 hearing loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes)) 6 195
7963GJB2l HeipoceHcopHas HecuHApPOMarnbHas TYroyxocTb,
83.201264 nonHbINn aHanus reHa GJB2 12 495
7851MEFVI NMepnoaunyeckas 6onesHb. [lonck Mmytauun B reHe
MEFV, m. (Familial Mediterranean Fever, FMF, Gene MEFV,
83.201265 Mut.) 37 695
7012MEI Nepuoaunyeckasn 6onesHb. NMonck YacTbix MyTauum B
reHe MEFV, 4. m. (Familial Mediterranean Fever, FMF, Gene
83.201266 MEFV, Freq. Mut.) 8 295
7649 CemenHas runepxoniectepmHemMus (KOMNnNeKcHas
83.201267 AunarHocTtuka - redbl LDLR, APOB, PCSK9) 7 245
83.201268 7647 CemenHasa runepxonectepmHemusi, reH APOB100 4095
83.201269 7645 CemenHasn runepxonecrepuHemus, reH LDLR 10 395
83.201270 7646 CemenHas runepxonecrepuHemusi, reH PCSK9 9 345
83.201271 77703 Cungpom APIJIA, ATN1, 4.m. 2 615
77714 CnHApOM NoMKon X-XpOMOCOMbI C
83.201272 Tpemopom/aTtakcuen, FMR1, 4y.m. 2490
7643 Cunpgpom MaptuHa-benn (cuHgpom nomkon X
83.201273 XPOMOCOMBbI) 5145
83.201274 7652 Cungpom LLAOACUI, reH NOTCH3 9 345
77708 Cnactu4yeckasn napannerusa Wtpromnens, tun 4, SPAST
83.201275 (SPG4), u.m. 6 195
83.201276 77712 CnuHouepebennsipHble aTakcuun, pegkue ¢popMbl, Y.M. 6 825
83.201277 77716 CnuHouepebennsipHble aTakcuun, YacTblie Popmbl, Y.M. 6 195
83.201278 77711 TopcuoHHas guctoHus, Tun 1, TOR1A (DYT1), u.m. 3045
77798 «[ApobbeBnAHaA» XopuopeTuHonaTusi, TMNMpPoBaHue
83.201279 HLA-A29 (Birdshot chorioretinopathy, HLA-A29) 2625
7021 NeHoguarHocTUKa beta-TanaccemMum n
remornobunHonatun (reHotunuposaHue HBB) (Molecular
diagnosis of beta-thalassemia and hemoglobinopathies (HBB
83.201280 gene)) 8 295
7022 AnarHoctuka TTR-ammunonagosa (cekBeHMpoBaHue 2-4
ak3oHoB reHa TTR) (Molecular diagnosis of ATTR-amyloidosis
83.201281 (sequencign of 2-4 exons of TTR gene)) 8 295
7023 NeHoguarHocTuka anbdga-ranaccemun (HBA1, HBA2,
HS-40) (Molecular diagnosis of alpha-thalassemia (HBA1,
83.201282 HBA2 genes and HS-40 regulation locus)) 8 295
7620 HacnepcTBeHHble ¢hopmbl NnaHkpeaTuTa (reHbl PRSS1,
83.201283 SPINK1) (Hereditary pancreatitis (PRSS1, SPINK1 genes)) 3875
7621 ®dpykrosemusn (reH ALDOB) (Hereditary fructose
83.201284 intolerance (ALDOB gene)) 3875
7658 HacneacTBeHHasa aHaoTenuanbHaa guctpodus
poroBuubl - guctpocpusa dykca (reH TCF4) (Fuchs endothelial
83.201285 dystrophy (gene TCF4)) 3875
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7659 KomnnekcHasa guarHoctuka yseutoB (HLA-B27,
HLA-B51, HLA-A29) (Diagnosis of uveitis (HLA-B27, HLA-B51,

83.201286 HLA-A29)) 5 555
83.201287 7660 Bone3Hb NMomne (reH GAA) (Pompe disease (GAA gene)) 10 280
OBC159 lNepBuyHOe nabopaTopHoe obcneaoBaHue aeten
npu NoAoO3peHUn Ha pa3BUTUE OCNOXHEHUI nocne UHcekuumn
83.201288 COVID-19 2940
OBCB8ONEW XeHckuin ropMOHanbHbIN NPodnnb:
83.201289 ANCPYHKLNA ANYHMKOB, HapyLLeHUA MEeHCTPYanbHOro umKna 5155
83.201290 CIKSA1 NabopaTtopHasa AgnarHocTMKa runepaHaporeHeMum 3050
CIMNKA2 OueHka ropMoOHanbLHOro cratyca npv HapyleHumn
83.201291 MEeHCTpyanbHOro uukKna 2055
YPO-311C Bupyc nanunnombl YenoBeka BbICOKOroO
OHKOreHHOro pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenenHve AHK B
cockob6e anuTenuanbHbIX KNIETOK YPOreHUTarbHOro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16,
83.201292 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* 790
OBC175 NopmoHanbHoe ob6cneaoBaHMe ANA XXEHLMWH B
83.201293 nepuoa MmeHomnay3anbHOro nepexoga 1700
OBC187 XeHckni ropMoHanbHbIN NPOthUnb: HapyLeHus
83.201294 MEHCTpYyarnbHOro 4ukna, CKpUHUHr 1810
OBCB85NEW BbepemeHHOCTb: 1-1 TpumecTp (1-13 Hegenun) nnu
83.201295 1-n BU3UT 5340
OBC193 KomnnekcHoe uccneagoBaHme abopTUBHOIro
matepuana, ckpuHuHr (Study of miscarriage tissues,
83.201296 screening) 13 220
OBC194 KomnneKkcHoe uccneagoBaHme abopTUBHOIo
matepuana, pacwmpeHHoe (Comprehensive study of
83.201297 miscarriage tissues) 26 780
OBC208 lNMoaroToBkKa K NnporpamMmmam BCNOMOrartesibHbIX
penpoayKTUBHbIX TexHonornu (BPT), Bkntoyasa IKO:
83.201298 komnnekc Ne 1 (Preparation for IVF programs) 6710
83.201299 OBC171 N'MnoroHagu3m y MyX4uH 3 865
OBC183 KomnneKkcHoe ropMoHanbHoe obcrneagoBaHue ans
83.201300 MY>KYMH 2 460
OBC201 CekcyanbHas auchyHKUUN y My>x4uH. NepBuyHoe
83.201301 naboparopHoe ob6cnegoBaHue 1240
83.201302 OBC154 buoxumusa KpoBu: 6a3oBbIN Npodunb 1155
OBC155 ExerogHas npodunakTtuka: MUHMManbHbIN
83.201303 CKPWUHWHI 590
83.201304 OBC165 lNpaBunbHoe nutaHue (lMepekpecTok) 2710
83.201305 OBC166 BeretapuaHubl (lMepekpecTok) 1315
83.201306 OBC167 Mukpo n makpoanemeHTbl (lepekpecTok) 1265
83.201307 OBC168 BeraHbl (MepekpecTok) 3630
83.201308 OBC169 OueHka BUTaMMHHOrO ctaTtyca ([epekpecTok) 8175
83.201309 OBC184 BeccoHHMuUa 4 245
83.201310 OBC196 Ctpecc 6 805
83.201311 OBC199 OuddepeHumanbHaa AMarHocTuKa genpeccumn 4 870
OBC206 Onsa Tex, KTo MHoro pa6otaet (For those who work
83.201312 hard) 4925
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83.201313 OBC160 SuperSport — MMHUManNbHbIN 1615
OBC127 JlunupgHbin Nnpodnnb: paclUMPEeHHbIN He HaToLakK

83.201314 (Lipid Profile: Extended ) 2 865
OBC128 JlunuaHbIn npocunb: CKPUHUHT He HaTowak (Lipid

83.201315 Profile: Screening) 720
OBC173 KapanopucK, CKPUHUHI-NEW - C BKITIOYEHMUEM
BbICOKOYYBCTBUTENbHOro TponoHMHa u Hatpuypertmnyeckoro
ropmoHa (B-tuna) N-koHueBoro nponentupaa (Cardiovascular

83.201316 risk screening panel including hs-Troponin and NT-proBNP) 4720

83.201317 1680 XonectepuH He-JIMNBI1 HaTowak 430

83.201318 1682 XonectepuH He-JIMNBI He HaTowak 480

83.201319 1675 PeMHaHTHbIN XOnecTepuH HaToLwak 810

83.201320 1685 PeMHaHTHbIN XOnecTepuH He HaTowWwak 810

83.201321 OBC200 JlunugHbIn Nnpodhunb: 3aopoBoe cepaue 580

83.201322 OBC59NEW CKpUHUHI ayTOUMMYHHOIO NOpPaXeHUs Nne4YeHun 8 300
OBC176 CKPUHMHI ayTOUMMYHHOIO NOPaXXeHUs NeYeHn —

83.201323 pacLMpeHHbIN 13 160
OBC186 AytoMMMyHHbIX renatut Tuna 1 (AUr-1;

83.201324 ayTOMMMYHHbIW FenaTuT B3pOCIbiX), CKPUHUHT 3 255

83.201325 4H®T NASH-FibroTest 20 070

83.201326 H®T-P NASH-FibroTest (pacueTHbIN) 18 860
OBC192 InabeTnyeckana HechponaTua: exerogHoe

83.201327 MUWHUMarnbHoe obcnegoBaHue 1090

83.201328 OBC195 [lnabeTnyeckas HecpponaTus: paclUMpPeHHbIN 4 620

83.201329 OBC189 NMapTHepckue poabl 1985
OBC197 NnaHoBasa rocnuTanMsauma B aKyluepckoe

83.201330 otaeneHue 4910

83.201331 OBC198 NdcnuTtanusauusa B otaeneHne ruHeKonoruu 6 220
OBC64MOD Bonu B cyctaBax: ckpuHuHr (Arthralgia:

83.201332 screening test) 5 340
OBC170 Bone3Hb BunbcoHa-KoHoBanoBa, bnoxmmmnyeckue

83.201333 Tectbl (Wilson-Konovalov disease, biochemical tests) 2110

83.201334 OBC65NEW KoHTponb aunaberta: pacluMpeHHbIN 4 305
OBC207 LinToBMAaHasna xene3a: MMHMManbHbIn (Thyroid

83.201335 Gland: Minimal Profile) 600
OBC94NEW lpobnembl Beca (nepB1M4HOE o6cnepoBaHue

83.201336 NauueHTOB C HapyLleHNeM Beca) 4 055

83.201337 OBC116 NoproTtoBka k guete npocdunb baszoBbin 3385

83.201338 OBC117 MNoarotoBKa k gueTe npocunb PacluMpeHHbIN 6 910

83.201339 OBC112(HCK) BeretapuaHubl 3 385

83.201340 OBC113(HCK) NutaHune, ncknrovarllee KpacHoe MACO 960

83.201341 OBbC114 BenkoBas aueTa 3 340

83.201342 OBC129(HCK) Mpodunb Beranbl « MuHumanbHbin» HCK 5095

83.201343 OBC130(HCK) MNMpodunb BeraHbl «ba3oBbIN» 6 055

83.201344 OBC131(HCK) NMpocdunb BeraHbl «PacluMpeHHbIN» 12 280
OBC158 KoHTponbHOE uccnegoBaHue nocre nepeHeceHHom

83.201345 OCTpOM pecnupaTopHON BUPYCHOM MH(EeKLUn 1445
OBC163 ObcnepoBaHMe nepea BakuMHauuem NnpoTus

83.201346 COVID-19 3205
OBC185 XenesopecduunuTHasa aHemMunsa: AUarHocTmKa n

83.201347 KOHTpOnb 3¢pheKTUBHOCTN NeYeHns 1675
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OBC191 KoHTponb 3adh¢peKTUBHOCTU neYeHus
xenesogeuUUTHON aHEMUU NpenapaTamMm xenesa,

83.201348 MUHUManNbHbIN 950
83.201349 OBC174 lNepen Ha3Ha4YeHUEM aHTUKOArynsAHTOB 1810
OBC172 AnarHocTuka noctkoBuaHoro cuHapoma (Diagnosis
83.201350 of Post-COVID-19 syndrome) 4 290
OBC177 KomnnekcHoe nabopaTtopHoe ob6cneaoBaHue nocre
nepeHeceHHoro COVID-19. inarHocTuka NOCTKOBUAHOIO
cuHagpoma (6e3 onpepenenus IlgG aHTUTEn K BUpPYCY
SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome
83.201351 (without IgG antibodies to SARS-CoV-2) 2985
OBC178 Ansa nepe6oneBwunx COVID-19. OueHka kapaMopucka
83.201352 (For recovered from COVID-19. Heart risk assessment) 2285
OBC179 Ainsa nepe6oneBwux COVID-19. O6cnepoBaHue
¢pyHKummn neyeHum (For recovered from COVID-19. Liver
83.201353 function tests) 1200
OBC180 Ansa nepe6oneBwux COVID-19. O6cnepoBaHue
dyHkummn noyek (For recovered from COVID-19. Kidney
83.201354 function tests) 1235
OBC181 Ana nepe6oneBwunx COVID-19. ButamuHbl n
MuHepanbl (For recovered from COVID-19. Vitamins and
83.201355 minerals) 4 480
OBC209 JTabopaTopHasa AMnarHoCTUKa 3aboneBaHum,
conpoBoXxaarwmxca cumntomamm genpeccun (Laboratory
diagnostics of diseases manifested by symptoms of
83.201356 depression) 5135
83.201357 MEFA®OHBUTA HeBuanmas nopnepxka (ButamuH D) 1790
83.201358 META®OH3OO0PITXK 3popoBasa NM4YHas XU3Hb 1990
83.201359 MEFA®OHCIMOPT MEFTA®OHCIOPT 2490
83.201360 META®OHOUETA ByneTt nerye 1990
83.201361 MEFA®OHACAI NpoBepbTe 3g0poBLe ACATI 880
MEFA®OHKOBWU[ AuTtutena k SARS-COV-2, IgG,
83.201362 KONnuM4yecTBeHHble 1490
83.201363 NMOYTACUBBUTA Hesnpumasn nogaepxka (ButamuH D) 1750
83.201364 MOYTACUBACAI MNMpoeepbTe 3a0poBbe ACAI 720
83.201365 NMOYTACUB3OOPOBbLE 3g0poBbe Nof KOHTPONb 720
83.201366 NMOYTACUBOUABET [uabeTt noa KOHTpoOnem 720
83.201367 OHCACAI lMNMposeptTe 3aopoBbe ACAI 690
83.201368 OHC3[O0OPOBbE 3gopoBbe noa KOHTPOnb 750
83.201369 OHCOUWABET [Ouabet noa KOHTponem 650
83.201370 OHCOUETA bypeTt nerye 2 500
83.201371 OHCPEBEHOK Ecnu B nnaHax pe6eHokK 8 449
83.201372 OHCKPACOTA OcHoBa 380pOBbSAl U KpacoThbl 3990
83.201373 OHC3NOPITX 3a0opoBas nu4yHas XU3Hb 3490
83.201374 OHCLUNTOBUAOKA 3a0poBbe WUTOBUAHOM Xene3bl 1990
83.201375 OHCHACTIOPTE Ha cnopte 2190
83.201376 OHCBUTO HeBnanmasa nopaepkka 1890
83.201377 CEPTMBAL Anneprus Ha uBeTeHue 3390
83.201378 CEPTMBBA BbiToBas anneprus 3100
83.201379 CEPTMBIA EwbTte Ha 3a0poBbe (nuiieBas anneprus) 7 400
83.201380 CEPTMBMIT1 My>cKon ropMoHanbHbI npocdunb 2929
OvpekTop 00O "MegaHa"
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83.201381 CEPTMBBMO ButamuH [1 1 MMHepanbHbin OOMeH 5500
83.201382 BUTO1450 HeBnanmas nopgaepxka (BuTamut D) 1450
83.201383 BUTO(MB/311) HeBnanmasn nopgaepxka (BuTamuH D) 1890
MCAo6w(PEI) NpocTatn4yecknn cneuncpuveckun aHTUreH
83.201384 obuwun (MCA) 400
83.201385 CKPbITKP(CUB) CkpbiTas KpoBb B Kane 500
83.201386 MTCACAI Npoeepbte 3popoBbLe ACAI 690
83.201387 MTC3OOPOBbLE 3gopoBbe nog KOHTpPOnb 750
83.201388 MTCOUABET [nabeT noa KOHTponem 650
83.201389 MTCOUETA Bygaet nerue 2 500
83.201390 MTCPEBEHOK Ecnu B nnaHax pe6eHOkK 8 449
83.201391 MTCKPACOTA OcHoBa 340pOBbSl U KPpacoTbl 3990
83.201392 MTC30OPITX 3popoBas nuyHas Xu3Hb 3490
83.201393 MTCLUMTOBUOKA 3n0poBbe LWUMTOBUAHOW Xene3bl 1990
83.201394 MTCHACNOPTE Ha cnopTte 2190
83.201395 MTCBUTA HeBuamnmas nopaepxka 1890
83.201396 MTCHAHA Mos 3gopoBas HAHA 8 900
MTCKOBW[ AHTUTEeNa K KOPOHaBUPYCY, KONNYECTBEHHbIN
83.201397 TecT 1490
83.201398 MEFA®OHCIMOPTNEW Ha cnopte 2190
83.201399 MEFA®OHONETANEW ByaeTt nerye 2500
83.201400 META®OHBUTONEW HeBunpaumasn nogaepxka (Butamuu D) 1890
83.201401 MEFA®OHACAINEW [lpoBepkTe 3a0poBbe ACAI 690
83.201402 ®JIOKC311 Onpenenenne AHK BIMY 141 (Pnokc) 610
®PITOKC313 AndcpepeHumpoBaHHoe onpegeneHue OHK BMNY
83.201403 1471 (Pnokc) 810
83.201404 KBUHTUM311 Onpepenenne OHK BMY 141 (KBUHTUKN) 610
KBUHTUN313 OudcpepeHumporaHHoe onpeaeneHne AHK
83.201405 BMY 141 (KBuHTUN) 810
83.201406 ATKOJNMNY(MB/311)1490 AHTuTena knacca lgG k SARC-CoV-2 1490
NMUPKOBUA KopoHaBupyc SARS-CoV-2, onpepneneHue PHK,
Kay., B Ma3Ke CO CIIU3UCTON HOCa U POTOrNOTKU, NOSTy4eHHOM
83.201407 C NOMOLLbI CUCTEMbI OIS CaMOCTOATENIbHOro B3ATUA 1990
NMUPKOBUASMAPKET KopoHaBupyc SARS-CoV-2,
83.201408 onpegeneHue PHK, camoB3satue (Ceptucumkar) 1990
83.201409 ATKOBUA(MB/311) AHTuTena knacca lgG k SARC-CoV-2 850
83.201410 PLUM(PEI) CKpUHMHr paka LUeNKU MaTKH 1490
83.201411 MNAH(PETI) Ecnu B nnaHax pe6eHOK 6 990
83.201412 XXEHITOPMOH(PET) XKeHCcknin ropMOHanbHbIN npodunb 3 300
83.201413 XEHTOPMOH(MB/3J1) XKeHCKuin ropMOHanbHbIN npocdpunb 3990
MIAH(MB/3J1) Xouy ctaTb MaMoM: KOMMNIEKCHOe
83.201414 obcnepoBaHue Npu NnaHUpoBaHUM GepeMeHHOCTH 8 449
EXEroaoMMUHN550 ExxeroaHaa npodmnakTmka:
83.201415 MUHUManbHbIA CKpUHUHI (CEPTOBC155) 550
EXXErog(mMmB/an) ExeroaHasa npocdunakruka. O6wasn oueHka
83.201416 300pOBbSA opraHU3ma 690
83.201417 HACTOPTE1500 Ha cnopte (SuperSport — ba3zoBbii) 1 500
CNOPT(MB/311) CnopTuBHbLIN npocdunb - SuperSport -
83.201418 Ba3oBbin 2190
83.201419 HAHA(MB/311) Most 3gopoBas HaHA (1601) 8 900
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nmnua(ms/an) NiunuagHbin npodunnb: CKPUHUHT (OueHKa
pucka pa3Butus 3aboneBaHUn cepaevyHO-COCYaANCTON

83.201420 CUCTEeMblI) 750
83.201421 OUABET450 KoHTponb anabeTta: CKPUHUHT 450
83.201422 OUABET(MB/3I1) KoHTponb anabeTa: CKPUHUHT 650
83.201423 OCTEO2200 AnarHocTuka ocTeonoposa 2200
LWMTOBUA(PEI) WuToBUAHas xenes3a: pacluMpeHHoe
83.201424 obcnepoBaHue 1690
WMTOBUAO(MB/31) WnToBMAHaA Xenesa: pacluMpeHHoe
83.201425 obcnepoBaHue 1990
CEKCG6(PEI) Cekc B 6onbLiom ropoge: 6 nHdekuum (aHanus
83.201426 KpOBM) 3150
CEKC6(MB/3J1) Cekc B 6onbLliom ropoge: 6 nHcpekummn
83.201427 (aHanus kposwu), UMMM 3490
OUETBA3(MB/311) NMoaroroBka k aueTte, npodunb
83.201428 «BbaszoBbIn» 2500
83.201429 AHEMWA(PEIN) OnarHocTuka aHemMum 2890
83.201430 MEFA®OHCIMOPTAKIM Ha cnopTe 1113
83.201431 MEFrA®OHONETAOKI Byaet nerye 1270
83.201432 META®OHBUTOAOKI HeBuanman nopgaepxkka (BuTamuH D) 960
83.201433 MEFA®OHACANAKN MNMposepbTe 3a0poBbe ACAI 350
83.201434 MTCACANQKM MNMpoeepbTte 3popoBbLe ACAI 380
83.201435 MTC3OOPOBbLE[KI 3aopoBbLe noa KOHTPOnb 415
83.201436 MTCOUABETOKI OuabeT noa KOHTponem 360
83.201437 MTCOMETALKIM Bypet nerue 1385
83.201438 MTCPEBEHOK[OKI Ecnu B nnaHax pe6eHoOK 4 650
83.201439 MTCKPACOTAAKIM OcHoBa 340pOBbA U KPacoTbl 2200
83.201440 MTC30OPIIDKAOKMN 3aopoBas nuyHas X1U3Hb 1930
83.201441 MTCLWWMTOBUOKALOKN 3gopoBbe WMTOBUAHOM Xene3bl 1100
83.201442 MTCHACNOPTELOKI Ha cnopTte 1200
83.201443 MTCBUTAOKM HeBuaumasn noanepxka 1040
83.201444 MTCHAHALOKM Mos 3gopoBas HAHA 4 900
MTCKOBUOAOKM AHTuTena K KOpOHaBUpYycy,
83.201445 KONU4YeCTBEeHHbIN TeCT 820
83.201446 PLLUM2390 YT106bI 6bITH CNOKOWNHOM 2 390
83.201447 AHEMUA3490 Kpyxutca ronosa? 3490
83.201448 BUTO1990 HeBnaumasn nogaepxka 1990
83.201449 OUABET590 lnabeT nog KOHTponem 590
83.201450 EXEIroa690 lNpoeepste 3gopoBbe ACAI 690
83.201451 XXEHIOPMOH4390 XXeHCKui ropMOHanbHbI npocunb 4 390
83.201452 300PI1XK3690 3nopoBas Nu4YHas XU3Hb 3690
83.201453 HACIMOPTE3090 Ha cnopte 3090
83.201454 OCTOPOX3490 OcTOpOXKHO XPYNKO 3490
83.201455 MMAH8890 Ecnu B nnaHax pe6eHokK 8 890
83.201456 LLIMTOBUO1990 3n0poBbe WMTOBUAHON XKene3bl 1990
83.201457 MEFA®OHCIOPT2023 Ha cnopTe 1113
83.201458 META®OHOUETA2023 byneTt nerye 1270
83.201459 MEFA®OHBWUTA2023 HeBnanmasa nopgaepxka (ButamuH D) 960
83.201460 META®OHACAIM2023 NpoBepkTe 3gopoBbe ACAI 350
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META®OHOBC91 Cekc B 6onbliom ropoge: 6 nHcpekumm
83.201461 (aHanus kposwu), UMMM 1990
83.201462 META®OH928 HeBnanmas nopgaepxka (Butamun [1) 1790
META®OHCIMNOPT1 CnopTuBHbIN Npodunb - SuperSport -
83.201463 Ba3oBbin 2490
META®OHOBC116 MoaroroBka k aMeTte, npodhunb
83.201464 «BbaszoBbIn» 1 990
MEFA®OHOBC155 ExxerogHasa npocunakrumka:
83.201465 MUHUManbHbIN CKPUHWHT 880
83.201466 META®OH1659 AHTuTtena knacca lgG k SARC-CoV-2 1490
83.201467 OHCOBC155 MNpoBepLTe 3g0poBbe ACAT 690
83.201468 OHCOBC54 3a0opoBbLe Noa KOHTPOIb 750
83.201469 OHCOBC66 lnabet nog KOHTpoOnem 650
83.201470 OHCOBC116 byaet nerye 2500
83.201471 OHCOBC83 Ecnu B nnaHax pebeHok 8 449
83.201472 OHCOBC91 3a0poBasa NM4YHas XU3Hb 3490
83.201473 OHCCIMOPT1 Ha cnopTte 2190
83.201474 [OHC928 HeBunanmasa nogaepxka 1890
83.201475 OHCOBC75 3aopoBbe WUTOBUAHOM XKene3bl 1990
83.201476 AOHCOBC80 OcHoBa KpacoThl U 340POBbLA 3990
83.201477 CEPMBAL M-Bunpeo Anneprusi Ha uBeTeHue 3390
83.201478 CEPMBBA M-Bupeo BbiToBas anneprus 3100
83.201479 CEPMBIA M-Bugeo lNuweBas anneprus 7 400
83.201480 CEPMBMIT1 M-Bugeo My>cKoi ropMoHanbHbIN npodunb 2929
CEPMBBMOHCK M-Bugeo ButamuH D 1 MuHepanbHbIn
83.201481 obmeH 5500
83.201482 CEPT928 Butamuu D 1 450
83.201483 CEPT928(MBUOEO) HeBuanumas nopgnepxka (Burtamuu [) 1890
83.201484 CEPT928(MB/311) HeBnanmas nopnepxka (Butamuu [1) 1890
CEPT103 INCA o6wun (Mpoctatnyeckum cneumndmieckum
83.201485 aHTUreH obwun, Prostate-specific antigen total, PSA total) 400
83.201486 CEPT2401 CkpbiTas KpOBb B Kane 500
83.201487 MTCOBC155 NpoBepbTe 3gopoBbe ACAI 690
83.201488 MTCOBC54 3nopoBbe noa KOHTPOJSb 750
83.201489 MTCOBC66 luabeT nog KOHTponem 650
83.201490 MTCOBC116 bBypet nerye 2500
83.201491 MTCOBC83 Ecnu B nnaHax pe6eHoK 8 449
83.201492 MTCOBC80 OcHoBa 380pOBbA U KpacoThbl 3990
83.201493 MTCOBC91 3aopoBast NMYHaAA XU3Hb 3490
83.201494 MTCOBC75 3gopoBbe WUTOBUAHOM Xene3bl 1990
83.201495 MTCCINOPT1 Ha cnopTte 2190
83.201496 MTC928 HeBuaumasn nogaepxka 1890
83.201497 MTCOBC48HCK Mos 3popoBas HAAHA 8900
83.201498 MTC1659 AHTUTena K KOPOHaBUPYCY, KONMYECTBEHHbIN TeCT 1490
META®OHCIMNOPTINEW CnopTtuBHbIN npocdunb - SuperSport
83.201499 - BasoBbin 2190
META®OHOBC116NEW lNMoagroroBka k guete, npocdunb
83.201500 «BbaszoBbIn» 2500
83.201501 MEFA®OH928NEW HeBuaumas nognepxka (Buramuu i) 1890
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META®OHOBC155NEW ExerogHas npodunakruka:

83.201502 MUHUManbHbIN CKPUHWHT 690
CEPT1659(MB/3J1)1490 AHTuTena knacca lgG k SARC-CoV-2,
83.201503 Konuy 1490
3320CM KopoHaBupyc SARS-CoV-2, onpepneneHue PHK B
Ma3Ke CO CIU3NCTON HOCOrNoTKM U potornotku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and
83.201504 oropharyngeal smear) 1990
3320CMMNUP KopoHaBupyc SARS-CoV-2, onpeaenexHue PHK B
Ma3Ke CO CITU3NCTON HOCOrNoTKM U potornotku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and
83.201505 oropharyngeal smear) 1990
83.201506 CEPT1637(MBUOEO) AnTutena knacca lgG k SARC-CoV-2 850
83.201507 CEPT1637(MB/3J1) AuTuTena knacca lgG k SARC-CoV-2 850
83.201508 CEPT2019 CKpMHUMHI paka LWenkn MmaTku 1490
83.201509 CEPTOBC83 Ecnu B nnaHax pebeHokK 6 990
CEPTOBC80 YXeHcKkni ropMmoHanbHbIN Npodunb:
ANCEYHKLMA AUNYHUKOB, HapyLLeHUSA MeHCTPyanbHOro Lmkna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual
83.201510 Irregularities) 3300
83.201511 CEPTOBC80(MBUOEO) XXeHcKknit ropMOHanbHbIN Npodunb 3990
83.201512 CEPTOBC80(MB/3I1) )KeHcKkni ropmoHanbHbIN npodunb 3990
CEPTOBC83(MBUOEO) Xouy cTtaTb MamMoM: KOMMNIEKCHOe
83.201513 obcnepoBaHue Npu NnaHUpPoBaHUM GepeMeHHOCTH 8 449
CEPTOBC83(MB/3J1) Xouy cTaTb MamMOM: KOMNJIEKCHOEe
83.201514 obcnenoBaHue Npu NnaHMpoBaHUN GepeMeHHOCTH 8 449
CEPTOBC155 ExxerogHas npodunakrtuka: MUHMManbHbIN
83.201515 CKPWUHWHI 550
CEPTOBC155(MBUOEO) ExxerogHaa npodunakTuka:
83.201516 MUHUManNbHbIA CKPUHUHT 690
CEPTOBC155(MB/3J1) ExxerogHas npodunakTuka:
83.201517 MUHUMaNbHbIN CKPUHWHT 690
83.201518 CEPTCIOPT1 SuperSport — baszoBbin (Ha cnopTe) 1 500
CEPTCIMNOPT1(MBUOEO) CnopTuBHbIN Npodunsb -
83.201519 SuperSport - BazoBbin 2190
CEPTCINOPT1(MB/3I1) CnopTuBHbLIN Nnpodunb - SuperSport -
83.201520 Ba3oBbin 2190
83.201521 CEPTOBC48(MBUOEO) Mos 3popoBast HAHA (1601) 8 900
83.201522 CEPTOBC48(MB/311) Mosi 3gopoBasi HsAHA (1601) 8 900
CEPTOBC54(MBUOEO) JlunuaHbin npodunb: CKPUHUHT
(OueHka pucka pa3BuTtusa 3aboneBaHum
83.201523 cepaevYHO-CoOCyaUCTON CUCTEMbI) 750
CEPTOBC54(MB/311) NInnnaHbin npocunb: CKPUHUHT
(OueHka pucka pa3BuTtusa 3aboneBaHum
83.201524 cepaevYHO-CoOCyaUCTON CUCTEMbI) 750
83.201525 CEPTOBC66 KoHTponb gnabeTta: CKPUHUHT 450
83.201526 CEPTOBC66(MBUOEO) KoHTponb anabeTa: CKPUHUHT 650
83.201527 CEPTOBC66(MB/311) KoHTponb anabeta: CKPUHUHI 650
83.201528 CEPTOBC71 lnarHoctuKa octeonoposa 2200
CEPTOBCY75 LLuToBuaHas xenes3a: pacluMpeHHoe
83.201529 obcnepoBaHue (Thyroid Gland: Extended Survey) 1690
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CEPTOBC75(MBUOEO) WuToBnAaHas xenesa: pacluiMpeHHoe

83.201530 obcnepnoBsaHue 1990
CEPTOBC75(MB/3I1) LuToBuaHas xxenesa: pacluMpeHHoe

83.201531 obcnepoBaHue 1990
CEPTOBC91 UccnepoBaHue komnnekcHoe «Cekc B 60nbLUOM
ropoge: 6 nHdekumm (aHanus kposu)» (Comprehensive Study

83.201532 «Sex in City: 6 Infections (Blood Test)») 3150
CEPTOBC91(MBUOEO) Cekc B 6onbliom ropoae: 6

83.201533 nHdekumn (aHanu3 kposu), UMMM 3490
CEPTOBC91(MB/3I1) Cekc B 6onbluom ropoae: 6 nHcpekuumn

83.201534 (ananus kposwu), UMMM 3490
CEPTOBC116(MBUAOEO) MNoaroroBka k aveTte, npodunb

83.201535 «Bba3oBbIn» 2500
CEPTOBC116(MB/311) NMoaroTtoBka k gueTte, npocdunb

83.201536 «basoBbIn» 2500

83.201537 CEPTOBC68 fluarHoctuka aHemumn (Diagnosis of Anemia) 2 890
META®OHCMNOPT1AKI CnopTuBHbLIN Nnpodunb - SuperSport

83.201538 - bazoBbin 1113
META®OHOBC116dKIN NMNoarotoBka k gnete, npodunb

83.201539 «Bba3oBbIn» 1270

83.201540 META®OH928[0KMN HeBnanmas nopnepxka (Butamuu [1) 960
MEFA®OHOBC155KIN ExeroaHas npodunakrTuka:

83.201541 MUHUMaNbHbIN CKPUHWHT 350

83.201542 MTCOBC1550KIN lNMpoBepbTe 3g0poBbe ACAI 380

83.201543 MTCOBC540KIN 3gopoBbe nNoa KOHTPOIb 415

83.201544 MTCOBC660KIN OuabeT noa KOHTponem 360

83.201545 MTCOBC1160KI Byaet nerve 1385

83.201546 MTCOBCS830KIN Ecnu B nnaHax pe6eHokK 4 650

83.201547 MTCOBC800KIN OcHoBa 300p0BbA U KpacoTbl 2 200

83.201548 MTCOBC910KIN 3gopoBas nuyHas Xu3Hb 1930

83.201549 MTCOBC750KIN 3aopoBbe WUTOBUAHOM XKene3bl 1100

83.201550 MTCCNOPT14KI Ha cnopTte 1200

83.201551 MTC9280KIN HeBnanmasa nopaepxka 1040

83.201552 MTCOBC48(1601)AKIN Mosi 3popoBasi HAHA 4900
MTC16590KINM AHTuTena K KOpOHaBMpPYCY, KONMMYECTBEHHbLIN

83.201553 TecT 820

83.201554 CEPT2019NEW YT106bI ObITH CNIOKOMHOMN 2 390

83.201555 CEPTOBC80NEW >XeHckuit ropMoHanbHbIv npodunb 4 390

83.201556 CEPTOBC83NEW Ecnu B nnaHax peb6eHOK 8 890

83.201557 CEPTOBC155NEW lNpoBepbTe 3gopoBbe ACAI 690

83.201558 CEPTOBC66NEW [InabeT noa KOHTponem 590

83.201559 CEPTOBC71NEW OCTOpPOXHO XpPYyMNKO 3490

83.201560 CEPTOBC75NEW 3pn0poBbe WMTOBUAHOW Xerne3bl 1990

83.201561 CEPTOBC91NEW 3popoBasi nM4Has XuU3Hb 3690

83.201562 CEPTOBC68NEW Kpyxutcsa ronosa? 3490

83.201563 CEPTCIMOPT1NEW KpyxuTtcs ronosa? 3090
META®OHCIMNOPT1_23 CnopTuBHbIN Nnpodunb - SuperSport -

83.201564 Ba3oBbIn 1113
MEFA®OHOBC116_23 NoprotoBka k aneTte, npodunb

83.201565 «Bba3oBbIn» 1270
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83.201566 MEFA®OH928_23 HeBuaumas nopaepxka (Butamun 1) 960
META®OHOBC155_23 ExxerogHasa npodunakruka:
83.201567 MUHUManNbHbIA CKPUHUHT 350
VENOUT B3saTtue kpoBu 6e3 nocnegyrowero uccriefoBaHus
83.201569 (Blood sampling without further examinations)** 230
83.201570 COLYV INMpobonogroroBka (COLV) 85
SEROUT MNMony4yeHne cbIBOPOTKM 6e3 nocneayroLlero
uccnenoBaHua (Blood serum derivation without further
83.201571 examinations)** 345
1MC lMpoueaypa B3ATUA GMoMaTepuana Ha 3HTepobmos
83.201572 (Biomaterial sampling for the enterobiasis test) 230
1B-N'MH B3aTtne uutonorn4yeckoro marepuvana, matepmvana
ansa NMUP guarHocTMku, MMKpoGuonorm4eckux nccnepoBaHumn
(Cytological material sampling, PCR diagnosis material
83.201573 sampling, microbiology test material sampling) 370
1COV Basatue ma3ska gns gUarHOCTUKM U3 BePXHUX
83.201574 AblIXaTenbHbIX NyTen 315
83.201575 2COV Bssartue matepuana ansa MNLUP auarHoctukm 315
1B-b3 B3aTtune cockoba 6ykkanbHoro anutenus (Buccal
83.201576 epithelium sampling) 105
2B-b3 B3saTune cockoba GykkanbHOro anuTenua y Asyx
83.201577 yenosek (Buccal epithelium sampling, 2 persons) 210
3B-b3 B3saTue cockoba byKKanbLHOro anuTenusa y Tpex
83.201578 yenoBek (Buccal epithelium sampling, 3 persons) 315
1B-CJ1H B3satue cnionbl ana MNUP anarHoctukm (Saliva
83.201579 sampling for PCR) 60
ENG Bbigava pe3ynbTaTtoB Ha aHIMIMUCKOM si3bike (nepeBoA
pe3ynbraTtoB Ha aHrnMnckum a3bik).*(Provision of test
83.201586 findings in English (translation of test findings in English)).* 210
83.201587 NMC1000 NMpeponnata 3a ycnyru B pasmepe 1000 py6 1000
83.201588 MC3000 MNMpeponnarta 3a ycnyru B pasmepe 3000 py6. 3000
83.201589 MC5000 MNMpegonnara 3a ycnyru B paamepe 5000 py6. 5000
83.201590 MC10000 MNMpepnonnata 3a ycnyrun B pasmepe 10000 py6. 10 000
83.201591 QVINTIP YCTPONCTBO CAMOB3ATUA ONA BMY QVINTIP 490
83.201592 FLOQS YCTPOMCTBO CAMOB3ATUA ANA BMNY FLOQS 490
P-PJ10050 3kcnpecc-tect Ha aHTUreH SARS-CoV-2 B ma3kax
83.201593 13 Hoca unu ropna (MMBUAH-SARS-CoV-2 Ag NXA) 890
83.201594 MMM3C MNMpobonoaroroBka (CLIBOPOTKA KPOBU) 710
83.201595 MMNM3K MpobonoaroroBka (KPOBb LieNibHas) 710
83.201596 MMVM3M MNMpobonoaroroBka (Mo4a) 710
83.201597 MMM3MC lNMpob6onoaroroBka (CyTo4yHas Mo4a) 710
83.201598 MNMMV3B lNMpobonoaroroBka (Bonochbl) 710
83.201599 MMM3H Mpo6onoaroroBka (HOrTn) 710
Roma2 OueHka pucka paka sM4HukoB no anroputmy ROMA
83.201793 ANs XKeHLWMWH nocrne meHonaysbl 1850
124I'T1 HacneacTBeHHbIe crnyyan paka MONOYHOM Xene3bl
83.300000 n/unn an4yHukoB, 2 reHa (reHbl BRCA1, BRCA2) 4410
124I'T/B3 HacneacTBeHHbIE Cllyvyan paka MOJSIOYHOM Xene3bl
n/vnn An4YHuKoB, 2 reHa (reHbl BRCA1, BRCA2) 6e3
83.300001 3aKnYeHUA Bpada-reHeTMKa 4095
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OBC80 XeHckni ropMOoHanbHbIN Npodhunb: AucehyHKUUA

83.300002 AnyHmnkos, HML 3700
83.300003 OBC75 LliuToBMAaHas xenesa: pacwmpeHHoe obcneaoBaHue 1725
BP3/20 YcTaHOBNeHne 6MONOrM4ecKoro poacTea AnsA ogHOro
83.320000 13 poauTenen npu 6eccnopHom poacTee apyroro (3 yen.) 17 745

BPPOST [ocTaBka pe3ynsrata uccnegoBaHus no
onpeaeneHno 6Monornyeckoro poacTea B 3ane4ataHHOM
83.320001 KOHBepTe B MEAULIMHCKUW LeHTP 1260
777731 UntoreHeTU4eCKN aHanu3 KneTok KOCTHOro Mo3ra
83.777731 (xapuotun) 7015
777732 AHanu3s xumepHoro reHa BCR/ABL - t(9:22),
onpegeneHue Tuna TpaHckpunta BCR/ABL reHa - MNLP,
83.777732 KayecTB. 2405
777733 AHanu3 oTHOocUTenbHOM aKkcnpeccum reHa BCR/ABL
-konuyecteeHHas RQ MUP (MUP B peanbHOM BpeMeHMU,
83.777733 KOnun4.) 4610
83.777734 777734 AHanuns xumepHoro reHa BCR-ABL (FISH, konuu.) 9 345
83.777735 777735 AHanu3 nepectpoek reHa PDGFRa (FISH, konuuy.) 9 345
83.777736 777736 AHanus nepectpoek reHa PDGFRB(FISH, konuu.) 9 850
777737 AHanu3s xumepHoro reHa FIP1L1/PDGFRa(FISH,
83.777737 KOMnuu4.) 9 345
83.777738 777738 AHanu3 mytaumm B 12 ak3oHe JAK2 rena (MLUP, ka4.) 4610
83.777739 777739 AHanu3s mytauuun u geneuum B reHe MPL (MLP, kay.) 4610
777740 AHanu3 myTauuu, geneuumn, uHcepuumn B reHe CALR
83.777740 (NUP, ka4.) 4610
83.999996 HNAT Mpo6onoaroroska (HMAT) 240
83.999997 Kr'CT Mpo6onoarotoBka (KFUCT) 90
83.999998 KXL| NMpo6onogroroBka (KXKLI) 305
83.999999 MpobonoaroToBka Ans caavyu aHanMsa Ha MUKPO3NeMEeHTbI 610
1318110 MarHmi, pasoBas nopuus Mo4m (C KpeaTMHMHOM U
83.1318110 pac4yeTom MarHMn/KpeaTuHMH OTHOLLUEHMUS) 615
1458110 OkcanaTtbl, pa3oBas NopLus MO4YU (C KPeaTUHUHOM U
83.1458110 pacyeToM HOpPManNu30BaHHOIO MO KpeaTUHUHY NokasaTens) 1 560
1641/1642 COVMG AHTuTEna K kopoHaBupycy SARS CoV 2,
83.16411642 IgM/igG 2000
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