luHekosnozus

Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
3.31 MonyyeHue BRaranuiiHoOro maska 385
IunpekTtop 000 "Mepek"
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KnuHuyeckue ucnedoeaHus

Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.

WccnepnoBaHue ypoBHA rMOKO3bl B KPOBU (KanunnsipHas

33.95 KPOBb) 150
33.169 MpocmoTp ructonornyeckoro npenapara (1 eamHuua) 1200
IunpekTtop 000 "Mepek"
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®yHKUUOHaNbHasi QuacHOCMuUKa

Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
34.25 Perncrtpauusa anektpokapauorpamMmmbl ¢ onucaHmem 600
IunpekTtop 000 "Mepek"
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Ynbmpa3seykoeass duazHocmuka
Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.

YnbsTpa3sByKkoBoe nccnegoBaHne opraHoB OPHOLLHOM NOSIOCTYU

36.1 (koMnnekcHoe) 1700
YnbTpa3BykoBOe UccrneaoBaHMe XeN4YHOro ny3bips ¢

36.2 onpeaeneHnemM ero COKpaTumMocTu 600

36.3 YnbTpa3sByKkoBoe UccrnegoBaHMe novek 1 500

36.4 YneTpa3ByKkoBoe UccrnegoBaHMe MOYEBOIo Ny3bIps 800
YnbTpa3ByKkoBoOe UccrieaoBaHMe MOYEBOro Nny3bIps ©

36.5 onpegeneHnemM oCTaToO4HON MOo4M 600

36.6 YneTpa3ByKkoBoOe UccrieaoBaHMe OpraHOB MOLLOHKU 1400
YnbTpa3ByKkoBoe UccreaoBaHue LIMTOBUAHOM Xene3bl U

36.10 napawmToBMAHLIX Xene3 1600

36.11 Axokapaunorpadus (Y3U cepaua) 2200
YnbTpa3sBykoBoe UccnegoBaHMe MArKMX TKaHen (ogHa

36.29 aHaTommyecKas 30Ha) 1 300
OdynnekcHoe ckaHupoBaHue 6paxuouedanbHbIX apTepUn ¢

36.30 UBEeTHbIM AOMNNIEePOBCKMM KapTUPOBaHNEM KPOBOTOKa 2400
[dynnekcHoe ckaHUpoBaHWe 3KCTpaKpaHWanbHbIX OTAENOB

36.31 o6paxuouecanbHbIx apTepun (Y3U cocynos wen) 2200

36.33 OdynnekcHoe ckaHUpoBaHWe apTepun BePXHUX KOHeYHOCTeMn 2100

36.34 [JynnekcHoe ckaHUpOBaHME apTePUI HMKHMX KOHEYHOCTEN 2 300

36.35 OdynnekcHoe ckaHUpoBaHWe BeH BEePXHUX KOHEYHOCTEN 2100

36.36 Y3 BeH HMXHUX KOHEYHOCTEN , 2 KOHEeYH 2 300
[dynnekcHoe ckaHMpoBaHWe cocyaoB (apTepun u BeH)

36.37 HUXHUX KOHEYHOCTEeN (0AHa KOHEYHOCTb) 1800

36.75 [JynnekcHoe ckaHMpoBaHMWe apTepun No4vek 1 800

36.80 Y3U aptepunn n BeH 1 (0AHON) KOHEYHOCTHU 2100

36.110 YnbTpa3sByKkoBoe nccregoBaHMe novek (ogHa noyka) 600

36.127 Axokapauorpadusa (Y3U cepaua) netm 2400

IunpekTtop 000 "Mepek"
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Ycnyau npouyedypHoz20 kabuHema

Koa ycnyru HanmeHoBaHue ycnyru LleHa, py6.
BHyTpuBeHHOE BBeAeHUe fieKapCTBEHHbIX NpenapaToB
371 (kanenbHO) 400
37.2 BHyTpuBeHHOe BBeAeHMUe NeKapCcTBEHHbIX NpenapaToB 300
37.3 BHyTpumMbILLeYHOEe BBeAEHME NeKapCTBEHHbIX NpenapaToB 250
374 MoakoxHoe BBeAeHUeE NneKapCcTBEHHbIX NpenapaToB 200
37.8 B3siTue KpoBU U3 nepucepnyeckomn BeHbl 250
37.16 3abop 6uomarepuana 330

1B-'MH B3aTtne uutonorn4yeckoro marepuvana, matepmvana
ansa NMUP guarHocTMku, MMKpoGuonorm4eckux nccnepoBaHumn
(Cytological material sampling, PCR diagnosis material
83.202534 sampling, microbiology test material sampling) 385

IunpekTtop 000 "Mepek"
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lIpoyue ycnyau

Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.
49.10 3abop 6uomarepuana 370
49.38 MepuuumHckoe obecnevyeHue 5
OvpekTop 000 "Megex"

13 aBrycta 2026 653010, KemepoBckas obnactb - Kysbacc, MNpokonbeBck r, 10-i1 MukpopanoH yn, gokicsi. Komaposa K.HO.



Ycnyau nabopamopuu MHBUTPO
Koa ycnyru HaumeHoBaHue ycnyru Llena, py6.
(OBYJ1b)6298Ab Cmecb copHbIx TpaB (w1-w6-w7-w8-w9), IgE
amo6po3nsa 06bIKHOBEHHas, NONbiHb OObIKHOBEHHas,
HUBSIHUK, oAyBaH4YuK, noaopoxHuk, Weed mixture
(w1-w6-w7-w8-w9), IgE common ragweed, sagebrush, white
83.4YBJIb weed, dandelion, plantain 1030
(OBYJ1b)6304Ab Cmecb annepreHoB 3nakoBbix (f4-f6-f7-f8-f9)
IgE nweHuua, AYMeHb, OBeC, KyKypy3a, puc, Cereal allergen
83.4YBJIb mixture (f4-f6-f7-f8-f9) IgE wheat, barley, oat, corn, rice 1030
83.2MHO y 2 MHO: Npotpom6uH (no Keuky)+ MHO 250
(ABYINb)446-A NMoceB Ha MuKpocnopy otTaensieMoro
NonoBbIX OPraHoOB, onpeaeneHne YyBCTBUTEINIbHOCTHU K
83.4YBIb AHTUMUKPOOHbLIM NpenapaTam 1095
83.1 1 A4YTB 200
83.2 2 MHO: Npotpom6uH (no Keuky)+ MHO 300
83.3 3 ®ubpuHoreH 280
834 4 AHTUTPOMOMUH lll, % aKTUBHOCTM 450
5 O6wmn aHanu3s kposu (OAK) (6e3 nenkouutTapHom
83.5 ¢opmynbi u COJ) 220
8 AnaHuHamuHoTpaHccepasa (AnAT, AT,
83.8 rmyTaMuMHO-NMPOBUHOrpagHas TpaHcamuHasa, I'MT) 190
9 AcnapratamuHoTpaHcdepasa (AcAT, ACT,
83.9 rnmyTaMuHo-LLlaBerieBOyKCyCHasa TpaHcaMuHasa, MN'T) 190
83.10 10 AnbOoymMuH 240
83.1 11 Anbda-amunasa (a-amuna3sa, guacrasa) 250
12 Anbc¢a-AMunasa naHkpeaTuyeckas (P-nsocgpepmeHT
83.12 amuna3sbl) 380
83.13 13 Bunnpy6uH obwmn 190
83.14 14 Bunnpy6ovH npsimon 190
15 Famma-rnytamunTtpaHcnenTugasa (ITT,
83.15 rmyTaMunTpaHcnenTuaasa) 190
83.16 16 Moko3a 190
83.17 17 ®pyKTO3aMUH 1180
83.18 18 MuknpoBaHHbIN remorno6uH HbA1C 450
83.19 19 KpeaTnHkuHasa (KpeatuHdocdokumHasa, KK, KPK) 270
83.20 20 KpeaTtnHkuHasza-MB 440
83.21 21 Muorno6uH 740
83.22 22 KpeaTUHUH 190
83.23 23 Jlvunaza (Tpnaumnrnmueponauunrugponasa) 450
24 NaktataernpgporeHa3sa (JIAr, L-nakrar,
83.24 HAO+Okcuaopenykrasa) 190
83.26 26 MoyeBMHa 190
83.27 27 MoyeBas kucnora 190
83.28 28 O6wun 6enok 190
83.29 29 benkoBble hpakumn 240
83.30 30 Tpurnuuepuabl 220
83.31 31 XonecTtepuH o6Lwwumn 220
IunpekTtop 000 "Mepek"
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32 XonecTtepuH JIMBI (XonecTtepuH NnMnonpoTeMHOB
83.32 BbiCOKOW nnoTHocTw, JIMNBI, a-xonectepuH) 240
33 XonectepuH JIMHIM (XonecTtepmMH NMNONpoOTEMHOB HU3KOWM
83.33 nnotHocTy, JIMNHI, B-xonectepuH) 220
34 XonuHacTepa3sa (S-NceBaoxonuHactepasa,
83.34 xonuHacTtepasa ll, S-X3, aunnxonuHrugponasa) 320
83.35 35 docdarasa kucnas 410
83.36 36 docdarTasa Wweno4vyHas 190
83.37 37 Kanbunn oowmm 200
83.39 39 Kanun/HaTtpuin/Xnop B cCbIBOPOTKE KPOBU 330
83.40 40 MarHui B CbIBOPOTKE KPOBU 260
83.41 41 ®occop HeopraHU4YeCKUmn 220
83.42 42 AHtuctpentonusuH-O (ACJ1-O, ACJ10) 480
83.43 43 C-peaKkTMBHbIN 6enok 350
83.44 44 PeBmaTongHbIn hakTop 400
83.45 45 UmmyHorno6ynuHbl knacca A 340
83.46 46 UmmyHornoo6ynuHbl knacca M 340
83.47 47 UmmyHorno6ynuHbl knacca G 340
83.48 48 Xene3o (Fe) B cbiIBOpOTKE KPOBM 220
49 JlateHTHaA (HeHacbIwWeHHasn) Kene3ocBA3biBaloLLan
83.49 cnocobHocTb cbiBOpoTKM KpoBu (JIXKCC, HXKCC) 220
83.50 50 TpaHcheppuH (CuaepodnnuH) 680
83.51 51 PepputuH 590
83.52 52 TpunoaTMPOHUH obwmn (T3 ooLmn) 400
83.53 53 TpunoaTUpPoHUH cBo6oaAHLIN (T3 cBOGOAHBLIN) 370
83.54 54 TupokcuH obwum (T4 obwmIn, TeTpanoaTUPOHUH OOLLMI) 400
83.55 55 TupokcuH csob6oaHbIn (T4 cBoGOAHLIN) 370
83.56 56 TupeoTponHbI ropmoH (TTI, TMpoTponuH) 360
83.57 57 AnTuTena Kk Tupeornodynuny (AT-TI) 500
58 AHTUTena Kk TupeongHomn nepokcuaase (AT-TMNO,
83.58 MUKpOCOMarsibHble aHTUTena) 470
83.59 59 ®donnukynocTtumynupytowmmn ropmoH (®CIn) 440
83.60 60 JTrotenHunanpyrowmmn ropmoH (J1r) 440
83.61 61 NMponakTuH 440
83.62 62 dcTpaguon 440
83.63 63 MNMporectepoH 440
83.64 64 TecTtocTepoH 440
83.65 65 KopTtuson 470
66 XopuoHunyeckuim roHagoTponuH YyenoBeka (XM, 6era-Xry,
83.66 B-XIrY) 440
67 UmmyHorno6ynuHbl knacca E (o6wun IgE,
83.67 MMMyHorno6ynuH E o6wmn) 620
83.68 68 AHTutena k BU4 11 2 n antureH BU4 1 1n 2 320
83.69 69 Cudmnuc RPR- aHTUKapANMONMNUHOBLIN TECT 270
70 AHTuTena knaccoB IgM u IgG k Treponema pallidum,
83.70 CYMMapHO 430
83.71 71 Antutena knacca IlgG k Bupycy renaturta A 870
83.72 72 AHTuTena knacca IlgM k Bupycy renatuta A 1010
OvpekTop 000 "Megex"
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73 HBs-aHTureH Bupyca renatuta B (HBs-aHTuren,
NOBEPXHOCTHbIA aHTUreH Bupyca renaTtura B,

83.73 «aBCTPaNnUMCKNN» aHTUIeH) 340
83.74 74 HBe-aHTUreH BUpyca renatuta B 600
75 AHTtutena knaccos IgM n IgG kK HB-core aHTureHy Bupyca
83.75 renatuTta B, cymmapHo 550
76 AHTuTena knacca IlgM k HB-core aHTUreHy Bupyca
83.76 renatuta B 760
83.77 77 AuTutena k HBe-aHTureHy Bupyca renatuta 600
83.78 78 AnTtutena k HBs-aHtureHy Bupyca renatuta B 680
79 AHtutena knaccos IgM u IgG k Bupycy renatuta C,
83.79 CYMMapHO 390
83.80 80 AnTutena knacca lgG k Toxoplasma gondii 560
83.81 81 AHtuTena knacca IgM k Toxoplasma gondii 740
83.82 82 AnTutena knacca lgG k uuTomeranoBupycy 450
83.83 83 AHTuTena knacca IlgM k uMTomeranoBupycy 600
83.84 84 AnTtutena knacca lgG k BUpycy KpacHyxu 580
83.85 85 AHTuTena knacca IgM Kk BUpycy KpacHyxu 750
83.86 86 OnyxoneBas M2-nupyBaTkuHasa 2820

87 HBs-aHTureH supyca renatuta B (HBs-aHTureH,
NOBEPXHOCTHbLIA aHTUreH Bupyca renaTtura B,

83.87 «aBCTPaNIMUCKUN» aHTUTEH), KONMMYECTBEHHbIN TECT 1520
83.88 88 PeHobapouTan (JllomuHan) 3020
83.89 89 ®eHuTonH (OndeHnH, AunaHTuH) 1390
83.90 90 BanbnpoeBas kucnota ([enakuH,KoHBynekc) 1070
83.91 91 Kap6amasenuH (PuHnencuH, TerpeTon) 3020
83.92 92 Anbda-deTonpoTenH 440
83.93 93 Npynna kpoBu 300
83.94 94 Pe3yc-npuHagnexHocTb (pe3yc-cakTop) 300
83.95 95 AnbOGyMMH, CyTOYHaA Moya 430
96 NMpoba Pebepra (KnupeHc aHAOreHHOro KpeaTuHUHa,
83.96 CKOpPOCTb KIybo4koBon chunsrpaumm) 260
83.97 97 O6wun 6enok, cyToyHas Mo4a 250
83.99 99 ComaToTpPONHbINA FOPMOH 600
83.100 100 AApeHOKOPTUKOTPOMNHbIM ropMoH (AKTI, kKopTukoTponuH) 780
83.101 101 JernapoannaHapocTepoH-cynbdar 440
102 NMapaTupeounaHbin ropmoH (MapaTropMoH, napaTUpuH,
83.102 nTr) 850
103 MNCA o6wun (MpoctaTtnyeckmm cneuncpuveckun aHTUreH
83.103 obwumn) 500
83.104 104 NCA cBo60aHbIN 500
83.105 105 AHTuTena knacca IgA k Chlamydia trachomatis 680
83.106 106 AHTuTena knacca IgG k Chlamydia trachomatis 590
108 AMunasa B Mmo4ye CyTOYHON UMM NOPLIMOHHOM 3a
83.108 namepeHHoe Bpems (Anbca-amunasa, guacrasa Mouu) 330
83.109 109 Nmioko3a, cyTo4yHasi Mo4a 250
83.110 110 KpeaTuUHUH, cyTOYHaA Mo4a 250
83.11 111 MoyeBuHa, cyTO4YHas Mo4a 250
83.112 112 Mo4eBas KMCnoTa, CyTo4yHaa Mo4a 250
83.113 113 Kanbuun (Ca), cyTouHasa moya 270
IunpekTtop 000 "Mepek"
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83.114 114 Kanun (K), Hatpuin (Na), cyTouHasa moua 300

83.115 115 ®Pocdop (P), cyTouHasa moya 270
116 AHanu3 mouu o6wmmn (AHanuM3 Mo4m oéLmn ¢

83.116 MUKpPOCKONMUen ocaaka) 270

83.117 117 ButamuH B12 (unaHokob6anamuH, kobanammH) 820

83.118 118 PonueBasa kucnora 750
119 llenkouuTtapHasn ¢opmyna (andcdepeHUMpoBaHHbIN
noacyeT NeNKOLMTOB, NeMKOLMTOrpaMmmMa) ¢ MUKpOCKoNnuen

83.119 Ma3Ka KpoBU MpU Hann4yMm naToriorm4yecKkux caBuros 220
122 AHTuTena knacca lgG k Bupycy npoctoro repneca lunll

83.122 TMNOB 530
123 AHTuTena knacca IgM k Bupycy npoctoro repneca l u Il

83.123 TMNOB 550
125 AHTUAaepHbIe aHTuTena (AflA, aHTUHYKNeapHble

83.125 aHTuTena) 1430

83.126 126 AHTuTena knacca lgG k aBycnupansHon (HatusHoun) OHK 1 040

83.133 133 AHTuTena knacca lgG k Helicobacter pylori 610

83.134 134 CBoGOAHbIN 3CcTpUON 550

83.137 137/138 AHTuTena knaccoB IgM u IgG k dochonunugam 1410

83.139 139 COJ (ckopocTb oceAaHUA IPUTPOLUTOB) 170
140 AnnoMMMYyHHbIe aHTUTeNa BKIIlOYasa aHTUTena K

83.140 Rh-aHTUreny 830
141 PakoB0-3MOpUuoOHanbHbIN aHTUreH (PIA,

83.141 KapLMHO3IMOPUOHaNbHbIA aHTUTEH) 640

83.142 142 Ca 15-3 710

83.143 143 Ca 125 (YrneBoaHbIN aHTUreH 125) 640

83.144 144 Ca 19-9 750

83.146 146 OcteokanbumH (KoctHbin Gla 6enok) 820

83.147 147 Oe3okcunupunauHonuH (OMNUAO) B moue 1 500

83.148 148 C-Mentng 510

83.149 149 MoObynuH, cBA3bLIBaOLWMN NosnoBble ropmMoHbl (FCII) 460

83.150 150 PeTukynouuTbl 370
151 KatexonamuHbl (agpeHanuH, HopagpeHanuH, nocgamMmuH)

83.151 B Mou4e 2730
152 KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, podamuH)

83.152 B Mou4e 2490

83.153 153 NloMouucTenH 1580

83.154 154 17-OH nporecTtepoH 600
155 O6Lasn xxene3ocBA3bIBalOLLasA CMNOCOOHOCTb CLIBOPOTKU

83.155 (OXCC) 190

83.156 156 17-ketoctepoupsbl (17-KC) B moue 2 340

83.157 157 TponoHuH-I 1240

83.158 158 Konporpamma 500
161 61

83.161 AccouunpoBaHHbIN ¢ 6epPeMeHHOCTLI0 NPOTEUH-A NNasMbl 740

83.162 162 AnacTasa 1 (31), naHKpeaTMUyeckas anacTasa 1 2 890

83.164 164 D-Aumep 1230
165N Kanbunin noHnsmnpoBaHHbin (Ca2+, cBo60AHbLIN

83.165 KanbLuwn) 460

83.166 166 Ca 72-4 1070

IunpekTtop 000 "Mepek"
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167 LintTokepatuHoBbin ¢pparmeHT (Cyfra 21-1, hparmeHT

83.167 umMTOoKepaTmHa 19) 1070
83.168 168 OurnpporecTocTepoH 1 360
83.169 169 CBOGOAHLIN TECTOCTEPOH 990
83.170 170 AHApOCTEHANON MMIOKYpPOHUA 1330
83.171 171 KanbuuTOHUH 1040
83.172 172 UHcynuH 640
83.173 173 NpounHcynuH 960
83.174 174 ComaTtomeaunH-C 1180
83.175 175 INlenTnH 970
83.176 176 AHTuTena knacca IgM k Helicobacter pylori 810
83.177 177 AuTuTtena knacca IgA k Helicobacter pylori 810
83.178 178 CBOGOAHBLIN KOPTU30S, CYyTOYHasA Moua 860
83.179 179 AnTuTena knacca IgM k Mycoplasma hominis 610
83.180 180 AHTuTena knacca IlgG k Mycoplasma hominis 750
83.181 181 AHTuTena knacca IgM k Mycoplasma pneumoniae 590
83.182 182 AHTuTena knacca lgG k Mycoplasma pneumoniae 590
83.183 183 AHTuTena knacca IgA k Chlamydia pneumoniae 720
83.184 184 AHTuTena knacca IgM k Chlamydia pneumoniae 700
83.185 185 AHTtuTena knacca lgG k Chlamydia pneumoniae 700
186 AHTuTena knacca IgM kK kKancMagHOMY aHTUreHy Bupyca
83.186 AnwTenHa-bapp 610
187 AHTuTena knacca IgG k spepHOoMy aHTUreHy Bupyca
83.187 AnuwrenHa-bapp 680
83.188 188 AHTuTena knacca IgM k Chlamydia trachomatis 620
83.189 189 CBo6GoaHbINM B-XIMY 740
83.190 190 Bon4yaHO4YHbIN aHTUKOArynsHT 1040
83.193 193 KoMnoHeHTbI cucTemMbl kKomnnemeHta C3, C4 840
83.194 194 TpombGuHOBOE BpeMA 260
83.195 195 AHOpocTeHaUOH 1240

196 TupokcuHcBA3bIBaKOLWas CNOoCOOHOCTL (NormnoLeHne
TUPEOUAHbIX TOPMOHOB: UHAEKC CBA3bIBaHUS TUPOKCUHA:
83.196 MHAEKC CBOOOAHOro TUPOKCUHA) 670

83.197 197 TupeornobynuH (TIN) 740

198 AHTUTENna K MMKpocomarnbHoun pakumm TupeouuntoB (AT
K MMKpOCOMaribHOMy aHTUreHy tupeouutoB, AT-MATI, AMAT,

83.198 TUpeouaHble aHTUMUKPOCOMAarbHbIe aHTUTena) 650
199 AHTuTena Kk peuentopam TTI (AT K peuenTopam

83.199 TUPEOTPONHOro ropMoHa B CbIBOPOTKe KpoBu, AT-pTTIN) 1770

83.200 200 AHTuTtena knacca IlgG K MHCynuHy 740
201 AntuTena knacca lgG k 6eta-kneTkam nopxenyno4yHomn

83.201 xenesbl 1760
202 AHTuTtena knacca IgG k rnyramataekapbokcunase

83.202 (aHTK-GAD) 2020
203 C-koHueBble TenonenTuabl KonnareHa | Tuna

83.203 (6eta-CrossLaps, C-tepmuHanbHbIv Tenonentug, CT) 1040

83.204 204 N-TtepMUHanNbHbIN NponenTua NnpokonnareHa 1 oowumn 1650

83.205 205 AnbaocTepoH 640

83.206 206 PeHuH (PeHnH nna3mbl KpOBU, NpsAMOe onpeaeneHue) 960

IunpekTtop 000 "Mepek"
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207 NnaueHTapHbIN NakToreH (XopMoHn4yeckum
83.207 COMaTOMaMMOTPONMWH) 810
83.208 208 B2-MuKpornoobynuH 1 000
83.209 209 HenpoH-cneuucmnyeckas eHonasa 1510
83.210 210 UHTepnenkuH 1 B (IL-1B) 2430
83.211 211 UntepnenkuH 6 (IL — 6) 2430
83.212 212 UHTepnenkuH 8 (IL — 8) 2430
83.213 213 UnTtepnenkuH 10 (IL — 10) 2430
83.214 214 dakTop Hekpo3sa onyxonu-a (PHO-a) 2430
83.215 215 Nakrat 690
83.216 216 MacTpuH 800
218 XonecTtepuH JINMOHI (XonectepMH nMnonpoTenHoB
83.218 o4YeHb HU3Kon nnotHoctu, JIMOHM) 480
83.219 219 AnonunonpoTteuH A1 (AnonpoteuH A1, ano A1) 650
83.220 220 AnonunonpoteuH B (AnonpoTteuH B, ano B) 480
83.221 221 AHtnTtena knacca IgM k Treponema pallidum 900
83.222 222 3puUTpONO3TUH 1200
83.223 223 AHTTena aHTUcNepMalbHble B CbIBOPOTKE KPOBU 1210
83.224 224 AHTTena aHTUCNepMalibHbIe B cnepme 1680
83.227 227 AHtnTena knacca IgM k Bupycy renaturta E 900
83.228 228 Antutena knacca lgG k Bupycy renatuta E 900
83.229 229 AHtutena knacca IgG Kk aHTUreHaMm 3XUHOKOKKa 1020
83.230 230 AnTuTena knacca lgG k aHTUreHam onucrtopxuca 620
83.232 232 AHtnTtena knacca IgG k aHTMreHam TOKcokap 580
83.233 233 AntuTena knacca lgG kK aHTUreHam TpUXUHenn 600
234 AHtutena knaccoB IgA, IgM u IgG Kk aHTUreHam naménum,
83.234 CYMMapHO 690
235 Antutena knacca lgG k Entamoeba histolytica
83.235 (anti-Entamoeba histolytica IgG) 760
236 CopepxaHue yrneBoaoB B Kane (peayuuvpytowme
83.236 BellecTBa B Kane) 680
83.237 237 AntuTena knacca lgG k aHTUreHam ackapupg 690
83.238 238 AHTuTtena knacca IgA k aHTureHam Yersinia Enterocolitica 610
83.239 239 Antutena knacca lgG k aHTureHam Yersinia Enterocolitica 610
83.240 240 UccnepoBaHue Kana Ha CKpbITYH KPOBb 370
83.241 241 Antutena knacca lgG k AaeHoBupycy 820
83.242 242 AHtnTtena knacca IgA k AaeHoBupycy 820
243N AHtuTtena knacca lgG k Borrelia burgdorferi (6onesHb
83.243 Nanma) 720
244 AHtutena knacca IgM k Borrelia burgdorferi (bonesHb
83.244 Nanma) 650
83.245 245 AnTtutena knacca lgG k Bordetella pertusis 920
83.246 246 AHTuTtena knacca IgM k Bordetella pertusis 920
83.247 247 AnTtnTena knacca IgA k Bordetella pertusis 920
248 AHTuTtena knacca IgG k pecnupaTtopHO-CUHLUTUANbHOMY
83.248 BUpYyCY 810
249 AnTtutena knacca IgM Kk pecnMpaTopHO-CUHLUTUANLHOMY
83.249 BUpYyCY 810
83.251 251 AHTuTena knacca IgM k Bupycy kopwm 675
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252 AHTuTena knacca lgG kK Bupycy annaemMmyeckoro
83.252 napotuta 810
253 AHTuTena knacca IgM kK Bupycy anmgemmyeckoro
83.253 naporturta 810
83.254 254 Antutena knacca lgG k kaHanaa 860
255 AHTTena knacca IgG k paHHeMy aHTUreHy Bupyca
83.255 AnwTenHa-bapp 670
256 AHTuTena knacca lgG k Bupycy BeTpsiHOM ocnbl U
83.256 onosicbiBaroLlero nuiias 810
257 AHTTena knacca IgM kK Bupycy BeTpsiHOM ocCnbl U
83.257 onosicbiBaloLiero nuwias 900
258 AHTtuTtena knacca lgG k Helicobacter pylori, BbisBnsiemblie
83.258 MeTOAOM UMMYHOONOTTUHIa 3370
259 AHTuTtena knacca IgA k Helicobacter pylori, BbisiBnsiemble
83.259 MeTOoAO0M MMMYHOONOTTUHIra 3370
83.261 261 AntuTena knacca lgG k Trichomonas vaginalis 610
83.262 262 UccnepoBaHue Kana Ha TpaHcdeppuH U remornoouH 830
83.264 264 AnTutena knacca lgG k Ureaplasma urealyticum 750
83.265 265 AHTuTena knacca IgA k Ureaplasma urealyticum 750
83.267 267 AntuTena knacca lgG k Bupycy kneweBoro aHuedanuta 710
83.268 268 AHTuTena knacca IgM kK Bupycy knewieBoro aHuecanura 710
270 AHTuTena knacca lgG kK aeammaMpoBaHHbIM NenTuaam
83.270 rmMaguvHa 820
271 AHtTnTtena knacca IgA kK geamMmmaMpoBaHHbLIM NenTuaam
83.271 rmMaguHa 820
83.272 272 UccnepoBaHue Mo4u no metoay no HeunnopeHko 270
83.273 273 AHtutena k Salmonella typhi, PIMrA 620
83.274 274 UnknocnopuH 1100
275 AHTTena knacca IgG kK KancMgHOMy aHTUreHy Bupyca
83.275 AnwTenHa-bapp 860
83.276 276 AnTutena knacca lgG k repnecBupycy YenoBeka tuna Vi 690
83.277 277 AHtTnTena knacca IgG k repnecBupycy 4yenoBeka tuna Vil 810
83.280 280 PINrA c Shigella flexneri 1-5 500
83.281 281 PINIA c Shigella flexneri 6 500
83.282 282 PIrA c Shigella sonnei 500
283 PINIA ¢ cbINHOTU(PO3HLIM ANArHOCTUKYMOM PUKKEeTCUM
83.283 MpoBaueka 500
83.284 284 PINIA c Yersinia Enterocolitica cepotuna O3 500
83.285 285 PINIA c Yersinia Enterocolitica ceporuna 0:9 500
83.286 286 PIIA c Yersinia pseudotuberculosis 500
83.287 287 PIIrA c Salmonella O-komnnekc 500
83.288 288 PINIrA c Salmonella gr. A 500
83.289 289 PINIA c Salmonella gr. B 500
83.290 290 PINrA c Salmonella gr. C 500
83.292 292 PIIA c Salmonellagr. D 500
83.293 293 AnTtutena k Salmonella gr.E, PIMr'A 500
83.294 294 lNencuHoreH 1 640
83.295 295 NencuHoreH 2 640
297 AHTTena K Bo3byauTento aHnsakuaosa (Hemarogam
83.297 poaa Anisakis), Ig G 970
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83.299 299 Anti-Clonorchis sinensis Ig G 1290

301BMNT Xnamupguna (Chlamydia trachomatis), onpepenexne

83.301 JHK B BbInoTe 320
302MOY4 Mukonna3ma (Mycoplasma hominis), onpegeneHnue

83.302 OHK B moye 320
303MOM Ypeannasma (Ureaplasma urealyticum, 6uoBap

83.303 T-960), onpegenenne OHK B moye 320

83.305 305MOM4 NapgHepenna, onpegeneHune AHK B moue 320
306I'M3 NoHokokk, onpeneneHue AIHK B cockobe

83.306 anuTenuanbHbIX KNETOK KOHbIOHKTUBbI 300

83.307 307MO4 TpuxomoHapa, onpepenenme [1HK B moue 300
308MOY Mukonnasma (Mycoplasma genitalium),

83.308 onpeaenexHue AHK B Moue 320
309BIT lNepneceupyc | u Il TunoB, onpeaeneHne JHK B

83.309 BbiNnoTe 320

83.310 310BMT UutomeranoBupyc, onpeageneHme [JHK B BbinoTte 320

311c-npk BINY BbICOKOro OHKOreHHOro pucka, CKpUHuUHr 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeanenenune OHK B cockobe anuTenunanbHbIX KNETOK
83.311 CNN3NCTON NPSAMON KULLKU 900

312C-YPO Bupyc nanunnombl YenoBeKa BbICOKOro
OHKOreHHoro pucka, onpegenenme [JHK 16 u 18 tunos + KBM
83.312 B COCKOGEe anuTennanbHbIX KNeTOK YPOreHUTanbHOro Tpakra 470

313C-YPO BIM4 BbICOKOro OHKOreHHOro pucka,
reHotunupoBaHue [1HK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX
83.313 KINEeTOK YpOreHUTasribHoro Tpakra 1610

OBC318 BbisiBneHue Bosdyautenen UMMM (ycnoBHbIe
natoreHsbl, aakynaT, NMLUP, nkon.): Ureaplasma urealyticum,

83.318 Ureaplasma parvum, Mycoplasma homi 1040
319CB Bupyc renatuta B, onpeagenenue AJHK B cbiBOpoTke

83.319 KpOBM, Ka4eCTBEHHOEe 700
320CB Bupyc renatuTta B, onpepeneHue AJHK B cbiBOpoTKe

83.320 KPOBW, KONNYECTBEHHOEe 3580
321CB Bupyc renatuta C, onpegeneHue PHK B cbiBopoTke

83.321 KpOBM (KayecTBEHHOE) 900
3241111 Bupyc renatuta C, onpegenenHue PHK B nnaswme,

83.324 reHOoTUNMpoBaHue ¢ cybTunamm 1040
325CB Bupyc renatuta D, onpeaenenue PHK B cbiBopoTke

83.325 KpoBU 740
326CB Bupyc renatuta G, onpeageneHue PHK B cbiBopoTKe

83.326 KpOBM 740
328CB Bupyc renatuta A, onpegeneHue PHK B cbiBopoTke

83.328 KpOBU 560

83.335 335BIT Tokconna3sm, onpeaeneHuve AHK B BbinoTe 400
338CB Bupyc kpacHyxu, onpepeneHue [1HK B cbiBopoTke

83.338 KpoBU 750
341BINT Mukob6akTepumn Ty6epkynesa, onpeaeneHve IHK B

83.341 BbInoTe 400
342MO\ Ypeannasma (Ureaplasma parvum), onpeaeneHue

83.342 OHK B moye 320
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343MO\ Ypeannasma (Ureaplasma urealyticum + Ureaplasma

83.343 parvum), onpeaenexHuve JHK B moye 320

83.344 344BNT Kanpupa, onpeaenenne [JHK B BbinoTe 320
345YPO Nakrobakrepun, onpegeneHue [JHK B cockobe

83.345 anuTenuanbHbIX KNeTOoK yporeHUTanbHoro Tpakra 300
346I'M3 bnegHas TpenoHema, onpegeneHne JHK B cockobe

83.346 anuTenuanbHbIX KNETOK KOHbIOHKTUBbI 390
347MK Mukonna3ma (Mycoplasma pneum.), onpeaeneHue

83.347 OHK B mokpoTe 820

83.348 348MK CtpenTokokk, onpeaeneHve AIHK B mokpote 930
349MK Xnamugusa (Chlamydia pneumoniae), onpeaeneHve

83.349 OHK B mokpoTe 1100
350CB Bupyc renatuta C, onpegeneHue PHK B cbiBopoTKke

83.350 KpoBu metogom [LP, konnyecTtBeHHOE 3640

83.351 351BNT Bupyc dnwrenHa-bapp, onpegenerme AHK B BbinoTe 400

83.352 352BMMT NepnecBupyc VI Tuna, onpeaenenne A HK B BbInoTe 320
362 Bupyc renatuta B, onpeaeneHue HK (konuyectBeHHOe,

83.362 peareHTbl F. Hoffmann-La Roche) 710

83.370 370 OHK Cryptococcus neoformans 1090
372 UccnepoBaHue 6MoLeHO3a ypOreHUTanbHOro Tpakra.

83.372 Pemodnop 16. 3800

374C-YPO Bupyc nanunnomsbl yenoBeka, onpegenenue AHK 4
TUnos.: 6, 11, 16, 18 + KBM B cocko6e anuTenmManbHbIX KNEeTOK
83.374 yporeHUTanbLHOro Tpakra 690

377C-YPO OuddepeHumpoBaHHoe onpeaeneHne [HK BINY,
14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59, 66, 68 +
KBM B cocko6e anutenuanbHbIX KIeTOK YPOreHUuTanbLHoro

83.377 TpakTa 1 560
380 CKpUHUHI MUKPOKNOpbI YPOreHMTanbHOro TpakTa.

83.380 Pemodnop CKpuH. 3310
383HCK BbisiBneHue Bo3dyautenen UMMM (7+KBM) cocko6

83.383 anuTenuanbHbIX KNeTOoK yporeHUuTanbHoro Tpakra 1680
386 UccnepgoBaHMe GuoLIEHO3a YPOreHUTanbHOro TpakTa.

83.386 Pemodnop 8. 2 640

391C-YPO Bupyc nanunnombl YenoBeka, onpegenexHve AHK
21 Tuna + KBM B cocko6e anutenuanbHbIX KNeToK

83.391 ypOreHuTanbLHoOro Tpakra 3110
396YPO Bbaktepounabl, onpeaeneHue [JHK B cockobe

83.396 anuTenuanbHbIX KNeTOoK yporeHUTanbHoro Tpakra 300
397YPO Mo6unyHkyc, onpeaeneHue [1HK B cockobe

83.397 anuTenuanbHbIX KNETOK YPOreHUTanbHOro Tpakra 300
399C-YPO BIMY Hu3koro oHkoreHHoro pucka (6, 11, 44) + KBM

83.399 B COCKOOEe anuTenuanbHbIX KIeTOK YPOreHUTanbLHOro Tpakra 470

83.401 401 Kanbuun Mouun, Ka4yeCTBeHHbIN TecT (Npoba CynkoBu4a) 220
402 KamnunobakTep, AuapenHbin CUHAPOM,BbISIBNIEHUE

83.402 aHTUreHa B Kane, UMMyHoxpomaTorpacus 1360

83.403 403 lNoHopesn, BbIABNEeHWe aHTUreHa, MUMMyHoxpomartorpacdusa 1120
405 INernoHenna, BbifiBNIeHNEe aHTUreHa B Moue,

83.405 MMMYyHoOXpomaTorpacus 1890
407 Xnamuauu, BbiiBNieHMe aHTUreHa B Ma3Kkax

83.407 ypOreHuTanbLHoro Tpakta, MMMyHoxpomaTtorpacus 1020
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408 NMHeBMOKOKK, BbISIBJIEHUE aHTUreHa B Moue,

83.408 MMMYyHoOXpomaTorpacus 1890
409 dHTepoBMUpYC, BbIABNEHUE aHTUreHa B Kane,

83.409 MMMyHoOXpomaTorpacus 1430
440 NoceB Ha MMKoNNa3mbl, onpeaeneHue

83.440 YYBCTBUTESIbHOCTU K aHTUMUKPOOHbLIM npenaparam 3140
441-A MNMoceB Mo4yn Ha MuKpodnopy, onpegeneHue

83.441 YYBCTBUTENBbHOCTU K aHTUMMKPOOHbLIM NnpenapaTtam 740

442 MNoceB Ha ApoxxenoaobHble rpubbl poaa KaHAuAa
(Candida, kaHanao3) n onpepeneHne YyBCTBUTENbHOCTU K

83.442 AHTUMMKOTUYECKUM Npenaparam 1120
444 lNoces. Ha ypeanna3mbl (Ureaplasma spp.), onpeaeneHue

83.444 YYBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM npenaparam 3140
445 Mukpockonun4yeckoe (baktepunockonu4yeckoe)

83.445 uccrnenoBaHMe OKpaleHHOro maska no Npamy 350

83.446 446-A Moces Ha cdnopy ABY (YI'T) 1150

447HCK UccnepoBaHMe Ha 6MoOLIeHO3 Bnaranuiua,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenaparam (C MMKpOCKONMEN npenaparta, OKpaweHHOoro no
83.447 Mpamy) 1920

449 Noces Ha roHokokk (Neisseria gonorrhoeae, roHopes),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
83.449 npenaparam 650

454-A lNMoceB Ha 6eTa-reMoNIMTUYECKMIA CTPENTOKOKK rpynnbl
B, onpepeneHne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbLIM
83.454 npenaparam 1090

83.455 455 Inc6akTepmnos KuwevyHukKa (MmoamummpoBaHHbIN METOA) 1700

459-A MNMoceB Ha 3onoTucTbin cTachmunokokk (Staphylococcus
aureus), onpegeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM

83.459 npenaparam 1040
460 Noces kana Ha nepcuHuum (Yersinia enterocolitica) n

83.460 YyBCTBUTENBHOCTb K aHTUOUOTUKaM 1470
463 PoraBupyc (Rotavirus), avapenHbin CUHAPOM,

83.463 aHTUreHHbIN Tec 670

465-A lNMoceB oTaensiemMoro rnas Ha mukpocdnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
83.465 npenaparam 740

467-A MNMoceB oTAensieMoro BepxXHux AbixaTenbHbIX NyTen Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbLHOCTU K
83.467 AaHTMMUKPOOHLIM Npenaparam 1280

468-A lNMoceB Ha 30NM10TUCTbIN CTaPUITOKOKK
(MeTULMNNNH-PE3NCTEHTHbLIN 30NMOTUCTbIN CTaUITOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHuve

83.468 YYBCTBUTENBLHOCTU K aHTUMMKPOOHbLIM NnpenapaTam 740

83.469 469 MNMoceB Ha audcdTepuro 880
470 NoceB oTaensaemMoro poTorfioTku Ha bopaeTennbl

83.470 (Bordetella pertussis/parapertussis, kokntow/napakokntoiu) 1230
471 NMoceB Ha MEHUHIOKOKK U onpeaerneHue

83.471 YyBCTBUTENIBHOCTU K aHTUOUOTUKaM 760

473-A lNMoceB otaensemMoro ywen Ha
Mukpodnopy,onpeaeneHme 4YyBCTBUTENbHOCTU K
83.473 AaHTUMUKPOOHbLIM NpenapaTam 810
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474-A MNMoceB paHeBOro oTaensieMoro U TkaHem Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbLHOCTU K

83.474 AaHTMMUKPOOHLIM Npenaparam 810

83.480 480 NoceB Ha nonuMpe3nCTeHTHbIe 6akTepun (CKPUHUHT) 4710
481 ApeHoBupyc (Adenovirus), anapenHbIn CUHAPOM,

83.481 aHTUreHHbIN TeCcT 1000
482 Kpuntocnopuaum napsym (Cryptosporidium parvum),

83.482 ANapenHbIA CUHAPOM, aHTUTeHHbIN TecT 1 000
483 Namobnun (Giardia liamblia), anapenHbIn cuHapoOMm,

83.483 aHTUreHHbIN TecT 1200
484 XenukobakTtep nunopwu (Helicobacter pylori),aHTureHHbIN

83.484 TecT 1100

485 UccnepoBsaHue Ha kuweyHyto nano4ky (Escherichia coli
0157:H7, 3awepnxmno3s), aMapenHbI CUHAPOM, aHTUIE€HHbIN

83.485 TecT 1 000

83.491 491 AHanus3 MuKkpo6uoTtbl no OcunoBy 5240

83.496 496 HopoBupyc (Norovirus) reHorp. | u Il B kane 2010

83.496 496NOR Kan Ha HopoBUpYCblI 2010
500 LluTonorn4yeckoe nccrnegoBaHue marepuana,

83.500 MONy4YeHHOro Npu XMpypruyeckmx BMmellaTenbcTBax 700
502 UccnepgoBaHMe COCKOOOB M OTNEYaATKOB C MOBEPXHOCTHU

83.502 KOXXW M CIIU3UCTbIX 580
503 UccnepoBaHue COCKOGOB U OTNEYATKOB ONyXxorneun u

83.503 onyxonenoaobHbIX 3aboneBaHUn 760

83.504 5043H[ UccnegoBaHue 3HAOCKONUYECKOro MaTepuana 760
505 UccnepgoBaHMe COCKODOOB LUENKU MATKU U LiepBUKanbHOro

83.505 KaHana 750

83.506 506ACI1 UccnegoBaHue acnupaToB U3 NOSIOCTU MaTKN 700
507T3C UccneposaHue TpaHcCyaaToOB, 3KCCYyAaToOB,

83.507 CEKpeToB, 3KCKPEeToB 700

83.508 508 UccnepgoBaHue MOKpPOTbLI 1000

83.509 509MXXE UccnepoBaHMe NYHKTaTOB MOJIOYHOW Xene3bl 760

83.510 510 UccnepgoBaHMe NYHKTATOB APYrnx OpraHoB U TKaHewn 1 300

511 NcTonornyeckoe uccriegoBaHue 6MONCUMNHOro
MaTtepuana 1 Matepuana, nosly4eHHOro nNpu XMpypruvyecknx

83.511 BMellaTenbCcTBax 1940
512 UuTtonornyeckoe uccnenosaHme cockoba (Ma3ska) co

83.512 CNU3NCTON 060NOYKMN NOSNOCTU HOCa (oAHA NoKanu3auus) 900
514 UccnepgoBaHMe 3HAOCKOMNMYECKOro matepuana Ha

83.514 Hanuuune Helicobacter pylori 900
516 N'mcTtoxnmmnyeckoe nccneposaHue: - Helicobacter pylori: -

83.516 cnusb 2210
517 LinTonornyeckoe uccnegoBaHme buomarepmana Lemku

83.517 maTkm (oKpawmBaHue no NManaHukonay, Pap-tecr) 1 300

518 XunpgkocTtHasa umtonorusa. Llutonornyeckoe
uccrnenoBaHue buomarepuana Wernku MaTkm (OKpawmBaHue
83.518 no lNManaHukonay) 1630

519 LinTonornyeckoe uccnenoBaHue buomarepumana
pas3nun4HbIX NoKanusauun, KpomMme LeNnKu MaTku
83.519 (okpawmBaHue no NManaHukonay, Pap-tecT) 1 300
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524 lacTpurt, accouumnpoBaHHbIi ¢ Helicobacter pylori

83.524 (rucTonornyeckum npocpuns) 4190
525 PeuenTopbl K 3CTPOreHam 1 NporecTepoHy
83.525 (MMMyHOrMCcTOXMMUYECKOE uccregoBaHue) 8 260

532UIX Pak npeacraTenbHOM Xene3bl — KOMMJIEKCHOe
MMMYHOIMMCTOXMMUYECKOEe UccriefqoBaHue ¢ OLeHKOMN
83.532 aKkcnpeccuun 14 950

533UIX Pak npeacraTenbHOM Xene3bl — KOMMJIEKCHOe
MMMYHOIMMCTOXMMUYECKOe UccriefqoBaHue ¢ OLeHKOM
83.533 aKkcnpeccuun 14 950

83.534 534 Bone3Hn KoOXu 2 660

535 OudcpepeHumnanbHas aMarHocTuKa MeflaHOMbl,
mMmmyHoructoxummyeckoe (UINX) uccneposatHune, oueHka
83.535 akcnpeccun S-100, Melan A (MART-1), HMB- 23710

536 OudcddepeHumanbHaa gMarHoCTUKa MernaHoMbl,
mMmmyHoructoxummuyeckoe (UIMX) uccneposatHune, oueHka

83.536 akcnpeccun S-100, Melan A (MART-1), HMB- 23710
83.537 537 UmmyHorncroxmummyeckoe nccnegoBaHme 1 mapkep 2010
83.555 555 FISH SS18(SYT) 26 240
83.558 558 FISH EWSR1 23 090
83.584 584 FISH ALK 15740
83.585 585 FISH ROS1 15740
83.586 586 UTX LUIHC 47 300
83.587 587 IHC ALK 11 540
83.588 588 IHC ROS1 11 540
83.589 589 IHC MSI 20990
83.590 590 FISH NTRK1, 2, 3 31490

600 GP1 NaHenb annepreHoB TpaBbl: €Xa coopHasn,
OBCSsIHHMLIA NyroBasi, pOXXb MHOroneTHsAA, TMuMmodeeBKa,
83.600 MATNUK nyrosowu IgE 1360

601 GP3 lNaHenb annepreHoB TpaBbl: KONOCOK AYLWNCTbIMN,
POXb MHOroneTHss, TMUMoceeBKa, POXb KyNbTUBUPOBaHHas,
83.601 OyxapHuK wepcTuctbin IgE 1 360

602 MP1 NaHenb annepreHoB nneceHu: Penicillum notatum,
Aspergillus fumigatus, Alternaria tenuis, Cladosporium

83.602 herbarum, Candida albicans (MP1: Mold Pa 1 360
603 TP9 lNMaHenb annepreHoB AepeBbEB: ONnbXa, JieluHa
83.603 0ObLIKHOBEHHas, uBa, bepesa, ayo IgE 1 360

604 WP1 NaHenb annepreHOB COPHOM TpaBbl: aMbpo3us
00ObIKHOBEHHas, NonbiHb OObIKHOBEeHHas, Mapb Genas,

83.604 NoAOPOXHUK, 30NbHUK, confaHKa IgE 1 360
83.605 605 E1 Kowka anutenun IgE 690
83.606 606 E2 Cob6aka anutenuu IgE 580
83.607 607 F1 AnyHbIn Genok IgE 580
83.608 608 F2 KopoBbe monoko IgE 580
83.609 609 F3 Tpecka IgE 580
83.610 610 F4 NMweHny4yHaa myka IgE 580
83.611 611 F13 Apaxuc IgE 580
83.612 612 F14 CoeBble 606bI1 IgE 580
83.613 613 F17 ®yHayk IgE 580
83.614 614 F23 Kpabhl IgE 580
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83.615 615 F24 KpeseTku IgE 580
83.616 616 F25 Tomatnbl IgE 580
83.617 617 F31 MopkoBb IgE 580
83.618 618 F75 An4yHbIn xenTtok IgE 580
83.619 619 F85 Cenbpepen IgE 580
83.620 620 TapakaH-npycak IgE 580
83.621 621 D1 Knew Dermatophagoides pteronyssinus IgE 580
83.622 622 D2 Knew, Dermatophagoides farinae IgE 580
83.623 623 M1 lNneceHb Penicillinum notatum IgE 580
83.624 624 M2 lNneceHb Cladosporium herbarum IgE 580
83.625 625 M3 NneceHb Aspergillus fumigatus IgE 580
83.626 626 M5 lNneceHb Candida albicans IgE 580
83.627 627 M6 lNneceHb Alternaria tenuis IgE 580
83.628 628 K82 JlaTekc IgE 580
83.631 631 JomawHnaa nbinb/ H1-Greer 580
83.632 632 F45 MNMekapckue apoxkum IgE 580
83.633 633 F105 Wokonap IgE 580
83.634 634 F44 Kny6Huka IgE 580
83.635 635 F208 JlumoH IgE 580
83.636 636 F209 NpenndpyT IgE 580
637 FP15 MNMaHenb nuweBbIX annepreHoB: AnenbcuH, 6aHaH,
83.637 fA6noko, nepcuk IgE 1430
638 FP50 lNMaHenb nuweBbIX annepreHoB: Kueu, maHro,
83.638 6aHaH, aHaHac IgE 1430
639 FP73 MNMaHenb nuweBbIx annepreHoB: CBUHUHA, KypuHOe
83.639 MSAiCO, roBsiAnHa, 6apaHuHa IgE 1430
83.640 640 T14 Tononb (nyx) IgE 580
83.641 641 F11 NpeuHeBas myka IgE 580
83.642 642 F216 KanycTta koyaHHas IgE 580
83.643 643 F225 TuikBa IgE 580
83.644 644 F26 CBuHuHa IgE 580
83.645 645 F27 N'oeaauHa IgE 580
83.646 646 F35 KapTodens IgE 580
83.647 647 F55 Mpoco IgE 580
83.648 648 F7 OBcsaiHaa myka IgE 580
83.649 649 F77 Beta-nakrornobynuH IgE 580
83.650 650 F78 KasewuH IgE 580
83.651 651 F83 KypuHoe msco IgE 580
83.652 652 F9 Puc IgE 580
83.653 653 F49 fA6noko IgE 580
83.654 654 F84 Kusu IgE 580
83.655 655 F403 MNueHble apoxoku IgE 580
83.656 656 G6 TumodpeeBka IgE 580
83.657 657 T3 bepesa IgE 580
83.658 658 W6 MonbiHb IgE 580
83.659 659 W5 lMNonbiHb ropbkas IgE 580
83.660 660 E6 Mopckas cBMHKa anutenuu IgE 580
83.661 661 E78 BonHucTtbin nonyran nepo IgE 580
83.662 662 E81 OBua anutenun IgE 580
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83.663 663 E85 Kypuua nepo IgE 580
83.664 664 D3 Dermatophagoides microceras IgE 580
83.665 665 NaHenb pa3Hble annepreHbl 9120
83.666 666 NMNaHenb pecnupaTopHbie annepreHbl 9 440
83.669 669 MNaHenb nNuweBbIe annepreHbl 11 210
83.670 670 NMaHenb neguaTpuyeckas 9 890
83.673 673 F88 bapaHuHa IgE 580
83.674 674 F95 Mepcuk IgE 580
83.675 675 F91 MaHro IgE 580
83.676 676 F92 banaH IgE 580
83.677 677 F210 AnaHac IgE 580
803 AHTUTena K aueTunxonuHoBomy peuenTtopy (AxP,
83.803 ONarHoCcTMKa MMacTteHum), cymMmapHo 6 040
804 AnTutena knaccos IgA, IgG, IgM k MuToxoHapUAM
83.804 (AHTUMUTOXOHApPUanbHbIe aHTUTena, AMA), cymmapHo 1760
805 AHTuTena knaccos IgA, IgG, IgM k napueTanbHbIM
83.805 KneTkam xenyaka (AMKX), cymmapHo 1750
806 AnTuTena knaccos IgA, IgG, IgM k rnagkon myckynartype,
83.806 CYyMMapHoO 1760
807 AHTuTena knacca IgG k 6aszanbHON MemMOpaHe Knyoo4koB
83.807 no4yek 1780
808 KpucTtannbl B Ma3ke CUHOBUANbHOM XXNAOKOCTU
83.808 (MoHoypaTa HaTpus, nupodocdaTa Kanbuus) 1790
83.809 809 AHtuTena knacca IgG k 6aszanbHON MeMOpaHe KOXMu 2 320
810 AnTuTena knacca IgA K 3HAOMU3UIO (AHTUIHAOMU3UNHBIE
83.810 aHTutena, ADMA) 1 540
812 AntuTtena knaccos IgG, IgA, IgM kK kneTkam cocyamcToro
83.812 aHportenuna (HUVEC), cymmapHo 1790
83.813 813 AnTutena knacca IlgG k necmocomam anunaepmuca 2500
83.814 814 Jlutun B cCbIBOPOTKE KPOBU 1220
815 AHTuTena knacca IlgG k cepae4yHon Mmyckynatype
83.815 (Mnokapay), aHTUMUOKapAnanbHble aHTUTena 1 560
83.817 817 AHnTtuTtena knacca lgG kK BHyTpeHHemy drakTopy Kactna 1960
819 AHTUTeNna K MUKpOCOMaM NeYeHU U NoYeK, CyMMapHoO
83.819 IgA+lgG+igM 1510
821 MNaHenb aHTUTEN K aHTUreHaM aHTUHeUTPOPUIIbHbIX
83.821 aHTuTen (naHenb aHTureHoB AHLIA) 3 580
822 AHTutena knaccos IgG, IgA, IgM k peuenTtopy
83.822 c¢docchonunasbl A2 (PLA2R), cymmapHo 3770
83.823 823 AntuTena knacca lgG Kk muenonepokcupase (aHTu-MPO) 1 300
825 AHTuTena knacca IgG Kk akcTparupyemMomy HyKrneapHoOMy
83.825 aHTUreHy 1300
826 MNaHenb aHTUHYKMeapHbIX aHTUTEN NPU CKNepoaepMum,
(pa3pgenbHoOe onucaHue aHTUTenN K aHTureHam Scl-70,
CENP-A, CENP-B, RP11, RP155, dmnépunnapuH, NOR90,
83.826 Th/To, PM-Sc100, PM-Scl75, Ku,PDGFR, Ro-52), ummyHo6not 4 990
827 AHTUHYKNneapHble aHTUTena (pasaensHo Sm, RNP/Sm,
SS-A (60 ka), SS-A (52 k[la), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1
83.827 aHTUreHy) MUMMyHOORNOT 4 050
83.836 836 UHrmbuTop C1-actepasbl 2570
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83.837 837 AHtutena knacca IlgG k C1q cpaktopy KOMnnemeHTta 1300

83.838 838 YrneBop-gednunTHLIN TpaHcheppuH 3230
839 YrneBoa-nepuUnTHLIN TPaHCEeppUH C
83.839 anektpodoperpammon (YOT) 3510
83.840 840 Llepynonna3muH 740
83.841 841 NanTorno6uH 740
83.842 842 N'emorno6uH/ranTorno6MHOBLIN KOMMNJIEKC B Karne 2610
844 AKTUBHOCTb aHIrMOTEeH3UH-NpeBpaLlaroLero pepmeHTa
83.844 (AMN®P) cbIBOPOTKM KPOBU 2800
83.855 855 AHTUTena Kk AndpTepMnHOMY aHaTOKCHUHY, IgG 1040
83.863 863 KobanbT B CbIBOPOTKE KPOBU 340
83.868 868 LInHK B CbLIBOPOTKE KPpOBU 340
83.869 869 CeneH B CbIBOPOTKE KPOBU 340
83.873 873 MonunbaeH B CLIBOPOTKE KPOBU 340
83.874 874 Kapmuin B cbIBOPOTKE KPOBU 340
83.876 876 AHTtuTena knacca IgG K CTONnGHAYHOMY aHAaTOKCUHY 1040
83.878 878 CBuHeL B BeHO3HOMN KPOBU 340
83.881 881 AnroMnHMIM B Mo4e 340
83.883 883 MbILbSsIK B CbIBOPOTKE KPOBU 340
83.888 888 Meab B CLIBOPOTKE KPOBU 340
83.889 889 Meab (Cu) B cyTOo4HOM MOYe 340
83.892 892 MapraHeu B CLIBOPOTKE KPOBU 340
83.893 893 Hukenb B CLIBOPOTKE KPOBU 340
83.894 894 Hukenb B Mo4e 340
83.895 895 CBuHeL B Mo4e 340
83.898 898 bapbuTtypaTbl B Mo4e 1390
83.902 902 KaHHabuHouAabl (MapuxyaHa) B Moye 1390

911 JlenkoumTtapHasa copmyna (audcepeHUnpoBaHHbIN
noacueT NENKOLUTOB) C 06si3aTEeNbHON «PYYHONY

83.911 MUKpPOCKONuen Mmaska KpoBu 270
83.912 912 Muenorpamma 5240
83.917 917 NamoTpuaXuH 3930
83.918 918 MeTaHedpuHbI (CyTOYHaA Mo4a) 2410
83.923 923 HeonTtepuH (HIM) B cbIBOpOTKE KPOBU 1790
83.925 925 Onuatbl (MOopchUH/reponH) B Mo4e 1390
83.928 928 25-OH BuTtamuH D o6wun 2270
83.931 931 ButamuH A B cbiBOpOTKe (peTuHon) 2 860
83.932 932 ButamuH E B cbiBopoTKe (anbca-Tokocpepon) 2 860
936 AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4,
83.936 CYMMapHO (amnarHoctuka Henpoontukommenurta, NMO) 3770
83.937 937 AHTuTena knacca IgG K ckeneTHbIM MbilwLam 1290
83.938 938 AHTuTtena knaccoB IgG u IgM k raHrnuosngam 6 040
83.939 939 Muosut-cneuncdunyHbie aHTuTena knacca lgG 4670
944 InarHocTUKa ayTOMMMYHHOIO nNaHKpeaTuTa u apyrux
83.944 lgG4-accoummnpoBaHHbIX 3ab6oneBaHUNn 1940
83.946 946 XpomorpaHuH A 6 260
83.948 948 D03MHOPUNBbHBLIA KATUOHHbLIN GENoK 1000

950 MeTabonuTbl KaTeXoNaMMHOB U CEPOTOHMUHA:
BaHMnNunNMmuHaaneBas kucnorta (BMK),romoBaHunmHoBas
83.950 kucnota (F'BK),5-okcunHponykcycHas kucnora (5-OUNYK) 2620
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953 AHTMHeNpoHanbHbIe aHTUTena knacca lgG (namMH-6noT:
Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2),
83.953 amcpuncpunsmnH) 6 040
954 AnTutena knaccos IgA, IgG, IgM k NMDA
83.954 (N-meTun-D-acnapTaT) rnytamaTtHOMYy peLenTopy, CyMMapHo 4610
83.955 955 AHTuTena knacca IgG k nporenmHase-3 (aHTU-PR-3) 1 300
956 AHnTuTena knacca lgG kK Hykneocomam (aHTUsiAepHbIe
83.956 aHTUTEna), CKPUHUHT 1300
965 AHTuTena knacca IgG k kepaTuHy (AHTUKepaTUHOBLIE
83.965 aHTutena, AKA, AHTudunarrpmHoBbie aHTutena, APA) 2 330
83.966 966/74 AHTuTtena IgG, IgM k chochaTnanncepumHy 1920
83.967 967 AHTuTena IgA, IgM, IgG Kk KapanoNUNUHy, CKPUHUHI 1310
83.968 968 AHTuTena IgA K KapaonuMNuHy 880
83.969 969 AHTutena IlgG Kk KapaMonMnNuHy 950
970 AHTuTena knacca lgG k uutonnasme HeuTpocunos
83.970 (AHUA) 2960
83.971 971 AHTTena knaccoB IgA u IgG K peTUKynuHy, CcymMmapHo 1 360
972 Antutena knaccos IgA un IgG k aHaomusuio
83.972 (aHTMaHAOMMU3UMHBbIEe aHTUTena, ADMA), cymmapHo 1 360
83.973 973 AHTuTena knacca k lgG TpombouuTam, HeNnpPAMOMn TecT 1510
978 CtumynsaumoHHas npoba - MacTpuH-17
83.978 (cTMMynupoBaHHbIN) 1280
993 CepOTOHUH B CLIBOPOTKE KPOBU
83.993 (Serotonin) 2410
995HOI Mapa3uTtapHble rpnbbl, MUKPOCKONUYEeCcKoe
83.995 uccrnegoBaHue Npob Horren 905
83.997 997 AHTuTena knacca IgM kK kapguonunuHy 1240
83.998 998 F33 AnenbcuH IgE 580
83.999 999 NMpaAmon aHTUrMOOYNMUHOBLIN TeCT, NonucneunPUYHbIN 1450
83.1000 1000 JiuTun B Bonocax 340
83.1001 1001 Bop B Bonocax 340
83.1002 1002 HaTtpui B Bonocax 340
83.1003 1003 MarHuin B Bonocax 340
83.1004 1004 AntoMuHMI B Bonocax 340
83.1005 1005 KpemHui B Bonocax 340
83.1006 1006 Kanun B Bonocax 340
83.1007 1007 Kanbuun B Bonocax 340
83.1008 1008 Tannun B Bonocax 330
83.1009 1009 Xpom B Bonocax 340
83.1010 1010 MapraHey B Bonocax 340
83.1011 1011 XKene3o B Bonocax 340
83.1012 1012 Kob6anbT B Bonocax 340
83.1013 1013 Hukenb B Bonocax 340
83.1014 1014 Meab B Bonocax 340
83.1015 1015 UnHKk B Bonocax 340
83.1016 1016 MbiwbAK B Bonocax 340
83.1017 1017 CeneH B Bonocax 340
83.1018 1018 MonnbaeH B Bonocax 340
83.1019 1019 Kagpmunin B Bonocax 340
83.1020 1020 Cypbma B Bonocax 340
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83.1021 1021 PTyTb B Bonocax 340
83.1022 1022 CBuHeL B Bonocax 340
83.1032 1032 MapraHey, B Moye 340
83.1033 1033 Xene3o B moue 340
83.1034 1034 Kobanbt B Moue 330
83.1035 1035 Meab, Mo4a, pa3oBas nopuus 340
83.1036 1036 LUnHK B Mmoue 340
83.1037 1037 MbIwbAK B MOo4e 340
83.1038 1038 CeneH B Mmoue 340
83.1040 1040 Kagpmnin B moye 340
83.1042 1042 PTyTb B MOYe 340
105/6 AHTuTena knaccoB IgA u IgG k Chlamydia trachomatis,
83.1056 pasaenbHo 1200
83.1070 1070 Cmecb annepreHoB AOMALUHUX FPbI3YHOB 1 360
83.1071 1071 JlunonpoTteuH (a) 970
83.1074 1074 Tannun B moye 340
83.1075 1075 Cepebpo (Ag) B HOrTaX 330
83.1076 1076 AntomuHum (Al) B HorTsx 340
83.1077 1077 MbiwbsAkK (As) B HOrTaX 330
83.1078 1078 3onoto (Au) B HOrTAX 330
83.1079 1079 Bop (B) B HorTsaix 330
83.1080 1080 Bapun (Ba) B HorTsix 330
83.1081 1081 Bepunnui (Be) B HOrrax 330
83.1082 1082 BucmyT (Bi) B Hortsix 330
83.1083 1083 Kanbuumn (Ca) B HOrrax 340
83.1084 1084 Kagmun (Cd) B HOrTax 330
83.1085 1085 Ko6ansT (Co) B HOrTsaAx 340
83.1086 1086 Xpom (Cr) B HOrTsix 340
83.1087 1087 Meab (Cu) B HOrtsax 340
83.1088 1088 Xene3o (Fe) B Horrax 340
83.1089 1089 Mannumn (Ga) B HOrTax 330
83.1090 1090 N'epmanum (Ge) B HOrTsix 330
83.1091 1091 PtyTb (Hg) B HOrTAX 340
83.1092 1092 Uoga (1) B HOrTAX 340
83.1093 1093 Kanun (K) B Hortsax 340
83.1094 1094 JlanTaH (La) B HOrTsax 330
83.1095 1095 Jlntun (Li) B HOrTaAx 340
83.1096 1096 MarHumn (Mg) B HOrTAX 340
83.1097 1097 MapraHey (Mn) B Hortax 340
83.1098 1098 MonubaeH (Mo) B HorTax 340
83.1099 1099 Hatpuin (Na) B HorTax 330
83.1100 1100 Hukenb (Ni) B Hortax 340
83.1101 1101 ®ocdop (P) B HOrTsAx 330
83.1102 1102 CBuHew (Pb) B HorTsx 330
83.1103 1103 NMnaTtuHa (Pt) B HOorTax 330
83.1104 1104 Py6uaun (Rb) B HOrtax 340
83.1105 1105 Cypbma (Sb) B Hortsax 330
83.1106 1106 CeneH (Se) B HOrTAx 340
83.1107 1107 KpemHun (Si) B HOrTax 340
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83.1108 1108 OnosBo (Sn) B HOrTAX 330
83.1109 1109 CTpoHUu# (Sr) B HOrTAX 330
83.1110 1110 Tannun (Tl) B HOrTAX 330
83.1111 1111 30n0TO B CbLIBOPOTKE KPOBU 340
83.1112 1112 Kagpmnin B BeHO3HOMN KPOBU 340
83.1113 1113 Kob6anbT B BEHO3HOM KPOBU 340
83.1114 1114 Meab B BEHO3HOW KPOBU 340
83.1115 1115 MapraHeL, B BEHO3HOMN KPOBU 340
83.1116 1116 Hukenb B BEHO3HOW KPOBM 340
83.1117 1117 CeneH B BEeHO3HOW KPOBMU 340
83.1118 1118 Tannuin B CbIBOPOTKE KPOBU 340
83.1119 1119 LluHK B BEHO3HOMN KPOBU 340
83.1120 1120 BaHaguw (V) B HOrTaAX 330
83.1121 1121 Bonbdpam (W) B HOrtax 330
83.1122 1122 LuHk (Zn) B HOrTAaX 340
83.1123 1123 LiupkoHumn (Zr) B HOIrTAX 330
83.1124 1124 Cepebpo B Bonocax 340
83.1125 1125 3onoTo B Bonocax 340
83.1126 1126 Bapun B Bonocax 340
83.1127 1127 Bepunuin B Bonocax 340
83.1128 1128 BucmyT B Bonocax 340
83.1129 1129 Nannun B Bonocax 340
83.1130 1130 N'epmaHum B Bonocax 340
83.1131 1131 Nop B Bonocax 340
83.1132 1132 JlanTaH B Bonocax 340
83.1133 1133 dPocdop B Bonocax 340
83.1134 1134 lNnaTtnHa B Bonocax 340
83.1135 1135 Pybuauin B Bonocax 340
83.1136 1136 OnoBso B Bonocax 340
83.1137 1137 CTpoHUMI B Bonocax 340
83.1138 1138 BaHagui B Bonocax 340
83.1139 1139 Bonbdpam B Bonocax 340
83.1140 1140 UnpkoHun B Bonocax 340
83.1141 1141 PTYyTb B BEHO3HOMN KPOBM 340
1142 AHTuTena knacca IgG kK aHTUreHam Bupyca KpacHyXu,
83.1142 BblIsiIBNIieMbleé METOAOM UMMYHOOGNOTTUHra 4 450
1143 AHTtuTena knacca lgG k aHTureHam Bupyca renatuTa C,
83.1143 BbIfiBNieMblé MeTOA40M MMMYHOONOTTUHra 4 375
83.1144 1144 AHTUMIONIIEPOB rOPMOH 1390
83.1145 1145 WHrnbuH B 1390
83.1151 1151 AHTuTena knaccoB IgG u IgA k Ureaplasma ureal. 1300
83.1153 1153 MNna3muHoreH 590
83.1155 1155 MpoTpoMOMHOBLIN MHAEKC 250
83.1156 1156 ®n6pUH MmoHomep (PDPMK) 4130
83.1158 1158 TpodobnacTtnuecknm 6era-1-rnMKONpPoTenH 480
83.1159 1159 HecppunHbI B Nnasme KpoBu 2430
1166 MeTaHedpuHbI (Ppakumm) B CyTOYHON MoYe:
83.1166 mMeTaHedpUH, HopMmeTaHedpUH 2730
83.1167 1167C3KB Bopa: oueHka kayectBa no 16 napametpam 3790
OvpekTop 000 "Megex"

13 aBrycta 2026 653010, KemepoBckas obnactb - Kysbacc, MNpokonbeBck r, 10-i1 MukpopanoH yn, gokicsi. Komaposa K.HO.



83.1170 1170 AHTuTena knacca IgM k aHTureHam Bupyca renatuta C 600
1171 AnTutena knacca lgG k aHTureHam core, NS3, NS4, NS5

83.1171 Bupyca renatuta C 760

83.1174 1174 MeTaHedpuHbI cCBOGOAHLIE, NfIa3ma KpoBHU 3140

83.1178 1178 AHTtuTena knacca IgA k Mycoplasma hominis 675
1180/81 AnTuTena knacca IgG Kk HykneapHomy 1

83.1180 npeapaHHemy aHTUreHy Bupyca dnwrenHa-bapp 1000

83.1183 1183 AHTUTena knacca IgM k aHTureHam namonumn 380
1184 AnTtuTtena knccos IgM, IgG u LIUK k aHTUreHam

83.1184 onucropxuca 960
1186 Komnnekc "Mapa3unTtbl" (ONUCTOPXMC, IXUHOKOKKMN,

83.1186 TOKCOKapbl, TPUXUHENSbI) 2540

83.1188 1188 UmmyHo6noT TORCH (IgG) 5760

83.1189 1189 UmmyHo6noTr TORCH (IgM) 4190
1190 AuTuTena knacca lgG k Borrelia burgdorferi,

83.1190 BblIsiBNIieMbleé METOAOM UMMYHOOGNOTTUHra 3270
1191 AHTuTena knacca IgM k Borrelia burgdorferi,

83.1191 BbifiBNfieMble meToaomMm BectepH-6nora 2810

83.1192 1192 UmmyHo6noT BT (IgM) 1980

83.1194 1194 Apununpa3son 3290
1195 Bupyc dnwrenHa-bapp (BIB), onpeaeneHue aHtuten

83.1195 knacca lgG metoaoM MMMYHOGNOTTUHra 2 550
1196 Bupyc dnwrtenHa-bapp (B3b), onpeaneneHue aHtuten

83.1196 knacca IgM meTogomM MMMYHOGNOTTUHra 2 550

83.1197 1197 Komnnekc mapkepoB ayTOMMMYHHOro renatuta 1670

83.1198 1198 Benok S100 2620

83.1202 1202 JleBeTupavueTam 4310
1204 AHTUTENAa K LUKITMYECKOMY LUTPYITMHUPOBaHHOMY

83.1204 nenTnay 1520
1205 AHTutena knacca lgG k Treponema pallidum,

83.1205 BbIsiBNIieMbleé METOAOM UMMYHOOGNOTTUHIa 4 390
1206 AHTuTena knacca IgM k Treponema pallidum,

83.1206 BbisiBNsieMble METOA0M UMMYHOOOTTUHra 4 390
1208 AHTuTena knacca IgG k T-numcpoTponHomy BUpycy

83.1208 yenoBeka TMna 1 n 2 Tuna 1 000
1209 AHTuTena knaccos IgA, IgM, IgG Kk TkKaHK AMYHKKa

83.1209 (aHTUOBapuanbHble aHTUTena), CyMMapHo 1850

83.1210 1210 Anbcpa-2-makpornooynuH 690
1212 AHTuTena knaccoB IgG u IgA k TKaHeBOWM

83.1212 TpaHcrinyTammHase 2110

83.1214 1214 AkTnBHOCTM npoTtea3bl ADAMTS-13 4 500
1217 AHTMUeHTpoMepHble aHTUTena CENT-B, IgG

83.1217 (Anti-Centromere B autoantibodies, IgG) 1780
1222 AHuTnTena knacca IgG k Bupycy npoctoro repneca 1

83.1222 T™™MNa 780
1223 AHTuTena knacca lgG k Bupycy npocTtoro repneca 2

83.1223 TMnNa 620

83.1231 1231 myTtaTtnoH o6wmin (Glutathione Total) 2490
1235 LUupkynupyrowme MMMyHHble komnnekcbl (LUK,

83.1235 Circulating Imnmune Complex) 930

83.1236 1236 AHTUTENa K K BUpYCY repneca 4yenoBeka 6 tuna, igM 1090
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83.1243 1243 OnaH3anvH 3450

83.1247 1247 OnpepneneHue maHHaHoBoro aHtTureHa Candida 4610
83.1248 1248 OnpepeneHne aHTUMaHHAHOBbLIX aHTUTEN 4610
83.1250 1250 UHTepnenkuH 18 1880
83.1251 1251 KanbnpoTekTUH B KPOBU 2820
83.1252 1252 Npeanb6ymuH (TpaHcTupeTuH - TTR) 2 300
83.1253 1253 PeTuHon-cBAsbiBaowmm 6enok (RBP) 2 300
83.1254 1254 UccnepoBaHue npu ayToBOCNanuUTeNbHbIX 3a0-HUAX 4230
83.1257 1257 ®dakTop pocTta aHpotenusa cocynoB (VEGF) 2510
83.1258 1258 KomnnekcHas oueHKa Tpoconorm4eckoro cratyca 7910
83.1259 1259 ®dakTop H cucrtemMbl KOMNNemMeHTa 3350
83.1263 1263 lNMpoTteunH C, % akTMBHOCTU 2210
83.1264 1264 MNpoTtenH S cBOO6OOHBLIN 2210
83.1265 1265 KaMHM noyeyHble, aHanus3 6 440
1266 AHTuTtena knaccos IgM, IgA, IgG k Mycobacterium
83.1266 tuberculosis, cymmapHo 1650

1267 AHTUHYKNeapHbIn chakTop, HEp-2 cybcTpat (AHP,
TUTPbI, aHTUHYKIleapHble aHTUTeNna MeToaoM HenpsMon

83.1267 mMmMmyHodnroopecueHuun Ha npenaparax HEp-2-kneTok) 1520
83.1268 1268 AHTuTena knacca IgM k Bupycy renatuta D 1000
1269 AnTtuTtena knaccos IgM u IgG k Bupycy renatuta D,
83.1269 CYyMMapHo 600
83.1270 1270 NnctamuH B nna3sme kpoBu (Histamine, plasma) 3170
83.1271 1271 IleBeTnpavuertam 3930
83.1275 1275 Amunoug A (SAA) 3 560
83.1279 1279 AntuTena IgG k xantaBupycam (I11MNC) 720
83.1280 1280 CA-242 990
83.1281 1281 HE4 1300
83.1282 1282 AHTuTena knacca IgA K TkaHeBOM TpaHCrNTaMUHa3e 1180
83.1283 1283 AHTuTena knacca lgG Kk TkaHeBOW TpaHcrnoTammHase 1180
1284 AHTuTena knaccos IgG, IgA, IgM k
83.1284 6eTa-2-rmMKkonpoTenHy 1, cymmapHo 1310
83.1285 1285 AHTuTena K Tupo3uHdocdarase (IA-2) 1790
1286 AHTUTENa K aHTUreHam KNneToK noaenyno4YHomn xenesbl
83.1286 GAD/IA-2, cymmapHo 1790

1287 AHTuTena knaccos IgA, IgM, IgG k
cTepouanpoayumupyowmMm Knetkam HagnodyedHuka (ACIIK),
83.1287 CYMMapHO 1 300

1288 NaHenb aHTUTEN KNacca lgG npn ayTOMMMYHHbIX
3aboneBaHusix neyeHu (AT kK aHTureHam AMA-M2, M2-3E,
Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52),

83.1288 MMMyHOOROT 4 240
1289 AHnTuTena knacca lgG kK acManornMKonpoTenHOBOMY

83.1289 peuenTtopy (aHTM-ASGPR) 1790
1290 AHTUTena knaccos IgA, IgM, IgG k

83.1290 cTepouanpoayumupyoLwWmM KrneTkam AM4Kka,CyMmmMapHo 1790
1291 AHTUTeNa K cTeponanpoayLMpYyOLLUM KIeTKam

83.1291 penpoAyKTUBHbIX TKaHen 3450

83.1296 1296 SCC (aHTUreH NNOCKOKNETOYHOW KapLUMHOMbI) 2620

83.1297 1297 UBC (aHTUreH paka Mo4yeBOro ny3sbips) 1990
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83.1298 1298 AHnTuTena knacca lgG k npecmorneuHy-1 2500

83.1299 1299 AHTuTena knacca lgG k gecmornemHy-3 2500

83.1302 1302ARR AnbaocTepoH-peHMHOBOE COOTHOLLEHUE 1 500

83.1315 1315C3 C3 KOMNOHEHT cucTeMbl KOMMsIEMEHTa 450

83.1317 1317HCK AkTnBHbLIN BUTamnH B12, NlonotpaHcko6anamuH 710

83.1318 1318 MarHun, cyTouHas Mo4a (CyTouYHas 3KCKpeLus) 390

83.1330 1330 AnTuTena knacca lgG k 6enky BP180 2500

83.1331 1331 AHTuTena knacca lgG k 6enky BP230 2500
1332 AHTuTena knacca lgG k mognumndpmpoBaHHOMy

83.1332 UUTPYNIUHUPOBAHHOMY BUMEHTUHY 1820

83.1333 1333 PeBmaTongHbin daktop IgA 1 300

83.1334 1334 MonekynsipHo-reHeTu4eckoe uccneagosaHue HLA-B27 1510
1335 AHTuTena knacca IlgG k caxapomuueTtam (AUarHocTmka

83.1335 6onesHu KpoHa) 1 300
1336 AHTuTena knacca IgA Kk caxapomuueTam (QMarHocTuka

83.1336 6one3Hu KpoHa) 1300
1337 AHTUTENa K uutonnasme Hentpocunos, IgA (AHLA,

83.1337 ANCA, IgA) 1300

83.1338 1338 KanbnpoTekTuH peKkanbHbIN 3010

1340 AnTuTtena knaccos IgG u IgM k
docdaTmamncepmH-npoTPOMOUHOBOMY KOMIMIIEKCY,

83.1340 CyMMapHo 1 560
83.1341 1341 AHTuTena knacca IlgG kK aHHeKcuHy V 1390
83.1342 1342 AnuTuTena knacca IgM k aHHeKkcuHy V 1390
83.1343 1343 Antutena Kk MAG 4 400
83.1352 1352 M.tuberculosis metogom TurpaTecT.TB 9 890
1353 Takponumyc (AaBarpad, NMporpadc,lpoTonuk,
83.1353 Takpocen) 1650
83.1367 1367 AHTuTena knacca IgA k Mycoplasma pneumoniae 810
83.1370 1370 KomnnekcHas oLeHKa OKCuaaTUBHOIO cTpecca 15 420
83.1372 1372 AnTuTena knacca lgG kK aHTUreHam CTpoOHrunonao3sa 1 040
83.1374 1374 Tonupamar 3170
83.1376 1376 MuTtoTaH 4 330
1377TER TepudnyHomua, necdonyHomup (metadbonur)
83.1377 (Teriflunomide, Leflunomide metabolite) 4 330
83.1378 1378 NaHenb aHTUpOCHONUNUAHBLIX aHTUTEN 10 740
83.1379 1379 anti-Chlamydia trachomatis IgG MOMP + Pgp3 680
83.1409 1409 ®dakTop VIl (aHTUremocbunbHbIN rNOoGynuH A) 1350
83.1413 1413 dakTtop BunnebpaHpa, aHTUreH 2190
83.1417 1417 ®dakTop BunnebpaHaa, akTMBHOCTb 5500
83.1418 1418 OcTasa 3390
83.1420 1420 Y. Enterocolitica n Y. Pseudotuberculosis IgM 1420
83.1427 1427 C5a KOMMOHEHT CUCTEMbI KOMMJIEMEHT 1880
83.1453 1453 CA 50 (YrneBoaHbIn aHTureH CA 50) 3140
83.1458 1458 OkcanaTtbl, CyTOYHasaA Mo4a 1610
83.1459 1459 AHVNOHHbIN U KATUOHHbIN COCTaB CYTOYHOW MO4U 4610
1470 TREC n KREC gna guarHocTMku ummyHoaecpuumToB B
83.1470 LenbHOMN KpoBu 6 930
83.1476 1476 AnbAOCTEPOH B CYTOYHOWN MOYe 1720
83.1479 1479 Woa B Moue 340
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83.1491 1491 Nop B cbiBOpPOTKE 340

1495 AHTuTena knacca lgG k 6enky TennoBoro woka (bTLU)

83.1495 Chlamydia trachomatis 690
83.1508 1508 KopTuson (cntoHa) 740
83.1509 1509 OcMONAPHOCTbL CLIBOPOTKU KPOBU (PacyeTHbIN MeToA) 540

1515 KnuHunyeckuin aHanus KpoBu: o6LWwMM aHanus,
nenkodopmyna, CO3 (c MMkpockonuen maska KpoBU Npu

83.1515 HanM4Ynmn NaTosIorM4YecKMxX caBUroB) 520

83.1520 1520 AT k Bupycy Coxsackievirus, IgM 4190

83.1525 1525 Unctatun C 880
1526 Kny6oukoBas cpunbsTpaums, pacyeT no coopmyne

83.1526 CKD-EPI — ynctatua C 930
1534 Cuctema KomnrnemeHTa: oueHKa (pyHKLMOHaNbHOWN

83.1534 aKTUBHOCTHU 1760

1535 Cucrtema KomnnemeHTa: KOMOMHMpPOBaHHAA OLEeHKa
(byHKLMM KNacCcUYeCcKoro, ankTepHaTUBHOIO U NIEKTUHOBOIO
83.1535 nyTen aktuBaumm metogom UPA 720

83.1536 1536 OnuMromMmepHbI MaTPUKCHbIN Benok xpsAwa 3210

1537 KomnnekcHoe uccrnegoBaHue Ansi UCMOMb30BaHUA B
ANarHocTuKe pacCcessHHOro cKrnepoasa: onpegeneHue
onuroknoHanbHoro IgG (nMkBop, CbIBOPOTKa) U CBOGOAHbBIX

83.1537 nerkux uenem MMMYHoOrno6ynuHoB (NMMKBOP) 6 340
1538 AHTUTena Kk muenuHy IgG, metoa HenpsAMon

83.1538 MMMyHoddnoopecLeHunm 1760
1539 CBoGoAHbIE Nnerkue Lenu UMMyHOIrNOOYNIMHOB Kanna v

83.1539 nambéaa cbIBOPOTKU C pacyeTOM MHAEKca Kanna/namoéaa 2 570
1540 CBoGoAaHbIe NnerkMe Lenm UMMyHOIIO0YIMHOB Kanna u

83.1540 namoéaa B moye 1760
1541 CBoGoaHbIe nerkue Lenyu UMMyHOrNOOYNIMHOB Kanna u

83.1541 naméaa B nMKBOpe 2070

83.1542 1542 Kap6okcuremornoo6uH 510

83.1543 1543 MeTremorno6uH 510

83.1547 1547 bBpyuenna-lgM (Brucella, IgM) 870

83.1548 1548 Bpyuenna-IlgG (Brucella, IgG) 870
1551 AnekTpodopes 6enkoB Mouu, onpeaeneHe Tuna

83.1551 NPOTEUHYpPUN 1960
1552 Benok BeHc-[I)xoHca B MoYe, CKPUHUHT C MPUMEHEHUEM

83.1552 MMMYyHOMMKCaLMn N KonmyecTBEeHHOe onpeaeneHve 2400
1553 Benok beHc-[IXXoHca B Mo4ye: ummyHodukcauums,

83.1553 Konu4yecTBeHHOe onpeaeneHue, TUNMpPoBaHue Kanna, naMméaa 4 650

83.1554 1554 AnTuTena Kk raHrnuosngy GM1 3 350

1555 KnnHunyeckun aHanus KpoBu: o6LWMM aHanus,
nenkocdopmyna, CO3 c o6a3aTenbLHON «PyHHON»

83.1555 MUKpPOCKONuen Maska KpoBu 590

83.1565 1565MOK AHann3 xMMn4eckKoro coctaBa No4Ye4HbIX KaMHewn 4130

83.1566 1566 NencuaunH 25 (bnoakTnBHbIN) (Hepcidin 25, bioactive) 7 830
1573 Koptuson, AiIr3A — cnroHa, 4 nopuum, COOTHOLLEeHUe

83.1573 Ar9A-kopTuson 5660

1577 CteponaHbin npodunb, CroHa, 8 napamMeTpoB
(TecToCTEepOH, AErMAPO3INMAHAPOCTEPOH, aHAPOCTEHAMWOH,
83.1577 KOPTU30S1, KOPTU3OH, 3CTPaAMUON, nporectepoH, 17-OH-np) 7 530
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83.1581 1581 Omera-3 nHaekc 5700

83.1582 1582 AT k peuenTtopam HempoHoB B CMX, IgG 16 390
83.1584 1584AN AT AHTUHeWpOHanbHbIe, IgG 3940
83.1585 1585MUSK antn-MuSK, IgG 6 530
83.1586 1586ADN Antutena k aoc[HK B cbiBopoTKe KpoBU 1510
83.1587 1587 XXupHble kucnotbl, npocpuns (omera-3, -6, -9), nnasma 10 940
83.1592 15920CC OcTtaTto4Hass OCMONANbLHOCTb CTyNna 1510
83.1595 1595STFR PacTtBOopuMble peuenTopbl TpaHCceppuHa 2220
83.1597 1597 XumoTpuncuH B cTyne, akTMUBHOCTb 2130

1599 CreaTtokput ctyna (OnpeaeneHue coaepxaHuA XXupa B
Karie MeToioM KUCNOTHOro cteaTtokpura, Fecal Fat, Acid

83.1599 Steatocrit) 1580
83.1602 1602 [ernapoannaHapocTepoH (HEKOHbHIMPOBaHHbLIN) 1760
83.1604 1604 ButamuH B1 (TnamuH) 2 860
83.1605 1605 ButamuH B6 (nupupokcanbcpocdar) 2 860
83.1606 1606 ButamuH C (ackopbuHoOBas Kucnora) 2 860
83.1608 1608 ButamuH B5 (naHTOoTeHoBas Kucnora) 2 860
83.1609 1609 Butamun B2 (pubocnaBuH) 2 860
83.1610 1610 ButamuH B3 (HMkoTuHamup) 2 860
83.1611 1611 Butamun B7,H (6noTuH) 2 860
83.1612 1612 TpunoaATUPOHNH PEeBEPCUBHbIN 7 830
83.1614 1614 PeTHun nanbmurtar 2 860
83.1615 1615 BeTa-kapoTuH 2 860
83.1619 1619 AnekTpodopes NMNONPOTENHOB 4 400
83.1626 1626 CteponaHbIn npodunb B CrnroHe 5890
1631 HaTtpuypeTtnyeckoro ropmoHa (B-tuna) N-koHueBom
83.1631 nponenTtua 3020
83.1632 1632 NT-proBNP 9 440
83.1635 1635 YpaH (Mo4ya pa3oBas) 1 040
83.1637 1637 COVM AHtuTena k kopoHaBupycy SARS CoV 2, IgG 555
83.1641 1641 COVM AHTuTena Kk kopoHasupycy SARS CoV 2, igM 870

1637 AHTuTena K kopoHaBsupycy SARS-CoV-2
(HykneokancugHomy 6enky), IgG, 36601T (Anti-SARS-CoV-2

83.1642 (nucleocapsid protein), IgG, Abbott) 515
1643 BbICOKOUYYBCTBUTENbHbIN C-peakTUBHbLIN 6enok

83.1643 (kapano) 700
1644 XonectepyH NMNonpoTenaoB HA3KOW NITIOTHOCTY,

83.1644 npsAMon MmeTon 250
1652 AHTUTENa, Ka4ecTBEeHHbIe, K cnankoBomy (S) 6enky

83.1652 SARS-CoV-2, IgG 990
1658 AHTUTena, KONM4YecTBeHHbIE, K cnankoBowmy (S) 6enky

83.1658 SARS-CoV-2, IgG 1870
1659 AHTUTena K cnankoBomy (S) 6enky SARS-CoV-2,

83.1659 KOnuyecTBeHHble , IgG 1870

83.1660 1660 Ma3ok-oTne4yaToK Ha 3HTepo6uo3/anua ocTpuy 440

83.1662 1662 L-kapHUTUH cBOGOAHLIN B KPOBU 3140

83.1664 1664 AHTUTEena Kk BUpycy nonvomuenurta 1-ro v 3-ro Tunos 3140

83.1670 1670 AHTUTEena K 6eTa-2-rnukonporeunHy, IgG 2090

83.1673 1673 L-kapHUTMH OOLMI B KPOBU 3140

83.1678 1678 L-kapHUTUH OO B MOYe 3660
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83.1679 1679 8-OH-ge30KcUryaHo3uH B KPOBMU 3 060
83.1681 1681 ManoHoBbIN gnanbaerug 3390
83.1683 1683 MeTabonuTbl KaTeEXONaMUHOB U CEPOTOHUHA 2 290
83.1694 1694 [lensTa-aMmmMHONEBYIMHOBAsA KUCOTa 2 380
83.1696 1696 MeTtaHed)puH U HoOpMmeTaHedpMH cBOOOOHbIE, NNa3ma 2610
83.1700 1700 MpokanbLUUTOHUH 2070
1706 KanbLUUTOHUH B CMbIBe NYHKUNMOHHOW urnbl (Calcitonin
83.1706 in puncture needle flush) 990
83.1711 1711 Koptuson, AAr3A (6 nopuun), ArdA/kopTnson 6 290
83.1713 1713 (Chromolab) NpmoHbI B kpoBuM (16 nokasaTenen) 7210
83.1714 1714 (Chromolab) 3cTpaguon B kpoBu 2210
83.1715 1715 (Chromolab) NpmoHbI B kpoBu (13 nokasatenen) 9 240
83.1716 1716 (Chromolab) 3cTporeHbl: acTpaamMon, 3CTPOH U 3CTPUOSI 3130
83.1717 1717 (Chromolab) NopmoHbI (8 nokasaTenein) B moye 6 590
83.1718 1718 (Chromolab) 17-OH nporecTtepoH B KpoBu 2 350
83.1719 1719 (Chromolab) 17-OH-lNperHeHonoH cBo60AHLIN B KPOBMU 1950
83.1720 1720 (Chromolab) NopmoHbI (12 nokasatenen) B Moye 5480
83.1721 1721 (Chromolab) NopmoHbI (4 noka3aTens) B Moye 6 860
83.1722 1722 (Chromolab) KopTnson, cOOTHOLWEHNA rOPMOHOB B MOYe 6 030
83.1723 1723 (Chromolab) NopmoHbI (10 nokasaTtenen) B moye 8 260
83.1724 1724 (Chromolab) lNMporectepoH B KpoBuU 2 350
83.1725 1725 (Chromolab) dernapoannaHapocTepoH B CrtoHe 2500
1726 (Chromolab) CtepouaHbin npocpunb B crntoHe (4
83.1726 nokasarens) 5 580
83.1727 1727 (Chromolab) 3cTtpaguon cBo60AHbLIN B CNOHE 2320
83.1728 1728 (Chromolab) KopTtuson B crntoHe (oaHa nopuus) 1170
83.1729 1729 (Chromolab) NpmMoHbI B kpoBuM (12 nokasaTenen) 9 070
83.1730 1730 (Chromolab) NpmMoHbI B kpoBu (18 nokasatenen) 15120
83.1731 1731 (Chromolab) TectocTepoH B KpoBU 2220
83.1732 1732 (Chromolab) Ar3A-cynbdat (Ar3A-SO4) B KpoBMH 2 350
83.1733 1733 (Chromolab) KopTtuson B cntoHe, 2 nopuumn 2170
83.1734 1734 (Chromolab) KopTtuson (4 nopuun), Ar3A 5 500
83.1735 1735 (Chromolab) Koptuson (6 nopuun), Ar2A 8 530
83.1736 1736 (Chromolab) NpMoHbI (8 nokasaTenen) B critoHe 8 840
83.1737 1737 (Chromolab) N pMoHbI (13 nokasaTenen) B critoHe 8 680
83.1738 1738 (Chromolab) TectocTepoH cBO6OAHLIN B CrOHE 2500
1739 (Chromolab) CtepougHbin npocdunb 13 nokasartenen,
83.1739 nperHeHomnoH 9790
1741 (Chromolab) NyTtaTtnoH cBo60AHbLIN
83.1741 (BoccTaHoBNEeHHbIN, GSH) 3530
83.1742 1742 MNMpouvHcynuH 1 640
83.1743 1743 ButamuH B1 (tTnammHnupodocdar), uenbHasa KpOBb 2720
83.1744 1744 ButamuH B2 (PA[]), uenbHasn KpoBb 2720
83.1748 1748 CteponaHbin npodunb B KpoBu (12 nokasaTtenemn) 6 290
83.1750 1750 Jlakocamup (Lacosamide) 3170
83.1751 1751 Okckap6asenuH (metabonur) 3140
83.1752 1752 3tocykcumup (Ethosuximide) 3170
83.1754 1754 bBpuBapauetam 3170
83.1755 1755 PydomHamup 3170
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83.1756 1756 NMepamnaHen 3170

83.1758 1758 3oHucamua 3170
83.1759 1759 BurabatpuH 3170
83.1760 1760 Kno6asam + Hopkno6asam 5100
83.1761 1761 UunpocpnokcauuH 3390
83.1762 1762 MeToTpekcaT, CbIBOPOTKa 3390
83.1763 1763 MNabaneHTUH 3390
83.1764 1764 CynbTnam 3140
83.1765 1765 ®dnyokceTuH + HOpdNyoKceTUH 3390
83.1766 1766 Nanonepuaon 3390
83.1767 1767 Kap6amasenuH n metabonuTbl 3030
83.1768 1768 OurokcuH (Digoxin) 3390
83.1769 1769 CepTpanuH (Sertraline) 3390
83.1770 1770 MeToTpekcaTa nonurnytaMmaTthbl, 3pUTPOLUTLI 3390
83.1773 1773 ®PeHaszenam (Phenazepam) 3620
83.1776 1776 JluHesonuna 3450
83.1787 1787 AnTntena k MOG 5240
83.1789 1789 Anti-H. pylori IgG, IgA, IgM 410

1792 AMMHOKUCNOTbI B Nfla3Me KPOBM - IKCNEepPTHOe
KONUYeCTBEHHOE UccrnenoBaHue Ans BbIABNEHUA
(pyHKLUMOHaNbHbLIX MeTabonnyeckux nameHeHnm (48

83.1792 nokasateneun), BOXXX-MC 8990
83.1794 1794 Omera-3 nHpekc 4700
83.1795 1795 BuoreHHble aMUHbI U MeTaboNUTLI B MO4e 10 020
83.1796 1796 Butamun B6 (nupupokcanb-5-poccar) 2930
83.1797 1797 BuoreHHble aMUHbI U MeTaboONUTLI B MO4e 11 920
83.1798 1798 XKupopacTBOopMMble BUTaAaMUHbI 8 970
83.1799 1799 BuoreHHble aMUHbI 1 METaboNUTbLI B KPOBU 8 890
83.1800 1800 UccnepoBaHue akTUBHOCTU chakTopa Vi 4 950
83.1822 1822 PuctouetnHoBasa aktuBHoctb ®B 2 300
83.1823 1823 KonnareHcBsa3biBalowWas akTMBHOCTbL PB 3240
83.1824 1824 dyHKUMOHanNbLHaA aKkTUBHOCTL ®B 5610
83.1827 1827HCK XXupo- n BogopacTBOpuUMble BUTaMUHbI 27 990
83.1828 1828 )KupopacTtBopMMble BUTAaMUHbI 10 300
83.1829 1829HCK BoaopacTBopMMblie BUTaAaMUHbI 20410
83.1830 1830HCK HenpoTtponHbie BUTaMUHbI 6 110
83.1837 1837 Unpekc nncynuHopesucteHtHoctn CARO 620
1856 PIVKA-Il — 6enok, MHAYLUMPOBaHHbLIN OTCYTCTBUEM
83.1856 ButamuHa K nnm ero antaronmctom-l| 4190
83.1858 1858 Onucropx, IgM-Tutp 3140
83.1859 1859 Onucropx, IgG-TuTp 3140
83.1860 1860 AHTuTena IgG K aHTUreHam TOKCOKap-TUTp 3140
83.1861 1861 ButamuHbl rpynnbl B 8 210

1862 (Chromolab) OueHka ¢pyHKLMM cepaevHO-COCYANUCTOMN
cucTeMbl, (PyHKLMM NOYeK - nabopaTopHbie MapKkepbl,

83.1862 BI3XXX-MC 4 060
83.1862 1862 OueHka cpyHkuun CCC, nouek 4 260
83.1863 1863 MeTunupoBaHHbIe NPOM3BOAHLIE aPrMHMHA 2530
83.1864 1864 BuoreHHble aMUHbI B KPOBU 2 250
IunpekTtop 000 "Mepek"
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83.1865 1865 L-KapHMTMH o6wuin 1 cBOGOAHBLIN, NNIa3Ma KpoBU 3 660

83.1866 1866 L-KapHuUTHH o6wminn u cBo60AHBLIN, MOYa pa3oBas 3660

1867 (Chromolab) OueHka ¢pyHKLIMOHANBLHOrO COCTOAHUA
KULWeYHuKa (nocneacTtBusa aHTUOMOTUKOTEpanum) -

83.1867 nabopartopHbie Mapkepbl, FX-MC 4180
83.1867 1867 OueHKa (PyHKLIMOHANbHOrO COCTOSAHMUA KULLEYHUKA 4 390
83.1868 1868 MeTabonuTtbl agpeHannHa n HopagpeHannHa B Moye 6 340
1871 (Chromolab) OnpeaeneHne pe3aMCcTEHTHOCTMU K
83.1871 nporecTepoHy 6 490
83.1872 1872 (bnomapkep) dJ1N-H-TecT-12 4 820
83.1873 1873 Onpepenenue (1,3) - B-D-rnokaHa B KpoBU 7 860
83.1875 1875 17-OH-nporectepoH B kpoBu, BOXX-MC/MC 1980
1876 OJernapoannaHapoctTepoH-cynbdaT B KPOBU,
83.1876 B3XX-MC/MC 1980
83.1877 1877 TectocTepoH o6wwun B kKpoBu, BOXX-MC/MC 1980
83.1879 1879 (Bnomapkep) JNMN-ADPC-XIMY-TecT-6 3980
83.1885 1885 (bnomapkep) dIMN-M-Komnnekc-12 4710
83.1886 1886 (Buomapkep) ANMU-XKKT-TecT 4400
83.1887 1887 (Bnomapkep) dJ1N-B-TecT-6 4 080
83.1888 1888 (Buomapkep) dJ1N-Bucuepo-TecT-24 8 390
83.1889 1889 (bnomapkep) dnu-AHkop-TecTt 12 4710
83.1890 1890 (Buomapkep) dJMN-Aua-TecT 5030
83.1891 1891 ASCA IgG 2090
83.1892 1892 ASCA IgA 2090
83.1893 1893 DGP IgA 2090
83.1894 1894 DGP IgG 2090
83.1895 1895 Anti-tTG IgG 2090
83.1896 1896 Anti-tTG IgA 2090
83.1897 1897 AMA M2 2090
83.1898 1898 KanbnpoTekTuH (kan), conyopomeTpuyeckmm 3140
83.1899 1899 NapokcunponuH (Hyp) 3140

1902 PaclumpeHHbIN MOUCK BOMYAHOYHbIX aHTUKOArynsaHTOB B
nnasme B COOTBETCTBMU C pEKOMEeHAALUAMMU

83.1902 MexayHapogHoro O6wecTBa no TpomM603am U remocrasy 4190
83.1915 1915 Apununpa3son + germapoapununpasorn 3450
83.1916 1916 MukoceHonoBas kucnora 3450
83.1919 1919 CrepoupgHbin npocdunb B cntoHe (11 nokasaTenemn) 6 990
83.1920 1920 CtepounaHbin npodunb B cntoHe (13 nokasaTtenemn) 8 490
83.2015 2015 Kap6amasenuH u metabonutr 3470
83.2016 2016 Tonupamat 3620
83.2017 2017 BanbnpoeBasi Kucnora (nocne npuema npenapara) 1170
83.2018 2018 BanbnpoeBas Kucnora 1170

2019 NMporpamma CKpUHUHra paka LWernKn MaTkn —
onpeaeneHne JHK BIMY n untonornyeckoe nccnepoBaHue
cockoba Wenkn MmaTku n LepBUKanbHOro KaHana MeTogom

83.2019 XNAKo 2 340
83.2023 2023 Okckap6asenuH 3290
83.2025 2025 dTtocykenmunpg 3620
83.2026 2026 3oHucamug 3620
83.2027 2027 PychmHamunp 3620
IunpekTtop 000 "Mepek"
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83.2028 2028 Jlakocamup 3320

83.2036 2036 (Chromolab) NyaHO3UHbI 3210
2037 (Chromolab) OueHka pucka pa3sBuTUA OHKONATONoOrnm B

83.2037 Moue 8 940

83.2039 2039 Mapkepbl Auc6mnosa B Moye 4 050

83.2040 2040 BuoreHHble aMUHbI B MO4e 4 080
2041 (Chromolab) QHepreTnyeckui 6nok - nabopaTtopHblie

83.2041 mapkepbl, F'X-MC, B3XX-MC 4130

83.2041 2041 SHepreTuyecknin 6nok 4 340

83.2042 2042 MeTtabonuTbl 6UOreHHbIX aMMHOB B Mo4e 4080

2042 (Chromolab) MeTtabonuTbl 6MOreHHbIX aMUHOB:
romoBaHunuHoBas kucnota (F'BK), BaHununmuHaanbHas
kucnota (BMK), 5-okcu-uHgonykcycHasa kucnora (5-OUYK) - B

83.2042 Mou 3 890
83.2043 2043 3cpheKTMBHOCTb 3HeproobecnevyeHust KNeTku 4730
83.2047 2047 NamMoTpuaXXuH 4 310
83.2048 2048 Cuponumyc 3590
83.2049 2049 Cynbrnam 3590
83.2050 2050 LinknocnopwH 1250
83.2053 2053 Takponumyc 1880
83.2054 2054 NepamnaHen 3620
83.2056 2056 dBeponumyc 3780
83.2057 2057 PenpoayKTuBHOE 300POBbLE XEHLWMWHbI (MOYa) 13 270
83.2058 2058 PenpoayKTMBHOE 340POBbLE XXEeHLMNHbI (CKPUHWUHT) 9160
83.2060 2060 ButTaMmMHHO-MUHeparnbHbIA KOMNJIEeKC 7 450
83.2061 2061 CTtpeccoycTON4YNBOCTb 8 545

2062 (Chromolab) XMC TecT. PenpoayKkTuBHoe 340pOBbe
XeHLWMUHbI (cntoHa). AHQPOreHbl, rMHOKOKOPTUKOUADI,
MWHEepPanoKopTUKouAbl, 3CTPOreHbl, NporectTareHbl, UX

83.2062 npeAawecTBeH 16 330

83.2063 2063 PenpoayKTuBHOE 340POBbLE XEHLWMHbI (ONTUMYM) 32190

83.2065 2065 Bukap6oHaTt 690
2066 (Tmo6ycMepn) OnpeaeneHne pe3anCTEHTHOCTU K

83.2066 nporecTepoHy 7 690

83.2103 2103 MNopdhurpunHbI, CyTOYHas Mo4a 2400
2107 OnpepeneHue aHTUTEN K BO30OyAMTENIO KOKMOWA U

83.2107 napakokrsnoLia 1140

83.2111 2111 NMencuHoreHs! | u Il ¢ pacyeTomMm cooTHOLWEHUA 1200

83.2113 2113 OueHka 380pOBbS NpocTaThl 4 000

83.2219 2219 OkncneHHbin nunonpotenH HIM (ox-LDL) 5130

83.2353 2353 Cuponumyc 3140
2391 AHtutena knacca lgG k aHTureHam Yersinia

83.2391 enterocolitica u Yersinia pseudotuberculosis 610

2401 CKpbiTas KpOBb B Kane (KonopektanbHble
KPOBOTEYEHUS), KONNYEeCTBEHHbIN UMMYHOXUMUNYECKUN
83.2401 meTtoa FOB Gold 1250

2447 WntepnenknH-28B (UI1-28B),reHoTunMpoBaHue
(nvccnepoBaHue reHeTUYECKUX MapKepoB, onpeaensoLwmx
3¢pheKTUBHOCTb NevYeHns XxpoHnyeckoro renatuta C

83.2447 MHTepcepoOHOM U pUMbaBUPUHOM) 960
83.2500 2500 AnTtutena IgG k Bupycy kopu (Measles) 640
IunpekTtop 000 "Mepek"
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2928 PaclumpeHHoe ceporiornyeckoe nccnegoBaHme npu
3aboneBaHUsIX cnekTpa onTukoHenMpomuenurta (Extended

83.2928 serological testing for neuromyelitis optica spectrum di 7210

83.2929 2929 Anb6YMUH-TNOOYNMHOBOE COOTHOLLEHUE 300

83.3005 3005 AHK MeHMHrokokka, rem.nano4vkuv , THeBMOKOKKa 2 650
3015 Legionella pneumophila (qual.) DNA, scraping of

83.3015 epithelial cells of the nasal mucosa 760

83.3016 3016 Legionella pneumophila (kau.) OHK 760

83.3017 3017 Legionella pneumophila (ka4.) AHK 760
3020 MHBNO®JIOP - komnnekcHoe uccriegoBaHue

83.3020 MUKpO¢Nopbl YpOreHMTanbLHOro Tpakra 3310

83.3021 3021 KaHanAao3, CKPUHUHE U TUNUPOBaHUe 1 060

83.3022 3022 bakTtepuvanbHbIA BarmHO3 1840

83.3023 3023 KaHanao3, CKPUHUHT 410

83.3024 3024 KaHgnaos TunupoBaHue 760

83.3025 3025 BuisiBneHue Bo3doyautenen UMMM (4+KBM) 1170
3026 MHBUO®JIOP - ycnoBHO-NaToreHHbleé MUKONa3mbl

83.3026 yernoBekKa (yporeHuTasnbHbI CKPUHWHT) 560
3027 YcnoBHoO-NaToreHHble MUKOMSa3Mbl, MOHUTOPUHT

83.3027 acpchekTuBHOCTU NneveHunsa (Ureaplasma urealyticum) 410
3028 YcnoBHO-NaToreHHbIe MUKONa3mMbl, MOHUTOPUHT

83.3028 acphekTuBHocTU neveHus (Ureaplasma parvum) 410
3029 YcnoBHo-NaTtoreHHble MUKOMSa3Mbl, MOHUTOPUHT

83.3029 acpchekTuBHOCTU NneveHna (Mycoplasma hominis) 410
3032 MUHBUNO®JIOP-3KCIEPT. PacwunpeHHoe nccnepoBaHue

83.3032 MUKpOGNopbl YpOoreHMTanbLHOro Tpakra 3450

83.3038 3038 Neisseria meningitidis, kay. AHK 1040

83.3039 3039 Aspergillus Terreus, Aspergillus niger, AHK 830

83.3040 3040 Aspergillus fumigatus/Aspergillus flavus, JHK 830

83.3045 3045 AHK LUMB, B3b, BI' 6 Tuna 1490

83.3054 3054 JlakTOo-CKpUH 3 350

83.3058 3058 Pemodhnop, BIMY 21 1., xxua.umtonorus 7 650

3059 PacumMpeHHbIM CKPUHUHT paKa LWernKNn MaTKu -
konun4yectBeHHoe onpeaeneHue JHK BIMY Human papilloma
virus HPV, 21 Tunos (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TunupoBanHme AHK+KBM

83.3059 M uuTONornyecKkoe nccnegoBaHue 4 500
83.3060 3060 PEMO®DIIOP2 4190
83.3061 3061 MukobakTepumn TybepkKynesa, Konuu. 2090
83.3062 3062 Mukob6akTepum Ty6epKynesa, Konum4., MyT. 3140
83.3063 3063 MukobGakTepumn TybepKynesa, Konuu. 2090
83.3067 PEMODJIOP fenbtaCkpuH 1 590

PEMODJIOP AnbchaCkpuH, KOMNIIeKCHasA OLeHKa
MUKPOOMOTbI YPOreHUTanbHOro Tpakra XeHwuH (19

83.3068 napameTpoB) metogom lLP 1990
83.3071 3071 CKpUHUHT renbMUHTO30B. OcTpuua 490
83.3072 3072 CKpUHUHT renbMNUHTO30B. Ackapuabl/LLUnp neHTtey 690
83.3073 3073 CKPUHMHT refibMMHTO30B. PaclumpeHHbIN 890
83.3074 3074 CKpUHUHT renbMUHTO30B. TpemaTtoabi/Kowl. aoByycTKa 690
83.3102 3102 BUY tuna 1 (kayectBeHHOoe onpeaeneHue PHK) 3230
IunpekTtop 000 "Mepek"
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83.3112 3112 boppenuos, onpeaenexHue AHK 580

3114HOC Jluctepum, onpegenenmne JHK B cockobe

83.3114 anuTenuanbHbIX KNETOK CIIM3UCTON HOCa 300
3116 Kanaupa (C.albicans, C.crusei, C.glabrata),

83.3116 onpeaeneHne OHK 830
3156 LiutomeranoBupyc. KonnyecteeHHoe opeaenexnve AHK

83.3156 B CbIBOPOTKE KPOBU 480

83.3216 3216 Pneumocystis jirovecii (carinii) AHK (kau) 1090

83.3251 3251 Augpodnop CkpuH (Moya) 2610
3254 dnopoueHo3 - KOMNNEeKCHoe uccrneaoBaHue (Bkno4vaeT

83.3254 NCMT) 3140

83.3312 3312 MuHumanbHoe obcnenoBaHMe Ha MHEKLUu 1350

83.3313 3313 ExxerogHoe o6cnenoBaHue Ha MHGEKLMK 3020
3314GR l'en RHD (unu Pe3syc-thakTop) nnoaa B KpOBU MaTepu

83.3314 (nupP) 7270
3322CO0V KopoHaBupyc SARS-CoV-2, onpeaenexue PHK,

83.3322 Kay., B Ma3Ke CO CIIM3NCTON HOCOINOTKU U/UNN POTOrNOTKMN 1500
3348 OueHKa COCTOAHUA MUKPOOUOTbI TOSICTOrO KULLEeYHUKA

83.3348 metoaom MUP.KOJIOHO®JIOP-16 (buHOLEHO3) 4 820

3349 lNpoTo-ckpuH. CKPpUHUHroBoe UccrnegoBaHMe Ha
BbISIBNIeHME BO30yaAUTENen KMWeYHbIX Napa3vTo3oB
(nAambnunosa, amebunasa, 611acToLMCTHOMN MHBa3UM,
83.3349 KpunTocnopuanosa, nsocnoposa) metogom MLP 2620

3355 Nenbmo-ckpuH. CkpuHuHrosoe lNLUP-uccnegoBaHue
BO30yauTenen renbMUHTO30B (3HTepobunosa, ackapuaoasa,

83.3355 ancdpunnoboTpmnosa, onucTopxosa, TeHNO3a) 2620
83.3366 3366 S. Pyogenes 720
83.3511 3511 Epstein Barr virus (kon.)AHK 560
83.3520 3520 lNepnec-Bupyc Yenoseka 6 Tuna, AHK, kon. 1040
83.3605 3605 BIr'y-7 1460
83.3606 3606 OndchbepeHumanbHas gnarHoctuka OPBU 5 580
83.3607 3607 Influenza virus A (H1N1, H3N2), PHK, Tun. 2100

3610 Bupyc rpunna A/H3N2 (roHKOHrckum rpunn),
kayecTtBeHHoe onpepeneHue PHK (Influenza virus A/IH3N2,

83.3610 quality, RNA) 1030
4049 OnuroknoHanbHbIN IgG B nukBOpE
83.4049 (uepebpocnMHanbLHOM XUAKOCTU) U CbIBOPOTKE KPOBU 4610

4050 M-rpaguneHT, CKpUHUHT. AneKkTpodope3 CbIBOPOTKU
KPpOBU, UMMYyHOJMUKCaLUsA C NONMBaNeHTHOMN
aHTUCbLIBOPOTKOW, KONM4yecTBeHHas oueHka M-6enka (6e3
83.4050 TUNUPOBaHUS) 2500

4051 M-rpagueHT, TMINMpoBaHue. AnNeKTpodope3 CbIBOPOTKU
KPpOBU, UMMYHOJUKCaLUS C NaHer bl aHTUCLIBOPOTOK
(paspensHo K IgG, IgA, IgM, kanna, namo6aa),

83.4051 Konu4yecTBeHHas oueHka M-6enka 4610
4054 Mpodcdunb AlnarHocTuka bynnesHbix gepmarto3oB (AT K
83.4054 Aecmocomam anugepmuca, AT K 6a3anbHON MemMOpaHe KOXu) 4 580

4055 CepoamarHocTuka ayTOMMMYHHOTIO racTpuTta u
nepHuLMo3Hon aHemuun (AT K napmeTanbHbIM KIeTKam

83.4055 xenyaka: AT K BHyTpeHHemy chakTopy KacTtna) 3620
4056 CepogmarHocTtuka 6one3Hu KpoHa u Hecneuudunyeckoro

83.4056 A3BEHHOro Konura 5830

IunpekTtop 000 "Mepek"
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4057 Llenvnakus, ceponornyeckun CKpMHuHr (AT K
aHaomusuio, IgA: AT K aeammavpoBaHHbIM NenTuaam
83.4057 rmaguvHa, IgG: IgA o6uw.) 2 330

4058 Llennakus, ceponornyeckasa ganarHoctuka (AT K
aHpomusuio, IgA: AT K TKaHEBOM TpaHcrnyTamMmuHase, IgA, IgG:

83.4058 IgA o6u.) 3770
4059 CKpUHUHT Gone3Hen coeamHuTenbHon TkaHu (AT k QHA,
83.4059 aHTUHyKneapHbin dakTop (AHP)) 2610

4060 CucteMHas KpacHas Bon4yaHka, o6cneagosaHue (AT k
Hykneocomam, AT k kapavnonununy, IgG: AT K KapaANONUNUHY,
83.4060 IgM: aHTUHYKneapHbIn dpakTop (AHP)) 4 690

4061 OudcpepeHumnanbHaa guarHoctuka CKB n apyrmnx
peBmaTuyeckux 3abonesaHum (AT K Hykneocomam,

83.4061 aHTUHYKNeapHbIn dakTop (AHD)) 2610

83.4062 4062 AT Kk kapguonunuHy, IlgG, IgM 2070
4063 OunarHocTuka BTOpuyHoro aHtucpocchonunugHoro

83.4063 cuHagpoma 3450
4064 AHTdochonMnnaHbIn CUHAPOM, pa3BepHyTas

83.4064 ceponoruv4yeckoe nccnenoBaHue 4700

4065 [lnarHocTuKa rpaHyfieMaTo3HbIX BaCKynuToB
(aHTUHYKNeapHbIn hpakTop (AH®D), AT Kk uuTonnasme

83.4065 HenTpodunos 3530
4066 [JuarHocTuka GbicTponporpeccupytoLiero

83.4066 rnomepyrnoHedpuTta 3830

83.4067 4067 lnarHocTukKa ayTOMMMYHHOIO NOpaXeHUA Nnoyvekx 5210
4068 BocnanutenbHble Mnokapauonatum (AT K

83.4068 mutoxoHapusam (AMA), AT k cepaeyHOn MyckynaType) 3140

4069 MNpodunb «CuctemHan kpacHas BonyaHka (CKB),
MOHUTOPUHI akTuBHocTU (aHTn-ac-AHK IgG, C3, C4

83.4069 KOMMNOHEHTbI KOMNNEeMeHTa)» 1610
83.4403 4403 NoceB Gardnerella vaginalis 720
83.4404 4404 MNoceB Ha Candida albicans 1040
5000 KoHcynbTraums roToBbIX LUTONIOrMYECKMX NpenapaToB
83.5000 (opgHO cTekno) 480
83.5006 5006 FISH testing , 1 probe 15 040
83.5007 5007 BCL6 FISH 15 040
83.5008 5008 MYC FISH 15 040
83.5010 5010 CDK4 FISH 15 040
83.5012 5012 FISH RET 20990
83.5013 5013 FISH MET 16 790
83.5014 5014 Onpepenenne amnnudukaumm reHa MDM2 15740
83.5015 5015 FUS FISH 13 690
5110 KoHcynbTauuma rotoBbIX FrMCTONOrMYeCKUX npenaparos
83.5110 (1 ctekno + 1 6nok) 1180

5251 PeuenTtopbl K 3CTpOreHam U NporectepoHy
(uMMyHOrMcToXMMmn4yeckoe nccnegoBaHue) B napacMmHOBOM

83.5251 onoke 8 260
83.5508 5508 OnpepeneHue TpaHcnokauun reHoB NTRK1/2/3 15000
83.5601 5601 Makpo-TTI 400
IunpekTtop 000 "Mepek"
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6004 Cwmecb annepreHoB gomaiwuHen nbinu 1 (hp1):
Dermatophagoides pteronyssinus, Dermatophagoides

83.6004 farinae, pomalwHAA NbiNb, TapakaH, IgE 1520
83.6011 6011 Atonuyeckas naHens PROTIA Allerqy-Q 5130
83.6030 6030AB6 Cmecb annepreHoB nneceHn (mmz2) 1080
83.6088 6088AB BuHorpap (f259), IgE 1080
83.6172 6172AB6 dnutenun kowkwm (el), IgE 590
83.6218 6218AB lMepxoTb kowku (€100), IgE (Cat dander (e100), IgE) 590
6221AB dnuTtenuin n 6enku CLIBOPOTKU N MOYMU KpbiChl (€87),
83.6221 IgE 590
83.6297 6297ABb Cmecb copHbix TpaB (WM1), IgE 980
83.6298 6298AB Cmechb copHbix TpaB (WM2), IgE 1080
83.6300 6300ABb Cmecb annepreHoB aepeBbeB (TM1), IgE 980
83.6301 6301ABb Cmechb ObITOBLIX annepreHoB (DM1), IgE 980
83.6302 6302ABb dnutenunanbHasa cmecb (EM100), IgE 980
83.6303 6303AB Cmecb nuweBas (msaco) (FM23), IgE 980
83.6304 6304ABb Cmecb annepreHoB 3nakoBbix (FM3), IgE 1080
83.6305 6305AB6 Cmecb annepreHoB opexoB (FM61), IgE 980
83.6306 6306ABb Cmecb nyroBbix TpaB (GM100), IgE 980
83.6307 6307Ab Cmecb annepreHoB gomawHen nbinu (HM1), IgE 980

6310 NuweBasa naHenb PROTIA Allerqy-Q (anneprus y aeten
1 B3pocnbix, 59 nULeBbIX U pecnUpaTopHbIX anfepreHoB)

83.6310 (Food panel PROTIA Allergy-Q), IgE 6 390
83.6315 6315 MNbiInbua copHbix TpaB, wx2 IgE ImmunoCAP 3740
83.6317 6317ABb Cmechb knewesBbix annepreHos (DM2), IgE 980
83.6323 6323 OBowu, mukct fx14 Ig E, InmunoCAP 1750
6400 OnpepeneHne anneprum K NIMCOXBOCT nyrosomy (g16),
83.6400 IgE, ImmunoCap 1420
6401 OnpepeneHue anneprum K Kykypyse (g202), IgE,
83.6401 ImmunoCap 1770
83.6402 6402 AnnepreH i8, Monb, IgE, ImmunoCap 1810
83.6403 6403 AnnepreH €201, KaHapenka gomaluHss, IgE, InmunoCap 1 860
6404 OnpepeneHue anneprum Kk mapu 6enown (w10), IgE,
83.6404 ImmunoCap 1420
83.6405 6405 AnnepreH 214, WnuHar, IgE, ImmunoCap 2400
83.6406 6406 OnpepeneHue anneprum Kk xnonky (o1), IgE, ImmunoCap 1420
6407 OnpepneneHue annepruu k xypme (f301), IgE,
83.6407 ImmunoCap 1 860
83.6408 6408 Popenb (f204), IgE, ImmunoCap 1 550
83.6409 6409 MNneceHb (mx4), IgE, InmunoCap 1620
83.6410 6410 Cnuga (f255), IgE, ImmunoCap 1900
83.6411 6411 Nuweskle npoaykThl (fx26), IgE, ImmunoCap 1620
83.6412 6412 MNepbsa ntuy (ex72), IgE, ImmunoCap 1530
83.6413 6413 Cbip Yepnep (f81), IgE, ImmunoCap 1530
83.6415 6415 OBec noceBHou (g14), IgE, InmunoCap 1420
83.6416 6416 lMepew yepHbIn (f280), IgE, ImmunoCap 1530
83.6417 6417 MeTtpywka (f86), IgE, ImmunoCap 1 580
83.6418 6418 Cbip c nneceHbto (f82), IgE, InmunoCap 1 860
83.6419 6419 Cmecb ambpo3usa (wx209), IgE, InmunoCAP 1840
83.6420 6420 Jluna menkonuctHas (t208), IgE, InmunoCap 1530
IunpekTtop 000 "Mepek"

13 aBrycta 2026 653010, KemepoBckas obnactb - Kysbacc, MNpokonbeBck r, 10-i1 MukpopanoH yn, gokicsi. Komaposa K.HO.



83.6421 6421 Monou4Has cbiBopoTka (f236), IgE, InmunoCap 1630
83.6423 6423 MNManpuka (f218), IgE, ImmunoCap 1 550
83.6424 6424 lN'ycb (nepo) (e70), IgE, InmunoCap 1420
83.6425 6425 AnnepreH t205, by3uHa yepHas, IgE, ImmunoCap 2570
6426 OnpepeneHne anneprum kK Tumodeeske Phl p 5b (g215),
83.6426 IgE, ImmunoCap 2740
83.6427 6427 OnpepeneHue annepruu K abiHe (f87), IgE, ImmunoCap 1770
6428 OnpepeneHuve anneprum Kk uee kosben (t12), IgE,
83.6428 ImmunoCap 1420
6429 AnnepreH c6, AMokcumnnuH, Igg, ImmunoCap
83.6429 (Amoxicillin (¢6), IgE, ImmunoCap) 1350
83.6430 6430 TumocpeeBka Phl p 7 (g210), IgE, ImmunoCap 2 380
83.6431 6431 TumodheeBka rPhl p12 (g212), IgE, ImmunoCap 2 380
83.6432 6432 TyHey xentonépbin (f40), IgE, InmunoCap 1420
83.6433 6433 Ykpon (f277), IgE, ImmunoCap 1620
83.6435 6435 MNantyc 6enokopbin (f303), IgE, InmunoCAP 2 050
83.6437 6437 Pak peuHomn (f320), IgE, ImmunoCAP 1 860
83.6438 6438 TmuH (f265), IgE, InmunoCAP 1 860
83.6439 6439 Ceekna (f319), IgE, ImmunoCAP 1 860
83.6445 6445 KeapoBbin opex (f253), IgE, InmunoCap 1 860
83.6446 6446 OcTparoH (TapxyH) (f272), IgE, ImnmunoCAP 1 860
83.6447 6447 Kokoc (f36), IgE, InmunoCAP 1350
83.6448 6448 bas3unuk (f269), IgE, ImmunoCap 1720
83.6449 6449 MNoneBuua noberoHocHas (g9), IgE, InmunoCap 1420
83.6450 6450 Koctep noneBon (g11), IgE, ImmunoCap 1420
83.6451 6451 Kamb6ana mopckas (f254), IgE, ImmunoCap 1440
83.6452 6452 TumbsaH (4abpen) (f273), IgE, ImmunoCap 1520
83.6453 6453 Kopuangp (f317), IgE, InmunoCap 1520
83.6454 6454 Marta nepeyHas (f332), IgE, InmunoCap 1520
83.6455 6455 NlaBpoBbin nuct (f278), IgE, ImmunoCap 1520
83.6456 6456 AHuc (f271), IgE, ImmunoCap 1520
83.6457 6457 CapauHa panbHeBocTo4Has (f61), IgE, ImmunoCap 1420
83.6458 6458 CtaBpupa (f60), IgE, ImmunoCap 1420
83.6459 6459 Umbumpsb (f270), IgE, ImmunoCap 1520
83.6460 6460 Ckymb6pusa atnaHTnyeckas (f206), IgE, InmunoCap 1520
83.6461 6461 MNepewy 3enéHbin (f263), IgE, ImmunoCap 1520
83.6462 6462 KpanuBa aByaomHas (w20), IgE, ImmunoCap 1420
83.6463 6463 MNocteHHuua (w21), IgE, ImmunoCap 1420
83.6464 6464 3onotapHuk (w12), IgE, InmunoCap 1420
83.6465 6465 MawnopaH (f274), IgE, ImmunoCap 1520
83.6466 6466 NBosguka (f268), IgE, ImmunoCap 1520
6467 [eTckue nuweBble annepreHbl (15 annepreHos),
83.6467 ImmunoCAP 8 390
6468 lNporHo3 pucka npoBeaeHUsi onepaTuBHOro
83.6468 BMellaTenbCcTBa 4190
6469 lNporHo3 pucka npoBeaeHUs BakuuHauuu, IgE,
83.6469 ImmunoCAP® (7 napameTpoB) 5240
83.6470 6470 NMNaHenb annepreHoB lNneceHb HapyXHas 3140
83.6471 6471 NaHenb annepreHoB lNuweBas TOKCUKOUHEKLUA 3140
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83.6472 6472 MNaHenb annepreHoB NpnbKoBbLIe 3aboneBaHus 3140

83.6473 6473 MNuwesas anneprus, InmunoCAP 3140
83.6474 6474 BoiToBas anneprus,, ImnmunoCAP 5240
83.6475 6475 ImmunoCAP. lNpeaBakuuMHaLMOHHaA NaHesnb 3660

6476 ImmunoCAP. lNMpenonepaunoHHas naHenb (TpunTtasa;
akcTpakTbl annepreHoB: k82 Jlatekc/Hevea braziiliensis; c8

83.6476 XnoprekcuauH; c74 XKenatuH KOpoBUN) 4190
6477 NaHenb nporHo3a acpcpekTuBHocT ACUT —
83.6477 TumodeeBka 3 350
83.6478 6478 NaHenb «Bbli6op nuToMua» 4810
83.6479 6479 NMaHenb nporHo3a adcpekTBHOCTU ACUT — CopHble 6 260
6480 NMaHenb nporHo3a adc¢pekTnuBHOoCcT ACUT — Knewm
83.6480 AOMaLUHeNn Nbinun 13 080
83.6481 6481 NMaHenb BbiTOBasa anneprus 6710
83.6482 6482 NaHenb Anneprus Ha NbiNbLy AepeBLEB 5450
83.6483 6483 MNaHenb «lMpukopm» - ANA MNaaeHLeB 7740
83.6484 6484 NaHenb Anneprusa Ha bl HACEKOMbIX 2970
83.6485 6485 MNaHenb AcTMma, pUHUT (B3pOCTble) — pacluMpeHHas 13 420
83.6486 6486 NMNaHenb AcTma, pUHMUT (OeTU) — pacluMpeHHas 14 170
83.6487 6487 MNaHenb Jk3ema pacMpeHHas 15 500
83.6488 6488 NaHenb nporHo3a ach¢ekTnuBHocT ACUT — Bepésa 4 550
83.6489 6489 NaHenb Anneprusa Ha pbIOy 4 060
83.6491 6491 NMNaHenb Anneprus Ha PpPyKTbl U Aroabl 7140
83.6492 6492 NaHenb Anneprus Ha Beineuky 5490

6493 MNMaHenb annepreHoB AilLa KYPUHOro: INYHbLIA 6enok
(f1), An4HbIN X)enTOK (f75), IgE, InmunoCAP (Chicken egg

83.6493 allergen panel: egg white (f1), egg yolk (f75), | 1870

83.6494 6494 MNaHenb Anneprus Ha opexu U apaxmc 5790

83.6495 6495 NaHenb Anneprus Ha osoLx 4 500
6496 Cmechb nuweBbIx annepreHoB (fx16) IgE, ImmunoCAP

83.6496 (Food allergens mix (fx16) IgE, ImmunoCAP) 1670

83.6497 6497 Anneprus Ha MSICO 6 290

83.6546 6546 MNMepcuk rPru p3 LTP (f420) IgE, ImmunoCAP 3300
6552 OnpepeneHne anneprum K ToNonto TpexperpaHHomy t14,

83.6552 IgE, ImmunoCap 1420
6553 OnpepeneHue anneprum kK TumodpeeBke nyrosou rPhl p1

83.6553 (9205), IgE, ImmunoCap 2190
6554 OnpepeneHuve anneprum K pxxu nocesHou g12, IgE,

83.6554 ImmunoCap 1420
6555 OnpepeneHue annepruu Kk neéepe (w15), IgE,

83.6555 ImmunoCap 1420
6556 OnpepneneHue anneprum Kk ackapuae (p1) IgE,

83.6556 ImmunoCAP 1420
6558 OnpepeneHne anneprum K CMecu anuTennm XXNBOTHbIX

83.6558 ex70, IgE, InmunoCAP (Rodents (ex70), IgE, ImmunoCAP) 1640
6559 OnpepneneHuve anneprum K cMecu Mmyka u kpynboil (fx3),

83.6559 IgE, ImmunoCAP 1640
6560 OnpepeneHue anneprum K CMecu nbifiblbl TPaB WX?7,

83.6560 IgE, ImmunoCap (Weed pollen (wx7), IgE, ImmunoCap) 1640
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6561 OnpepeneHue anneprum K nnecHeBbIM rpubkam m228,
IgE, ImnmunoCAP (Aspergillus flavus (m228), IgE,

83.6561 ImmunoCAP) 1 640
6562 OnpepeneHune anneprum K KunssyeHomy monoky 231,

83.6562 IgE, InmunoCAP 1 640
6563 OnpepeneHue anneprum K AM6po3nm o6bIKHOBEHHOMN

83.6563 (ronomenbuartas) w2, IgE, ImmunoCAP 1420
6564 OnpepeneHne anneprum K exe céopHon, g3, IgE,

83.6564 ImmunoCAP 1420
6565 OnpepeneHue anneprumn Kk bepese 6oponaB4yaTon, rBet

83.6565 v2 (t216), IgE, ImmunoCAP 2190
6566 OnpepeneHne anneprum K anuTenuio xomsika e84, IgE,

83.6566 ImmunoCAP 1 640
6567 OnpepeneHue anneprum K Krnewy gomaiuHen nbinm (d3),

83.6567 IgE, ImmunoCap 1420
6568 OnpepeneHne anneprumn k 6epese t220, rBet v4, IgE,

83.6568 ImmunoCap (Birch (t220), IgE, ImmunoCap) 2190
6569 OnpepeneHue anneprum K rpeukomy opexy (f256), IgE,

83.6569 ImmunoCap 1640
6570 OnpepeneHne anneprum K CMecu NbifbLibl 3N1aKOBbIX

83.6570 Tpas gx4, IgE, InmunoCAP 1 640
6571 OnpepeneHne anneprum K Knewy gomailuHen nbinum d74,

83.6571 IgE, InmunoCAP 1640

83.6572 6572 AMG6po3us Bbicokas, w1, IgE, ImmunoCAP 1090
6573 OnpepeneHue annepruu Kk nneseny (g5), IgE,

83.6573 ImmunoCap 1420
6574 OnpepeneHune anneprum K nrecHeBbIM rpubam

83.6574 Aspergillus niger (m207), IgE, InmunoCap 2190
6575 OnpepeneHue annepruu K ¢ouctawkam (f203), IgE,

83.6575 ImmunoCap 2190
6576 OnpepneneHue anneprum kK YyedeBuue (f235), IgE,

83.6576 ImmunoCap 1530
6577 OnpepeneHue anneprum K CBUHOPOIO Nanb4yaTomy (g2),

83.6577 IgE, ImmunoCap 1420
6578 OnpepneneHuve anneprum K HyTy 6apaHbemy (f309), IgE,

83.6578 ImmunoCap 1 560
6579 OnpepeneHue anneprum Kk msicy uiaenku (f284), IgE,

83.6579 ImmunoCap 1 540
6580 OnpepneneHuve anneprum K nepxoTtu koposhbl (e4), IgE,

83.6580 ImmunoCap 1420
6581 OnpepeneHue anneprum K CeMeHu NoACONTHeYHUKa

83.6581 (k84), IgE, ImmunoCap 1620
6582 OnpepeneHuve anneprum K opexy Keuwsbto (f202), IgE,

83.6582 ImmunoCap 1890
6583 OnpepeneHne anneprumn K notawHuky (w11), IgE,

83.6583 ImmunoCap 1420
6584 OnpepeneHuve anneprum K akauum (t19), IgE,

83.6584 ImmunoCap 1420
6585 OnpepeneHne anneprum K MUHCYJIMHy 4YenoBe4ecKomy

83.6585 (c73), IgE, ImmunoCap 1 540
6586 OnpepeneHne anneprum Kk 6pasunbckomy opexy (f18),

83.6586 IgE, ImmunoCap 1420
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6587 OnpepeneHne anneprum K NofopPOXKHUKY
83.6587 naduetoBugHomy (w9), IgE, ImmunoCap 1420
6588 OnpepeneHune anneprum K Kykypyse (f8), IgE,
83.6588 ImmunoCap 1420
6589 OnpepeneHne anneprum Kk aHusakmae (p4), IgE,
83.6589 ImmunoCap 1420
83.6590 6590 Cmecb annepreHoB XKUMBOTHbIX (€x2), IgE, InmunoCAP 1530
6591 OnpepneneHue anneprum Kk BuHorpaay (f259), IgE,
83.6591 ImmunoCap 1600
6592 OnpepeneHne anneprumn K KrneHy siceHenucTHomy (t1),
83.6592 IgE, ImmunoCap 2520
6593 OnpepeneHune anneprum K cmecu 6060BbIX U OBoLLEn
83.6593 (fx13), IgE, ImmunoCap 3 360
6594 Cmecb annepreHoB COpHbIX TpaB (wx3), IgE,
83.6594 ImmunoCAP 1610
83.6595 6595 Kunapuc BeyHoseneHbin (t23), IgE, ImmunoCap 1420
83.6596 6596 Knew gomawHen nbinu (d201), IgE, ImmunoCap 1620
83.6598 6598 Cmechb pbIbbI (fx74), IgE, ImmunoCAP 1 560
83.6599 6599 PernoHanbHasa cmechb (rx6), IgE, ImmunoCap 1890
83.6601 6601 F77 BeTta-nakrornobynuH IgG 610
83.6602 6602 F78 KazeuH IgG 610
83.6603 6603 F83 KypuHoe msico IgG 610
83.6605 6605 F9 Puc IgG 610
83.6606 6606 F49 fl6noko IgG 610
83.6607 6607 F25 TomaTbl IgG 610
83.6608 6608 F84 Kusu IgG 610
83.6609 6609 F208 JlumoH IgG 610
83.6610 6610 F403 MNMuBHble apoxokm IgG 610
6611 FP50 NaHenb nuLieBbLIX annepreHoB: KUBU, MaHro,
83.6611 6aHaH, aHaHac IgG 1 360
6612 FP15 MNaHenb nuweBbIX annepreHoB: anenbCUH,
83.6612 fAbnoko, 6aHaH, nepcuk IgG 1 360
6613 FP73 lNaHenb nuweBbIX annepreHoB: CBMHUHA,
83.6613 roBsauvHa, Kypuua, 6apaHuHa) lgG 1 360
83.6614 6614 M1 NMneceHb Penicillinum notatum IgG 610
83.6615 6615 M2 lNneceHb Cladosporium herbarum IgG 610
83.6616 6616 M3 NneceHb Aspergillus fumigatus IgG 610
83.6617 6617 NneceHb Candida albicans IgG (M5) 610
83.6618 6618 M6 NneceHb Alternaria tenuis IgG 610
6619 MP1 NaHenb annepreHoB nneceHu: penicillum notatum,
Aspergillus fumigatus, Alternaria senuis, Cladosporium
83.6619 herbarum, Candida albicans (MP1: Mold P 1 360
83.6632 6632 D1 Dermatophagoides pteronyssinus IgG 610
83.6633 6633 D2 Dermatophagoides farinae IgG 610
83.6634 6634 D3 Dermatophagoides microceras IgG 610
83.6635 6635 H1 JomawHsasa nbinb/Greer/ IgG 610
83.6638 6638 E1 Kowka anutenun IgG 610
83.6639 6639 E2 Cob6aka anutenun IgG 610
83.6643 6643 F1 AnyHbin 6enok IgG 610
83.6644 6644 F11 lNpeuHeBasa myka IgG 610
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83.6645 6645 F13 Apaxuc IgG 610
83.6646 6646 F14 CoeBble 606bI1 IgG 610
83.6647 6647 F17 ®yHayk IgG 610
83.6648 6648 F2 KopoBbe monoko IgG 610
83.6649 6649 F216 KanycTta koyaHHas IgG 610
83.6650 6650 F225 TwikBa IgG 610
83.6652 6652 F24 KpeBeTtku IgG 610
83.6653 6653 F26 CBuHuHa IgG 610
83.6654 6654 F27 lNoBaguHa IgG 610
83.6655 6655 F3 Tpecka IgG 610
83.6656 6656 F31 MopkoBb IgG 610
83.6657 6657 F35 KapTodenb IgG 610
83.6658 6658 F4 NMweHu4yHasa myka IgG 610
83.6659 6659 F44 Kny6Huka IgE 610
83.6660 6660 F55 Mpoco IgG 610
83.6661 6661 F7 OBcsAHaa myka IgG 610
83.6662 6662 F75 Aluunbin xentok IgG 610
83.6664 6664 F45 Mekapckue gpoxekun lgG 610
83.6665 6665 F105 LLokonap IgG 610
83.6666 6666 F209 NpenndpyT IgG 610
83.6667 6667 F33 AnenbcuH IgG 610
83.6668 6668 F88 bapaHuHa IgG 610
83.6669 6669 F95 MNepcuk IgG 610
83.6670 6670 F91 Manro IgG 610
83.6671 6671 F92 BaHaH IgG 610
83.6672 6672 F210 AHaHac IgG 610
83.6673 6673 G1 Konocok AywmcTbIn 1440
83.6674 6674 G12 Poxb KynbkTypHas 1 540
83.6675 6675 G13 ByxapHuK WepCcTUCTbIN 1490
83.6676 6676 G3 Exxa cbopHasn 1420
83.6677 6677 G4 OBcsiHMua nyroBas 1810
83.6678 6678 G5 Poxxb MHOroneTHss 1420
83.6679 6679 CocHa BenmyToBa (t16), IgE, ImmunoCAP 1420
83.6680 6680 CneneHb (i204), IgE, InmunoCAP 1 550
83.6681 6681 T2 Onbxa 1420
83.6682 6682 T4 JlewumHa oO6bLIKHOBEHHas 1550
83.6706 6706 NMaHenb pa3Hble annepreHbl 1 4 520
6707 Manasa cmewaHHasa naHenb Immulite (10 annepreHoB: 7
83.6707 nuweBbIX, 3 pecnupaTtopHbIx), IgE 4310
83.6792 6792 KyHxyT (cemeukn n macno) (f10), IgE 2960
83.6793 6793 Kponuk (anutenun), (e82), IgE, ImmunoCAP 2290
83.6801 6801PI Phadiatop Infant InmunoCAP, IgE 3270
83.6802 6802PH Phadiatop ImmunoCAP, IgE 4 050
83.6803 6803E5 CobGaka, nepxotb (e5) IgE, ImnmunoCAP 1030
83.6804 6804E1 Kowka, nepxotb (e1) IgE, InmunoCAP 1030
83.6805 6805F2 Monoko kopoBbe (f2) IgE, ImmunoCAP 1120
6806F76 Anbda-naktanb6ymuH (nBos d4) (f76) IgE,

83.6806 ImmunoCAP 2980
83.6807 6807F78 KaseuH, monoko (nBos d8) (f87) IgE, InmunoCAP 2980
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6808F77 BeTta-nakrornobynuH, (nBos d5) (f77) IgE,

83.6808 ImmunoCAP 2980

83.6809 6809T3 Bepeza (t3) IgE, InmunoCAP 1030
6810T215 Bepe3a 6oponaByatas, rBet v1/PR-10 6enok (t215)

83.6810 IgE, InmunoCAP 2980
68117221 bepe3sa 6oponaByaras, rBet v2, rBet v4 (t221) IgE,

83.6811 ImmunoCAP 2370
6812G213 TumodeeBka nyrosas, rPhl p1, rPhl p5 (g213) IgE,

83.6812 ImmunoCAP 2280
6813G214 TumocpeeBka nyroBas, rPhl p7, rPhl p12 (g214) IgE,

83.6813 ImmunoCAP 2280
6814W230 AMOpoO3usa BbiCOKasi, NonbIHONUCTHaA, nAmb a1

83.6814 (w230) IgE, ImmunoCAP 2980
6815W231 NonbiHb 06bIKHOBEHHasA, nArtv1 (w231) IgE,

83.6815 ImmunoCAP 2280
6816W233 lNMonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE,

83.6816 ImmenoCAP 2980
6817D1 Knew, gomaiwuHen nbinu / D. pteronyssinus (d1) IgE,

83.6817 ImmunoCAP 1120
6818D2 Knew, pomawHen nbinu / D. farina (d2) IgE,
83.6818 ImmunoCAP 1120
83.6819 6819H1 NomawHsAnA nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 1220
6820HS Cmecb annepreHoB gomaiuHen nbinu (Hollister-Stier)
83.6820 (hx2) IgE, InmunoCAP 1 660
6821TX9 Cmechb annepreHoB NbinbLbl AepeBbeB (1x9) IgE,

83.6821 ImmunoCAP 1 560
6822MX2 Cmecb annepreHoB nneceHu (mx2) IgE,

83.6822 ImmunoCAP 1670
6823MX1 Cmechb annepreHoB nnecHeBbIX rpuokoB (mx1) IgE,

83.6823 ImmunoCAP 1550

83.6824 6824E213 MNonyrawn, nepo (e213) IgE, ImmunoCAP 2010
6825H2 NlomawHsAsa nbinb (Hollister —Stier) (h2) IgE,

83.6825 ImmunoCAP 1220

83.6829 6829TP Tpuntasa, InmunoCAP 3110

83.6830 6830M6 Alternaria alternata (m6) IgE, InmunoCAP 1290

83.6831 6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1220
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE,

83.6832 ImmunoCAP 1220

83.6833 6833M5 Candida albicans (m5) IgE, InmunoCAP 1220

83.6834 6834M2 Cladosporium herbarum (m2) IgE, InmunoCAP 1220

83.6835 6835G6 TumodheeBka nyroas (g6) IgE, InmunoCAP 1190

83.6836 6836F1 AnyHbin 6enok (f1) IgE, ImmunoCAP 1290

83.6837 6837F75 AAnunbin xenTok (f75) IgE, ImmunoCAP 1220
6838WX1 Cmecb annepreHoB NbiibUbl COPHbIX TpaB (wx1)

83.6838 IgE, InmunoCAP 1660

83.6839 6839 Kouwuka, cbiB. anb6ymuH (€220), IgE, InmunoCAP 2190

83.6841 6841E94 Kowika, rFel d1 (e94) IgE, InmunoCAP 2370
6842E220 Kowka, CbIBOPOTOUYHbIN anbO0yMuH, rFel d2 (e220)

83.6842 IgE, InmunoCAP 1800

83.6843 6843E101 Cob6aka, rCan f 1 (e101) IgE, InmunoCAP 2980

83.6844 6844E102 Cobaka, rCan f 2 (e102) IgE, InmunoCAP 2980
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6845E221 Cobaka, CbIBOPOTOUHbIN anbbymMuH, nCan 3 (e221)

83.6845 IgE, ImmunoCAP 1 860
6846M229 Alternaria alternate, rAlt a 1 (m229) IgE,

83.6846 ImmunoCAP 2980
6847E204 Bbluni CbIBOPOTO4HbLIN anbobyMuH, nBos d6 BSA

83.6847 (e204) IgE, ImmunoCAP 2980
6848F232 OBanbLbyMuH, anbObyMuH sinuHbIN, nGal d2 (f232)

83.6848 IgE, InmunoCAP 1900

83.6849 6849F233 OBomykoupa, nGal d1 (f233) IgE, InmunoCAP 2980
6850F323 KoHanb6ymuH sinua, nGal d3 (f323) IgE,
ImmunoCAP CbiBopoTtka kpoBu Kon no 6 650
6850F323 KoHanb6ymuH sinua, nGal d3 (f323) IgE,

83.6850 ImmunoCAP 2520

83.6851 6851K208 Jluzouum sinua, nGal d4 (k208) IgE, ImmunoCAP 2980
6852F351 Tponomuno3uH kpeBeTok, rPen a1(f351) IgE,

83.6852 ImmunoCAP 2150
6853F355 Kapn, napBanb6ymuH, rCyp c 1 (f355) IgE,

83.6853 ImmunoCAP 1 800
6854F416 Omera-5 MuaavH nweHuubl, rTri a 19 (f416) IgE,

83.6854 ImmunoCAP 3300

83.6855 6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2980

83.6856 6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2950
6857 OnpepeneHne anneprum K anutenuio, benkam

83.6857 CbIBOPOTKM U MOYM Mbiwu (e88), IgE, ImmunoCap 1640

83.6858 6858F424 Apaxwuc, rAra h 3 (f424) IgE, InmunoCAP 2950
6859F352 Apaxwuc, rAra h 8/PR-10 6enok (f352) IgE,

83.6859 ImmunoCAP 2950

83.6860 6860F427 Apaxwuc, rAra h 9 LTP (f427) IgE,ImmunoCAP 2950

83.6861 6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 1600

83.6862 6862E6 Mopckas cBuHKa, anutenun (e6) IgE, InmunoCAP 1420

83.6863 6863M227 Malassezia spp. (m227) IgE, ImnmunoCAP 2290
6864M80 CtachmnokokkoBbIn 3HTepoToKcUH A (m80) IgE,

83.6864 ImmunoCAP 2520
6865M81 CtachmnokokkoBbI aHTepoTokcuH B (m81) IgE,

83.6865 ImmunoCAP 2520
6866M226 CtachnnokokkoBbIN IHTEPOTOKCUH TSST (M226)

83.6866 IgE, ImmunoCAP 1720
6867 NMaHenb "CTachnnokoKKOBbI€ 3IHTEPOTOKCUHbI", IgE,

83.6867 ImmunoCAP 2270
6868GX1 Cmechb nbinbLbl paHHeLBETYLWMUX NYroBbIX TpaB

83.6868 (gx1) IgE, ImmunoCAP 1550

83.6869 6869F4 MNMweHunua (f4) IgE, ImmunoCAP 1220

83.6870 6870F93 Kakao (f93) IgE, InmunoCAP 1600

83.6871 6871F14 CoeBble 606bI (f14) IgE, InmunoCAP 1220

83.6872 6872F13 Apaxuc (f13) IgE, InmunoCAP 1240

83.6873 6873F83 Msco kypuubl (f83) IgE, ImmunoCAP 1240

83.6874 6874W6 MNonbiHb o6bIkHOBeHHas (w6) IgE, ImmunoCAP 1110

83.6875 6875F49 Aonoko (f49) IgE, ImmunoCAP 1240

83.6876 6876F95 Mepcuk (f95) IgE, InmunoCAP 2520

83.6877 6877F92 baHaH (f92) IgE, ImmunoCAP 1 600

83.6878 6878F27 lNossauHa (f27) IgE, ImmunoCAP 1220
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6879F45 [Jpoxokm nekapckue (Saccharomyces cerevisiae)
83.6879 (f45) IgE, ImmunoCAP 1240
83.6880 6880F3 Tpecka aTnaHTu4yeckas (f3) IgE, ImmunoCAP 1220
83.6881 6881F25 NMomupop (f25) IgE, ImmunoCAP 1300
83.6882 6882F33 AnenbcuH (f33) IgE, InmunoCAP 1220
83.6883 6883CF Cmecb nuweBbix annepreHoB (fx15) IgE, InmunoCAP 1680
83.6884 6884F7 OBec (f7) IgE, ImmunoCAP 1240
83.6885 6885F85 Cenbpepen (f85) IgE, ImmunoCAP 1 640
83.6886 6886F11 Npeuuxa (f11), IgE, ImmunoCAP 1290
83.6887 6887F35 Kaptodensb (f35) IgE, ImnmunoCAP 1240
83.6888 6888F225 TwikBa (f225) IgE, InmunoCAP 1 550
83.6889 6889F208 JlumoH (f208) IgE, ImmunoCAP 1 550
83.6890 6890F44 3emnsaHuka (f44) IgE, ImmunoCAP 1220
83.6891 6891F31 MopkoBb (f31) IgE, ImmunoCAP 1240
83.6892 6892F9 Puc (f9) IgE, ImmunoCAP 1220
83.6893 6893F26 CBuHuHa (f26) IgE, InmunoCAP 1250
83.6894 6894F24 KpeBeTka (f24) IgE, ImnmunoCAP 1240
83.6895 6895F216 Kanycta 6enoko4aHHas (f216) IgE, InmunoCAP 2290
83.6896 6896F17 ®yHayk (f17) IgE, InmunoCAP 1230

6897FX21 Cmechb nuweBbIx annepreHos (fx21) IgE,
83.6897 ImmunoCAP 3 060
83.6898 6898F84 Kusu (f84) IgE, ImmunoCAP 1670
83.6900 6900F209 NpenndcpyT (f209) IgE, ImmunoCAP 1620
83.6901 6901F88 bapaHuHa (f88) IgE, ImnmunoCAP 2440
83.6902 6902F23 Kpab (f23) IgE, ImmunoCAP 1420
83.6903 6903F210 AHaHac (f210) IgE, InmunoCAP 1 640
83.6904 6904F55 lNMpoco noceBHoe (nweHo) (f35) IgE,ImmunoCAP 2290
83.6905 690511 Aa n4yenbl megoHocHom (i1) IgE, ImmunoCAP 1 550
83.6906 690612 A ocbl naTHucTom (i2) IgE, ImmunoCAP 1 560
83.6907 690713 An ocbl 06bIkHOBeHHOM (i3) IgE, InmunoCAP 1620
83.6908 6908171 Komap (i71) IgE, ImnmunoCAP 1240
83.6909 690916 TapakaH pbikun (npycak) (i6) IgE,ImmunoCAP 2210
83.6910 6910175 Aa wepwHs (i75) IgE, InmunoCAP 2290
83.6911 6911C1 MNeHuumnnuH G (c1) IgE, ImmunoCAP 1630
83.6912 6912C2 NeHnuunnuH V (c2) IgE, ImmunoCAP 1610

6914FX5 Cmecb aeTckux nuuieBbIx annepreHoB (fx5) IgE,
83.6914 ImmunoCAP 1670
83.6915 6915K80 dopmanbaernpg / coopmanut (k80) IgE, ImmunoCAP 1 860
83.6916 6916C8 XnoprekcuauH (c8) IgE, ImmunoCAP 2520
83.6917 6917K82 Ilatekc (k82) IgE, InmunoCAP 1760
83.6918 6918FX73 Cmecb annepreHoB msca (fx73) IgE, ImmunoCAP 3060
83.6919 6919E81 OBua, anutenun (e81) IgE, ImmunoCAP 1020
83.6920 6920W5 lMonbiHb ropbkas (w5) IgE, InmunoCAP 1160
83.6921 6921F9 Masnro (fE), InmunoCAP 1480
83.6922 6922 O6wmn Ig E ImmunoCAP 1020

6924 Cwmechb nbinbubl AepeBbeB (tx6) (kneH ACeHeNnUCTHbIN,

t1; 6epeasa, t3; nyb 6enbin, t7; 6yK, t5; rpeukunn opex, t10) IgE,
83.6924 ImmunoCAP 1 860
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6928 Cmecb annepreHoB mopenpoaykroB (fx2) IgE,

83.6928 ImmunoCAP (Mix seafood allergens (fx2), IgE, InmunoCAP) 3 360
6929 Cwmecb annepreHoB opexoB (fx1) IgE, ImmunoCAP (Mix

83.6929 nut allergens (fx1), IgE, ImmunoCAP) 1480
6930 Cmecb annepreHoB Myku 3nakoBbix (fx20) IgE,
ImmunoCAP (Mix cereal flour allergens (fx2), IgE,

83.6930 ImmunoCAP) 3 360

83.6939 6939 Msco kponuka (f213), IgE, InmunoCAP 2960

83.6940 6940 CemeHa maka (f224), IgE, InmunoCAP 2520

83.6941 6941 AM6po3us noxHas (w4), IgE, ImmunoCAP 2520

83.6942 6942 XenatuH kopoBui (c74), IgE, ImmunoCAP 2520

83.6943 6943 MaTnuk nyrosom (g8), IgE, InmunoCAP 2520

83.6944 6944 White beans (f15), IgE, InmunoCAP 2520

83.6946 6946 Banunb (f234), IgE, ImmunoCAP 2 960

83.6947 6947 Kanbmap (f258), IgE, InmunoCAP 2520

83.6949 6949 Cunsaa mugusa (f37), IgE, ImmunoCAP 2520

83.6950 6950 Jlococh (f41), IgE, ImmunoCAP 1420

83.7001 7001 NeHom.KnuHuka 76 530

83.7003 7003UGI CuHpgpom Xunbbepa 2610

83.7007 7007 Onucanmne NeHom.KnuHuka 83 570

83.7009 7009 HenpopereHepatuBHble 3aboneBaHua LLHC (NGS) 47 240

83.7011 7011 Anunencumn (NGS) 47 240
7013 OxxunpeHmne moHoreHHoe.llpoonMomenaHokopTuH. NMouck

83.7013 MmyTauun B reHe POMC, m. 47 240

83.7014 7014 HepBHO-MbIWeYHbIe 3a6oneBaHus (NGS) 47 240

83.7024 7024 bonbluas HeBponornyeckasa naHesnb 48 290

83.7030 7030 PacwmpeHHoe reHotunuposaHue HLA-B27 5500
7040 Yactaa mytaumsa B reHe BD (HegocTtaTtouyHOCTb

83.7040 6uoTnHmMAaasbl) 8 230
7042 MonHbin aHanu3 reHa GCDH (rnytapoBsas aumaypvsa tun

83.7042 1) 47 240

83.7043 7043 Yactble myTauuun B reHe CBS (romounctnHypums) 47 240
7044 YacTtble MyTaumm (nemunHo3, 60ne3Hb «C 3anaxom

83.7044 KneHoBoro cumpona mouun», reiHbi BCKDHA, BCKDHB) 47 240
7048 Yactaa mytaumsa B reHe HADHA (HegocTtaTo4yHOCTb

83.7048 AnuHHoueno4vevyHon 3-rmapokcuauunn-KoA-germgporeHasbl) 7 040
7052 YacTtas myTtauus B reHe ACADM (HegocTaToyHOCTb

83.7052 cpeaHeLeno4vYe4yHon aernaporeHasbl XUpHbIX kucnotr MCAD) 7 040
7055 MonHbIn aHanu3 reHa OTC (HeQOCTAaTOYHOCTL

83.7055 OPHUTUHTpPaHCKapbamunasbl) 47 475

83.7056 7056 YacTtble myTaumm B reHe FAH (Tupo3aumHemus tun 1) 12 990

83.7057 7057 NMonHbin aHann3 reHa FAH (Tupo3nHemusa tun |) 61 535

83.7058 7058 YacTnuHbIN aHanu3 reHa ASS (unTpynnuHemums) 12 865
7060 OnpepneneHMe akTUBHOCTM OMOTUHMAA3DI

83.7060 (HegocTaTOMHOCTL BMOTHMHMAA3LI) 7 040

83.7061 7061 BOXXX-MC-MC opraHM4eckux KUCNoT (CYKLIMHMUIALIETOH) 4480

83.7072 7072 AHTtutena Kk Treponema pallidum, IgG 250
7074 NnaHnpoBaHue 6epeMeHHOCTU Jk3oMm nntoc (Pregnancy

83.7074 planning (Whole Exome Sequencing plus)) 89 750
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7075 MNnaHunpoBaHue 6epeMeHHOCTN JK30OM NNKC ANA Napbl

83.7075 (Pregnancy planning (Whole Exome Sequencing PLUS), DUO) 170 660

83.7076 7076 CKPUHMHT NONTHOroO 3K30Ma 72 850

83.7077 7077 UccnepoBaHue reHa HLA-B57:01 5500
7078 UccnegoBaHMe NaToNoOrM4eckoro MeTUNMpPoOBaHUS reHa

83.7078 SEPT9 9910

83.7079 7079 UccnepoBaHue TpaHcnokauun reHa RET 12120

83.7081 7081 UccnepoBaHue reHa ALPL 15 420
7082 CemeMnHbIN MeAyNISAPHbIA PaK WMTOBUAHOM Xene3bl U

83.7082 cuHgpombl M3H 1/2. 8 390

83.7083 7083 CnopTMBHasA reHeTUKa 10 490

83.7084 7084 HyTpureHeTuka 20990

83.7091 7091 MeTabonuam cTtepouaHbIX FOPMOHOB (reHeTuka) 15740
7093 Mowuck KpynHbIX ageneuunn/aynnukauunn B reHe CFTR (c

83.7093 3aKrr4YeHueM Bpava-reHeTuka) 17 830

83.7094 7094 N'emocpunua A, reH F8 (c 3aknroyeHnem Bpava-reHeTUKa) 17 830

7107 ApTporp1nos auctanbHbIA (CUHAPOM
PpumeHa-LLlengoHa). Nounck YyacTbix myTauun B reHe MYH3,

83.7107 4. M. 14 200
7108 AtenocteoreHes (aucnnasus ae nsalllanens). Mouck

83.7108 MyTauuun B reHe SLC26A2,m. 27 310
7109LEl Atpodcusa sputenbHoro HepBa Jleb6epa.llounck

83.7109 YyacTbIX MyTauun B mutoxoHgpuanbHon AHK, 12 4. m. 18 960

7126 MNmnodhocharemmnyeckun BUTaMuH D-pe3ancTeHTHbIN
paxuT (noyeyHbIn pocdhaTHbIN AnabeT). Mouck mytauunm B

83.7126 reHe PHEX, m. 82 270
7127 Naykoma HoBeHUIIbHas OTKPbITOYronbHas(CUHAPOM

83.7127 Purepa). Mouck mytauun B reHe CYP1B1, m. 17 530
7128 OecpuunT KapHUTUHA CUCTEMHbIA NEePBUYHBLIN. NMouck

83.7128 MyTauum B reHe SLC22A5, m. 44 020
7129 Anactpoduyeckasa gucnnasms. lMomck mytaumn B reHe

83.7129 SLC26A2, m. 27 320

71311Gl OucTanbHasa cnuHanbHas aMmmoTpodna BpoXXaeHHan
¢ napanuyom auadparmbl.Nounck mytauun B reHe IGHMBP2,
83.7131 M. 65 460

7132 OuctanbHasa cnMHarnbHasa aMMoTpod A BpoxXaeHHan
Henporpeccupyowas. lMonck MytTaumm B «ropAaumMx» y4yacTkax

83.7132 reHa TRPV4, «ropsiu.» y4. M. 17 770
7133 UxTno3 BynbrapHbin. MoUCK YacTbiX MyTauui B reHe

83.7133 FLG,u4u. M 12 870
7140 KocTHas reteponnasusi nporpeccupytoiias.fonck

83.7140 MmyTauum B reHe GNAS, m. 39 230
7141 KpaHnomeTachusapHasa gucnnasus. lMonck myrtaumm B

83.7141 «ropsaumnx» yyactkax reHa ANKH, «ropsay.» y4. m. 14 190
7142 KpaHnomeTtachusapHas gucnnasua. Mouck myTtaumm reHa

83.7142 ANKH, m. 52 350

83.7143 7143 KpaHnocuHoctos. NMouck mytaumm B reHe TWIST1, m. 17 760
7145 MeTunrnytakoHoBas aumaypus. Mouck mytauum B reHe

83.7145 OPA3, m. 11 270
7146 MukpodhTanbm n3onupoBaHHbIN. NTonck Mytauuin B reHe

83.7146 GDF6, m. 14 920
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7147 MmnoknoHuyeckas aAucToHusA. Monck Mmytauun B reHe

83.7147 SGCE, m. 52 340
7148 MunotoHua TomceHa-bekkepa. lNMouck YyacTbix MyTauun B

83.7148 reHe CLCN1, u. m. 14 200
7154 Mbiwe4vHasa guctpodma NnoSACHOKOHeYHOCTHas. Mouck

83.7154 yactbix myTtaummn B reHax CAPN3, FKRP, ANO5,SGCA 12 050
7157 Mblwe4Has auctpocdma noAsCHOKOHeYHOoCcTHasA. NMouck

83.7157 MmyTauun B reHe SGCA, m. 25700
7159 MbiweyHas auctpocduna noscHOKoHeYHocTHasA. NMouck

83.7159 MyTauuu B reHe SGCB, m. 25700
7163 MbiweyHasn auctpocdua dmepu-Apendyca.lonck

83.7163 MmyTauun B reHe FHL1, m. 34 470
7166 HedppoTunueckmun cuHgpom. Nonck mytaumm B reHe

83.7166 NPHS1, m. 78 580
7167 HecppoTtuueckuim cuHgpom. NMonck myraumm B reHe

83.7167 NPHS2, m. 34 470
7168 OcTeoneTpo3 peueccuBHbIN (MpamMmopHasi 6onesHb

83.7168 kocten). Nouck mytaumn B reHe TCIRG1, m. 52 350

83.7176 7176 MNukHoaunsocTo3. NMouck mytauun B reHe CTSK, m. 27 310
7178 MNo4yeyHasa agucnnasus. NMNouck mytaumm B reHe UPK3A,

83.7178 M. 25700
7179 MNo4e4yHan agucnnasma. NMounck mytauum B 3k3oHax 10,

83.7179 11, 13, 14, 15 reHa RET, m. 21430
7180 Mporepua XatunHcoHa-Mundgopaa. NMouck mytauun B

83.7180 reHe LMNA, m. 44 000
7182 lNceBpokcaHToMa anactu4yeckas. Nonck mytauun B reHe

83.7182 ABCC6, m. 119 720
7183 lNceBpokcaHToMa anactuyeckas. Nouck yacTbix

83.7183 MyTauuin B reHe ABCC6, 4. M. 10 630

83.7185 7185 PetnHowunsuc. NMouck mytaumm B reHe RS1,m. 27 320

83.7186 7186 Cungpom TAR. MNouck mytaumn B reHe RBMSA, m. 27 320
7187 CuHgpom AnbcTpoma. NMounck Mytaumm B «ropavumx»

83.7187 y4yactkax reHa ALMS1, «ropsy.» yy. m. 17 760
7188 Cunpgpom bnoxa-Cynbubeprepa (cemenHasa ¢popma
Heaep)XaHUA NUrmeHTa). NMounck YacTbiX MyTauuin B reHe

83.7188 IKBKG, 4. m. 5140
7189 Cunpgpom boyaHa-KoHpaau
(BKC,uepebporenatopeHanbHbin cuHapom).lTonck mytauum B

83.7189 reHe EMG1, m. 20 460

83.7190 7190 Cunpgpom Ban gep Byaa. MNouck myTtaumm B reHe IRF6, m. 39 230
7192 Cunpgpom NepmaHcku-Nyanaka(Albinism

83.7192 Oculocutaneous).lonck YacTbix myTauumn B reHe HPS1, 4. m. 14 190
7194 Cunpgpom Xy6epa (CXK). AHanu3 uncna Konun reHa

83.7194 NPHP1 20 150
7195 Cunppom KapneHtepa(akpouedanononmcuHaakTunums

83.7195 BTOporo tuna). NMonck myTtauum B reHe RAB23, m. 30 880
7198 Cunagpom Knunnensa-®enns (CMHAPOM KOPOTKOM LLen).

83.7198 Mowuck myTtauun B reHe GDF6, m. 17 770

83.7199 7199 Cunpgpom Koctenno. NMouck mytaumm B reHe HRAS, m. 10 630

83.7200 7200 AHanu3 nepectpoek reHa ALK 14 320

83.7201 72011 TpombouuTapHbIn peuentop hmnbpuHoreHa(reH ITGB3) 1770
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7202 Cunpgpom KodhduHa-Ioypu (CKI1). Mounck mytauun B

83.7202 reHe RPS6KA3, m. 89 300

83.7204 7204 CuHpgpom Makneopa. NMouck mytaumun B reHe XK, m. 21 350

83.7207 7207IP®I OnpepeneHne reHoTuna pesyc-pakropa 15610
7213 CHApPOM HOITen-HaaKONeHHUKa

83.7213 (octeoHunxogucnnasus). NMonck mytaumm B reHe LMX1B, m. 30 880

7215 Cunpgpom Ocnepa-PaHatlo-Bebepa(HacneacrBeHHas
reMopparunyeckas TeneaHrnakrasums). llonck myrauum B reHe

83.7215 ENG, m. 39 230
7217 CnHApOM NoaKoneHHoro ntepurmyma. NMomck mytauum B

83.7217 reHe IRF6, m. 39 230

83.7218 7218MEI Cunpgpom PetTta. NMounck mytaumm B reHe MECP2, m. 14 190
7219 CuHpgpom CeTpe-Hor3seHa. NMouck myTauum B reHe

83.7219 TWIST1, m. 17 760

83.7220 7220 CuHpgpom CunbBepa. NMouck mytauun B reHe BSCL2, m. 30 890
7221 CuHppom CumncoHa-Nonabu-bemens.Mouck mytauun B

83.7221 reHe GPC3, m. 34 460
7223 Cunpgpowm LLiBaxmaHa-JanmoHaa. NMouck mytaumm B reHe

83.7223 SBDS, m. 23720
7224 Cvnpgpowm LliBaxmaHa-JanmoHaa. Mouck yactbix

83.7224 MyTauuu B reHe SBDS1, 4. m. 10 630
7226 CkanynonepoHeanbHaa muonatus. lMonck mytauum B

83.7226 reHe FHL1, m. 34 250
7228 CnuHanbHasa ammoTtpodusa tunbi |, II, 11, IV.Mounck
MyTauun B reHe SMN1, M. (TONbKO Npu HaNM4YMN OQHOWN KONMUMU

83.7228 reHa) 34 460
7230 CnoHpgunokocTanbHbIN agn3ocTos. lMonck Mmytauun B

83.7230 reHe DLL3, m. 30 880
7238 TpombouuToneHna BpoxaeHHas. NMonck mytauum B reHe

83.7238 MPL, m. 34 460

7240 Punbpoaucnnasuna occudpmumpyrolas
nporpeccupytowiasn. Monck mytauum B «ropsi4nx» yyactkax
83.7240 reHa ACVR1, «ropsiy.» y4. m. 21 350

7241 dunbpoaucnnasunsa occudmumpyrolas
nporpeccupytowiasn. Mouck mytaumm 6e3 «ropssumx» y4acTkos

83.7241 reHa ACVR1, 6e3 «ropsiu.» y4. M. 30 880
7244 XoHpgpoaucnnasusa touyeyHaa KoHpaau-XroHepmaHa.

83.7244 Mouck myTauun B reHe EBP, m. 21 350

83.7245 7245 XoHppokanbunHo3. NMouck mytauun B reHe ANKH, m. 52 350
7248 dnucpmsapHaa gucnnasusi, MHoXecTBeHHas.llouck

83.7248 yactbix myTtaumm B reHe COMP, 4. m. 8 810
7249 3nucpmusapHaa gucnnasus, MHoXecTBeHHas.llouck

83.7249 MyTauum B reHe SLC26A2, m. 27 320

7250 dpuTpoLUTO3 peLecCCUBHbLIN (CeMenHas
HacneacTBeHHas nonuuutemus). NMouck myTtaumm B reHe VHL,

83.7250 M. 17 770

83.7252 7252AZF| HapyweHusa cnepmaTtoreHesa, 6 mapképoB 2490

83.7259 7259 LUutoxpom CYP2D6 (reH CYP2D6) 7 040
7260 Mapkep pa3Butua Ph’-HeratuBHbix XMI3:konuy. onpes.

83.7260 CoOTH. HOpM. U MyTaHTHOro annenen 617V/617F rena JAK2 12 980
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7262 Mapkep pa3Butus Ph’-HeratnBHbix XMIM3:ka4y.oueHka
83.7262 Hanuuusa comaTtnyeckon mytaumm 617F reHa JAK2 8 690
83.7321 7321 UaeHTudunkaumua napadMHOBbIX 610KOB 17 730
83.7326 7326 CekBeHMpOBaHMe Lenoro reHa 29 540
83.7327 7327 XMA 3K30HHOro ypOBHS 42 770

7330 AHanu3 mytaumm B reHe FLT3 (ITD, TKD), MLP, kau.
83.7330 (Analysis of FLT3 (ITD, TKD) mutations (PCR qualitative)) 8 150
83.7332 7332 OHK-npodunupoBaHue 9 440
83.7336 7336 MNopTBepxparowee cekBeHMpoBaHMe Nno CaHrepy 14 690
83.7343 7343 AHanu3 mytauun B reHe CSF3R 7740
83.7344 7344 AHanu3 myTtaumn B reHe ASXL1 13 880
83.7345 7345 AHanu3 mytauun B reHe CEBPA 12730
83.7346 7346 AHanu3 myTtauun B reHe EZH2 15 040
83.7347 7347 AHanu3 mytauumn B reHe TP53 28 930
83.7348 7348 AHanu3 mytauun B reHe DNMT3A 8100
83.7350 7350 Bblgaya cbipbIX AaHHbIX 3760
83.7351 7351 AHanu3 KnoH. peapaHXXuUpoBokK B-kneT. peuentopoB 17 360
83.7352 7352 OTHOCUTenbHas akcnpeccus reHa WT1 5770
83.7353 7353 MyTtauuu B reHe FLT3 (ITD) (konuyecTBeHHO) 11 560
83.7354 7354 AHanu3s mytauun B reHe NPM1 6 920
83.7355 7355 AHanu3 mytaumm B reHe cKIT 6 920
83.7356 7356 AHanus KNoH. peapaHXXupoBoK T-kneT. peuenTopoB 17 360
83.7357 7357 AHanu3 TpaHcnokauum t(14;20) (FISH, konuuy.) 12730
83.7358 7358 AHanu3 mytauun B reHe CXCR4 8100
83.7359 7359 XumepHbin red TEL::AML1-t(12;21) (MLP, kau.) 4960
83.7360 7360 XumepHbin reH SIL::TAL1 -geneuusn 1p32 4 960

7361 AHanu3 myTtauuu B reHe MYD88 (L265P) (Mutations in
83.7361 MYD88 (L265P) gene) 8100
83.7362 7362 OTHOocC. akcnpeccusa reHa RUNX1::RUNX1T1-t(8;21) 8100
83.7363 7363 XumepHbii reH NUP214::ABL 8100
83.7364 7364 OueHka BnuaHusa CYP2D6 u CYP2C19 10 490
83.7366 7366 AHanu3 mytaummn B reHe EPOR (8 3k30H) 11 560
83.7367 7367 UccnepoBaHue reHa HLA-B58:01 6 290
83.7368 7368 MI' npochmnupoBaHue comaTM4eCcKux Mytauum 35 270
83.7369 7369 [lnarHocTuKa HacneacTBEHHbIX KapauomMuonaTum 41 990
83.7370 7370 Ana-Tuka Hacnen. apMTMOreHHbIX 3a6. cepaua 41 990

7371 AHanu3 mytauun B reHe TP53 metogom NGS (Mutations
83.7371 in TP53 gene, NGS) 38 580

7372 KapuoTtun OHKOreMatoniorm4eckum ¢ UCnosib3oBaHuemM

DSP30 un IL2 (Karyotype, Hematologic Disorders using DSP30
83.7372 and IL2) 16 530
83.7374 7374 N'eHeTUYeECKME NPUYMHBbI HAaPYLLEHU cnepmaToreHesa 7 340
83.7375 7375 Cungpom CANVAS, reH RFC1 8 390
83.7376 7376 CnuHouepebennsapHasa atakcua 27B Tuna 7 340
83.7377 7377 OecpuunT NM30COMHOM KUCNOMW nunasbl, reH LIPA 10 490
83.7378 7378 UHTepdepoHOBass noanucb Npu ayToum. 3abon-usx 6 290
83.7379 7379 MNMonureHHbIN NHOEKC pUCKa 4190
83.7380 7380 MNMpoTsikeHHble Aeneuun B reHe NF1 7 340
83.7381 7381 TuonypuHbI 7 340
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83.7500 7500 OpraHuyeckue KUcnoTtbl B Moue, 40 nokasartenemn 6 460

83.7501 7501 OpraHuyeckue KUcnotbl B Moye, 60 nokasarenen 9700
76611 HapywieHnsa cnepmaToreHesa: nosiHasi naHersb
83.7661 (AZF-pernon) 13 820

7691 JlaktasHasa HegoOCTaTOYHOCTb, (reH MCM6) (Adult
Lactase Deficiency (Gene MCM®6) (c onucaHuem pesynbsraTta

83.7691 BPa4OM-TeHEeTUKOM) 1590

83.7779 7779HFEI HacnepncTtBeHHbIN remoxpomartos, | Tun (reH HFE) 1130

83.7780 7780 HacneacTtBeHHbIN remoxpomarto3s, | Tun, HFE 2 090
77811 PeHnnkeToHypus. NMonck YacTbix myTaumm B reHe PAH,

83.7781 Y. M. 20 290

83.7791 77911 MykoBucumnaos, 4.m. 20 500
7811 UccnepoBaHue Kapuotuna (KonmMyecTBeHHbIe U

83.7811 CTPYKTYpPHblIe aHoManuu xpomocom) (Karyotype) 7 610

7824 Kapuotun ¢ abeppaunsamMmm (npyu BO3/eNCTBUU
MyTareHHbIX (paKTOPOB U OHKOremMaToNorM4eckmx
83.7824 3aboneBaHusx) (Karyotype with aberrations) 9 440

7840 HacnepactBeHHbIe hOPMbI aTUNUYHOIO
reMonuTuKo-ypemuveckmnm cuigpom (al'yc) mu C3
83.7840 rmomepyronaTum 14 080

83.7841 7841 OcTtpas nepemexarwasca nopdpupusa (reH HMBS) 13 610

7845 MoneKkynsipHo-reHeTU4YecKas AMarHocTuka
TpomMbGoTU4Yeckon TpoMboLuUToneHnYeCcKomn nypnypbl (reH
83.7845 ADAMTS13) 9990

7848 MonekynsapHo-reHeTU4eckasa amarHoctuka 1, 2A, 2B,
2M,2N, 3 TunoB 6one3Hun oH BunnebpaHpa (18-21 n 28

83.7848 3K30H reHa VWF) 13 610
7870 Cunpgpom ESC (cuHgpom NonbamaHa-daspa). NMouck

83.7870 myTauun B reHe NR2E3, m. 25700
7935 MbiweyHasa guctpodua dmepu-Opendyca.llonck

83.7935 MyTauui B reHe amepuHa npu X-cuenneHHon chopme, M. 17 770

7945 ®apmakoreHeTM4YeCcKas NnaHenb
«lMepcoHanuanpoBaHHasa Tepanusa» (PGx Comprehensive
83.7945 Panel) 41 990

83.9950 9950 "BpeAaHble NpUBbLIYKN" (aHaNM3 Mo4m) 3800

9953 BucdeHon A, TpuknosaH, 4-HoHUNgeHon (TOKCUHbI U3
nnacrmMacc, rMrMeHM4ecKux cpeacTB, MOKLMX CPEeACcTB),

83.9953 Mou4a pa3oBa 3030
83.9954 9954 BpeaHble NPUBbLIYKU, BOSIOChI 8 390
1TOXOIA AnTutena knaccoB IgM m IgG k Toxoplasma gondii,
83.10000 onpegeneHne aBUGHOCTH 1220
83.14143 141/43 Ca 125 + PakoB0-aMOpPMOHanNbHbIA aHTUIeH 1200
83.17980 179/80 AHTuTena knaccoB IgM u IgG k Mycoplasma hominis 1280
83.18182 181/82 AnTutena knacca IlgM m IgG k Mycoplasma pneumonia 1110
2CMVIA AuTuTtena knacca IgM v IgG Kk uutomeranosupycy,

83.20000 onpegeneHne aBUGHOCTH 990
3RUBIA AnTtutena knacca IgM u IgG k BUpycy KpacHyxu,

83.30000 onpepeneHne aBUAHOCTU 1250
4HSVIA AnTtuTtena knacca IgM u IgG,onpeaeneHue aBugHOCTU

83.40000 K BUpycy npoctoro repneca | u Il Tunos 1010
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51103 NicTonormyeckoe uccnegosaHne 6MONCUNHOro
83.51103 matepuana 2 850

51107 NmcTonornyeckoe uccnegoBaHne onepayMoHHOro
maTtepuana (13-40 napacdmHoBbIx 6nokos) (Histologic

83.51107 examination of surgical material (13-40 paraffin blocks)) 37130
83.66636 66636 ManpapwuH (f302), IgE, ImmunoCAP 1710
83.66652 66652 TponoMMO3nH Knewlen gomMmallHen nbinv, ImmunoCAP 5720
83.66653 66653 AnneprokomnoHeHT d203, Knew, IgE, InmunoCAP 5720
83.66654 66654 AnneprokomnoHeHT d202, Knew, IgE, ImmunoCAP 5720
66655 OnpepenexHne anneprun Kk mopcuHy (c260), IgE,
83.66655 ImmunoCap 1 860
83.66656 66656 Nepbs ronyos (e215), IgE, ImmunoCap 1620
83.66657 66657 PuHukum (f289), IgE, ImmunoCap 1 590
83.66658 66658 LLnpunua konocuctas (w14), Igg, ImmunoCap 1420
83.66659 66659 NMocteHHnua (w19), IgE, ImmunoCap 1420
83.66660 66660 ATonnyeckas naHenb ImmunoCAP 21190
83.66661 66661 MynstnaHens ImmunoCAP 53 390
83.66662 66662 MNuweBasa naHenb pacwupeHHaa InmunoCAP 37 590
83.66663 66663 PecnupaTopHasa naHenb pacwmpeHHas ImmunoCAP 30 390
83.77718 77718 dTHMYECKOE NPOMUCXOXKAEHUE MO XKEHCKON NIMHUMN 9 440
83.77719 77719 3THMYECKOE NPOUCXOXKAEHMNE NO MYXKCKOW NUHUKN 9 440
83.77750 77750 AHanu3 myTtaummn B reHe NRAS 8790
83.77751 77751 AHanu3s mytauumn B reHe SF3B1 8 790
83.77752 77752 AHanus3 myTtaummn B reHe RUNX1 13 290
83.77753 77753 AHanu3 mytauun B reHe SETBP1 8 790
83.77754 77754 AHanu3 myTtaummn B reHe SRSF2 8790
83.77755 77755 AHanu3 mytauun B reHe IDH1 8 790
83.77756 77756 AHanu3 myTtaumn B reHe IDH2 8790
83.77761 77761 JIBH-1 (aKTUBHOCTb NIM30COMHbIX (pepPMEHTOB) 5240
83.77762 77762 J1IBH-2 (kOHUEeHTpauuu NM3o0cUHronMnNnuaoB) 4190

77764 PaclwumMpeHHbIN CKPUHUHT FeHeTU4eCcKomn
npeapacnonioXeHHOCTU K Pa3BMTUIO paka MOJIOYHOW Xene3bl
(Advanced screening of genetic predisposition to breast

83.77764 cancer) 31490
83.77765 77765 l'eHom ®EPTU 59 690
83.77766 77766 3apepkka pa3BUTUA, yMCTBEHHas oTcTtanoctb, PAC 41 490
83.77780 77780 NeHeTu4yeckasa naHenb Mylmmunity 10 090
83.77781 77781 lNeHeTnyeckasn naHenb MyBeauty 15990
83.77782 77782 AHanu3 xumepHoro reHa RUNX1/RUNX1T1-¢(8;21) 14 470
83.77783 77783 AHanu3 xumepHoro reHa CBFB/MYH11-inv(16) 14 470
83.77784 77784 AHanu3 TpaHcnokauuu t(8;14) 14 470
83.77785 77785 AHanu3s TpaHcnokauum t(8;9) PCM1/JAK2 17 920
83.77786 77786 AHanu3 xumepHoro reHa PML/RARA-t(15;17) 14 470
83.77787 77787 AHanu3 Tpucomumn 8 xpomocombl (+8) 14 470
83.77788 77788 AHanu3 TpaHcnokauuu t(1;19) 14 470
83.77789 77789 AHanu3 nepectpoek reHa MALT1 14 470
83.77790 77790 AHanu3 geneuun B reHe CDKN2A 14 470
83.77791 77791 AHanus TpaHcnokauum t(14;18) 14 470
83.85219 85219 AHTtuTena Kk napsoBupycy B19,lgG 1010
83.85319 85319 AnTtuTtena Kk napsosupycy B19,IlgM 1010
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95110 AnbO6yMuH, pa3oBasi NOpLUA MOYM (C KPpeaTUHUHOM U

83.95110 pacyeTom anbOyMUH/KpeaTUHUH OTHOLUEHUSA) 640
97110 Benok, pa3oBas NopLusa MO4U (C KPpeaTUHUHOM U

83.97110 pacyeToM HOPMarM30BaHHOIO MO KpeaTUHUHY NnokKasaTens) 340
110113 Kanbuun, pasoBas nopumsa Mouu (C KpeaTUHUHOM U

83.110113 pacyeTom KanbLMi/KpeaTUHUH OTHOLUEHUSA) 260
112110 MoueBas Kucnora, pasoBasi nopLus Mo4u, C
KpeaTUHUHOM U pacyeTOM HOPManu3oBaHHOIO Mo

83.112110 KpeaTUHWHY NOK-nA 370
115110 ®occpop, pasoBas nopumus Mo4u (C KPpeaTUHMHOM U
pacyeToM HOPMaNU30BaHHOIO MO KpeaTUHWUHY)

83.115110 nokasarens) 380

83.150000 15Rh Rh(C, E, c, e), Kell — deHOTUNMpPOBaHME 870

83.199997 y 2MHO lNMpoTtpom6uH (no Keuky) + MHO 250
1'EM KomnnekcHoe uccrnegoBaHue cUCcTeMbl reMmocTasa C

83.199998 MHTepnpeTaunen 4 090

83.199999 3rEM NremocTtasuorpamma (6e3 3aknroyeHus) 3 860
N-BINDR Bunupy6uH Henpamon (BunupyouH

83.200001 HEKOHBIOrMPOBaHHbIN, HECBA3aHHbIN) 240

83.200002 IATE UHgeKkc aTeporeHHoCTun 180
'TT MMoOKO30-TONepaHTHLIN TECT C onpeaesieHneM rnKo3bl

83.200004 B BEHO3HOM KPOBM HaTOLLAK U NOCHNe Harpy3ku Yepes 2 yaca 520
'TIrC Noko3o-TonepaHTHLIN TECT C onpeaeneHneMm rmKo3bl
u C-nenTnaa B BEHO3HOM KPOBU HATOLLAK U NOCHEe Harpy3Ku

83.200005 yepes 2 yaca 1870
11HOMA OueHKa MHCYNMHOPE3UCTEHTHOCTU: FMIOKO3a

83.200006 (HaTowak), MHCYNuH (HaTowak), pacyet uHgekca HOMA-IR 770
KATEMNJ1 KatexonamuHbl (agpeHanuH,HopagpeHanuH,

83.200007 pocdamuH) B nnasme kpoeu — KATENI 2730
Roma1 OueHka pucka paka sM4HukoB no anroputmy ROMA

83.200008 ANs XKEeHLWMWH Ao MeHonay3bl 1930
Roma2 OueHka pucka paka sn4HukoB no anroputmy ROMA

83.200009 ONSA XeHLMWH nocne MeHonay3bl 1930
1600CT UccnepoBaHue Ha 3HTepo6MO3 (ANLa ocTpul),

83.200010 TamMnoH 330
40CKDEPI Kny6oukoBas dunbTpaumsa, pacyeTt no coopmyne

83.200011 CKD-EPII - kpeaTUHuH 190

83.200012 OBC69 OHKOpPUCK MYXCKOW: NpeAcTaTenbHas xenesa 950
PRS1 lNpeHaTanbHbIA CKPUHUHT Tpucomun: 1 TpumecTp

83.200013 (PRISCA-1) 1 540
PRS2 NpeHaTanbHbIN CKPUHUHT TPUCOMUI: 2 TPUMECTP

83.200014 (PRISCA-2) 1450

83.200015 FACTP lNacrponaHenb 4 580

83.200016 1CTC CreaToCKpuH 6 680

83.200017 20M PubpoMakc 13 480

83.200018 30T dubpoTect 12 580

83.200019 1rEN Komnnekc mapképos renatutoB (B, C) 4 280
1TORCH Komnnekc uccnegosaHun Ha TORCH-uHdekunmn

83.200020 IgG/IgM, aBugHOCTbL 4 490
2TORCH Komnnekc nccnegosannm Ha TORCH-uHdekumm

83.200021 IgG/ilgM 6e3 onpeneneHus aBUAHOCTHU 4 490
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83.200022 HN31N MNpodunb "HenepeHocumocTb 3nakoBbIX" 3 560

83.200023 457- NMoceB Ha NaTOreHHy K1Le4vHyo chnopy 810
457-A lNMoceB Ha NaTOreHHyK K1Le4vHyr cnopy,
onpeaeneHne 4Y4yBCTBUTENTbHOCTU K aHTUMUKPOOHbLIM

83.200024 npenaparam 1140
457-® MNoceB Ha NaToreHHyo KuwevHyo dnopy,
onpeaeneHne 4YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM

83.200025 npenaparam u baktepuodaram 1230

83.200029 OBC59 CKPUHUHI ayTOMMMYHHOTO MOPaXeHUSA NeYeHU 7 590

83.200030 OBC67 [lnabeT: ayTOMMMYHHbIEe MapKEpbI 4 320

83.200031 1200A1AT Anbda-1-aHTUTPUNCUH, KOHLEHTpaLus 1650

83.200032 832A1A Anbda-1-aHTUTPUNCUH, heHoTUNpoBaHue 3090

83.200033 ®M-P dubpoMakc 12 950

83.200034 ®T-P dubpoTecTt 11 220
JIMC HapKoTukn n nCMXoTponHbIe BelecTBa - CKPUHUHT
(KOMNNEKCHbIM aHanM3 MO4YM Ha onuaTtbl, amceTaMuH,

83.200035 MeTamdeTaMuH, KOKauH, KAHHabMHoMAbI N UX MeTabonNUTbI) 3580

83.200036 363IJ1 BU4Y-1, onpepnenenne PHK B nnasme KpoBu 13190
3112CUH boppenun, onpepgeneHue [JHK B cuHoBuanoHomn

83.200037 XNOKOCTHU 590
3112CMX Boppenun, onpeaenexHne JHK B cnuHHOMO3roBomn

83.200038 XNAOKOCTU 590
324 Bupyc renatuta C, konuyectBeHHoe onpeaeneHme PHK

83.200039 BUpYyCca U reHoTMNpoBaHue 4 060
323C-MNN Bupyc renatuta C, onpegenenne PHK B nnasme

83.200040 KPOBU, KONTMYECTBEHHOE 19 985
309’3 lepneceupyc | u Il TNoB, onpeaeneHne JHK B

83.200041 cocKkobGe anuTenuanbHbIX KNEeTOK KOHbIOHKTUBbI 320
309KOX lNepnecsupyc | v Il TunoB, onpeaenenue AHK B

83.200042 cockob6e anuTenuanbHbIX KIIETOK B KOXe 320
309KP lNepneceupyc | un ll Tunos, onpepenexduve AAHK B

83.200043 BEHO3HOMN KPOBU 470

83.200044 309MOU lNepnecBupyc | u Il TUNnoB, onpepenexHne AIHK B moye 320
309HOC lNepneceupyc | u Il Tuno., onpeaeneHne JHK B

83.200045 cocKkobGe anuTenuarnbHbIX KNIETOK CIIU3UCTOM HOCa 320
309POT lNepnecsupyc | u Il TunoB, onpeaenexnve OHK B

83.200046 cockob6e anuTenuanbHbIX KNIETOK POTOINOTKN 320
309CB lepneceupyc | u Il Tvnos., onpenenexnve AHK B

83.200047 CbIBOPOTKE KPOBM 470
309CJ1H NepnecBupyc | u Il TunoB, onpepenexne AHK B

83.200048 CnoHe 320
309CMX lepnecBupyc | u Il TMnoB, onpeaenexne OHK B

83.200049 CNMUHHOMO3roBOMN XUAKOCTHU 320
309CIN epnecsupyc | u Il Tunos, onpeaenenve AHK B

83.200050 ceKpeTe npocTaThbl, IAKYNATe 320
309YPO lNepneceupyc | u Il Tuno., onpegenenne JHK B

83.200051 cockobe anuTenuanbHbIX KNeTOK YPpOoreHUTanbLHOro Tpakra 320
3090BIT lNepneceupyc 1 u 2 Tuna, onpeaeneHne JHK B

83.200052 BbINoTe, TUNMpPOBaHUe 580
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3090M3 NepnecBupyc 1 u 2 Tuna, onpepeneHne JHK B
cockobe anuTenuanbHbIX KNETOK KOHbIOHKTUBDI,

83.200053 TMNUpoBaHue 580
3090KOX Nepneceupyc 1 n 2 Tuna, onpeagenexdve JHK B

83.200054 Ccockobe anuTenuanbHbIX KNEeTOK KOXWU, TuNnupoBaHue 580
3090KP lNepneceupyc 1 n 2 Tuna, onpegenexve f1HK B

83.200055 BEHO3HOM KPOBU,TUNNpPOBaHNE 810
3090MOU4 lNepnecBupyc 1 1 2 Tuna, onpegenenue AiHK B

83.200056 Mouye, TUNMpoBaHue 580
3090HOC l'epnecBupyc 1 1 2 Tuna, onpegenenve AJHK B
cockob6e anuTenuanbHbIX KIIETOK CIIM3MCTOM HOCa,

83.200057 TMNUpoBaHue 580
3090POT lNepnecBupyc 1 u 2 Tuna, onpepeneHue f1HK B

83.200058 cockobe anuTenuanbHbIX KNEeTOK POTOrNMOTKU, TUNMPOBaHue 580
3090CB lNepnecsupyc 1 u 2 Tuna, onpegenexnue flHK B

83.200059 CbIBOPOTKE KPOBU, TUNUPOBaHME 810
3090CJ1IH NepnecBupyc 1 n 2 Tuna, onpeneneHue AHK B

83.200060 CNnoHe, TUNUpoBaHue 580
3090CMX lepneceupyc 1 n 2 Tuna, onpeaenexdve JHK B

83.200061 CMUHHOMO3roBOM XNAKOCTU, TUNUPOBaHUe 580
3090CTI1 NrepnecBupyc 1 n 2 Tuna, onpeagenexve AHK B

83.200062 ceKpeTe npocTarhbl, IAKYNATe, TANUpoOBaHue 580
3090YPO lepnecBupyc 1 1 2 Tuna, onpegenenme JHK B
cockobe anuTenuanbHbIX KNIETOK YPOreHUTarnbHOro Tpakra,

83.200063 TMNMpoBaHue 580
352KP lNepnecBupyc VI Tuna, onpegenenue IHK B BeHO3HOM

83.200064 KpoBU 450

83.200065 352MOM lNepneceupyc VI Tuna, onpeaenenne AHK B moue 320
352HOC lNepnecBupyc VI Tuna, onpegenenue AIHK B cockobe

83.200066 anuTenuanbHbIX KNIETOK CIIM3UCTON HOCca 320
352POT lNepnecBupyc VI Tuna, onpegenenue AHK B cockobe

83.200067 ANUTenuanbHbIX KNETOK POTOrMOTKM 320
352CB lNepnecsupyc VI Tuna, onpeagenexnve JHK B

83.200068 CbIBOPOTKE KPOBMU 450

83.200069 352CJ1H Nepneceupyc VI Tuna, onpegenenne JHK B cntoHe 320
352CMX lepnecsupyc VI Tuna, onpepgenenve [1HK B

83.200070 CMUHHOMO3roBOM XNUOKOCTU 320
352CI Nepneceupyc VI Tuna, onpepneneHue AHK B cekpete

83.200071 npocTaTthl, IAKYNnATe 320
352YPO lNepnecupyc VI Tuna, onpegenenme AAHK cocko6e

83.200072 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 320
344KOX Kangunpa, onpegenexHue AIHK B cockobe

83.200073 anuTenuanbHbIX KNETOK KOXWU 320

83.200074 344MOM Kangupa, onpegenenne JHK B moue 320
344MNPK Kanaupa, onpepgenenune A1HK B cockobe

83.200075 anuTenuanbHbIX KNETOK CIIM3UCTON NPAMOWN KULLKK 320
344POT Kangupa, onpegenenne HK B cockob6e

83.200076 anuUTenuarbHbIX KNETOK POTOrNOTKU 320

83.200077 344CJ1H Kangmaa, onpeneneHue AHK B cntoHe 320
344CN Kanaupa, onpeaeneHue AHK B cekpeTte npocraThl,

83.200078 IAKynATe 320
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344YPO Kangupa, onpegenenune OHK B cockobGe

83.200079 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 320
302CIN Mukonnasma (Mycoplasma hominis), onpegenexHve

83.200080 OHK B cekpeTe npocTtaTtbl, 3sKynaTe 320
302YPO Mukonnaama (Mycoplasma hominis), onpegeneHue
OHK B cocko6e anutenmanbHbIX KNEeTOK ypOreHUTanbHoro

83.200081 TpakTa 320
308CIN Mukonnasma (Mycoplasma genitalium), onpeageneHue

83.200082 OHK B cekpeTe npocTtaTthbl, 3sIKynsaTe 320
308YPO Mukonna3sma (Mycoplasma genitalium),
onpegeneHne JHK B cockobe anutennanbHbIX KNETOK

83.200083 yporeHUTanbLHOro Tpakra 340
34711 Mukonnaama (Mycoplasma pneum.), onpegeneHue

83.200084 OHK B nnasme kpoBum 590
347POT Mukonnasma (Mycoplasma pneum.), onpeaeneHue

83.200085 OHK B cocko6e anuTenmanbHbIX KIETOK POTOMMOTKN 560
347CJIH Mukonnasma (Mycoplasma pneum.), onpegeneHue

83.200086 OHK B cntoHe 480
346KOX bnegHasa TpenoHema, onpegeneHue [HK B cockobe

83.200087 anuUTenuarnbHbIX KIIETOK KOXMU 390

83.200088 346MOU bnepgHasa TpenoHema, onpegeneHue AHK B moye 390
3460T[ bnegHasa TpenoHema, onpegeneHue AHK B

83.200089 otaensieMom 390
346POT bnepgHasa TpenoHema, onpeaeneHue [1HK B cockobe

83.200090 AnNUTenuanbHbIX KNETOK POTOrMOTKM 390
346CB bnepgHas TpenoHema, onpeageneHue JHK B cbiBopoTke

83.200091 KpOBU 560
346CMX BbnepgHasa TpenoHema, onpegeneHue [1HK B

83.200092 CNMUHHOMO3roBOMN XUAKOCTHU 390
346CI bnegHasa TpenoHema, onpegeneHune AHK B cekpete

83.200093 npocTaThbl, 3AKynsaTe 390
346YPO bnegHas TpenoHema, onpeaeneHne [JHK B cockob6e

83.200094 anUTenuanbHbIX KNETOK YPOreHUTanbHoro Tpakra 390

83.200095 335CB Tokconnasma, onpegeneHue [JHK B cbiBOpoTKe KpoBU 560
335CMX Tokconnaama, onpeneneHue AHK B

83.200096 CNMUHHOMO3roBOMN XUAKOCTHU 400
307CIN TpuxomoHapa , onpenenenne AIHK B cekpete

83.200097 npocTaThbl, 3AKynsaTe 300
307YPO TpuxomoHapa , onpegeneHue [1HK B cockobe

83.200098 anuTenuanbHbIX KNETOK YPOreHUTanbHoro Tpakra 360
341MK Muko6akTepumu Ty6epkynesa, onpegenexve 1HK B

83.200099 MOKpoTe 760
341MHC Mukobaktepuun Tybepkynesa, onpegenenHme JHK B

83.200100 MEeHCTpyanbHON KpOBU 400
341MOY MukobakTepumn Ty6epkynesa, onpegenexdve JHK B

83.200101 Moue 410
341CB Mukobaktepuun Tybepkynesa, onpegeneHme [JHK B

83.200102 CbIBOPOTKE KPOBM 580
341CUH Mukob6akTtepuu Ty6epkynesa, onpeagenexHue f1HK B

83.200103 CMHOBMaNIbHOW XUAKOCTU 650
341CMX Mukobaktepumn Ty6epkynesa, onpegeneHue IHK B

83.200104 CNMUHHOMO3roBOMN XUAKOCTHU 390
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341CIN Mukob6akTepumu Ty6epkynesa, onpegenexve AJHK B

83.200105 ceKpeTe npocTaThbl, IAKYNATE 400
303CIl Ypeannasma (Ureaplasma urealyticum, 6uoBap T-960),

83.200106 onpegeneHue [JHK B cekpeTe npocTtarthbl, 3sKynaTe 320
303YPO Ypeannaama (Ureaplasma urealyticum, 6uoBap
T-960), onpeaeneHne OHK B cockobe anuTenunanbHbIX KNETOK

83.200107 ypOreHuTanbLHoOro Tpakra 320
342CIN Ypeannasma (Ureaplasma parvum), onpeaeneHue JHK

83.200108 B ceKpeTe npocTaTthl, IAKynATe 320
342YPO Ypeanna3sma (Ureaplasma parvum), onpegeneHue
OHK B cockobe anutenuanbHbIX KNETOK YPpOoreHUTanbHoro

83.200109 TpakTa 320
343CIl Ypeannasma (Ureaplasma urealyticum +Ureaplasma

83.200110 parvum), onpeaeneHue AHK B cekpeTe npocTartbl, IAKynaTe 320
343YPO Ypeannasma (Ureaplasma urealyticum + Ureaplasma
parvum), onpegeneHue AHK B cockobe anutenuanbHbIX

83.200111 KINEeTOK YpOreHUTasribHoro Tpakra 350
3013 Xnamunpguma (Chlamydia trachomatis), onpeaeneHue

83.200112 OHK B cockobe anuTenunanbHbIX KNeTOK KOHbIOHKTUBbI 320
301MO4 Xnamuausa (Chlamydia trachomatis), onpegeneHune

83.200113 OHK B moue 320
301MPK Xnamngusa (Chlamydia trachomatis), onpeneneHue
OHK B cocko6e anuTenmanbHbIX KNEeTOK CIIN3NCTON NpsAMOn

83.200114 KWLLKKN 320
301POT Xnamupgusa (Chlamydia trachomatis), onpeaeneHue

83.200115 OHK B cockobe anutenuanbHbIX KNETOK POTOrNOTKU 320
301CUH Xnamugua (Chlamydia trachomatis), onpepenexune

83.200116 OHK B cMHOBManbHOMN XNAKOCTU 650
301CMX Xnamugusa (Chlamydia trachomatis), onpenenexue

83.200117 OHK B cCMMHHOMO3roBoWm XNAOKOCTU 320
301CIN Xnamugumsa (Chlamydia trachomatis), onpegenexve

83.200118 OHK B cekpeTe npocTtaTtbl, 3sKynaTe 320
301YPO Xnamupgusa (Chlamydia trachomatis), onpepenenue
OHK B cocko6e anuTenmanbHbIX KNETOK ypOreHUTanbHoro

83.200119 TpakTa 380
3491 Xnammngusa (Chlamydia pneumoniae), onpepenexune

83.200120 OHK B nnasme kpoBu 810
349POT Xnamuaua (Chlamydia pneumoniae), onpegenexHuve

83.200121 OHK B cocko6e anutenmanbHbIX KIETOK POTOrNOTKN 560
349CJTH Xnamugusa (Chlamydia pneumoniae), onpeaeneHuve

83.200122 OHK B cntoHe 560
310M3 Uutomeranosupyc, onpegeneHne OHK B cockobe

83.200123 anuTenuanbHbIX KNETOK KOHbIOHKTUBDI 320
310KOX LUutomeranosupyc, onpeaenexHue JHK B cockob6e

83.200124 ANUTENUanbHbIX KIETOK KOXU 320
310KP LUuTtomeranoBupyc, onpeaenexHve AIHK B BeHO3HOMN

83.200125 KpoBU 450

83.200126 310MO\ LintomeranoBupyc, onpeaenenue AIHK B moue 320
310HOC LuTomeranoBupyc, onpeaeneHue [1HK B cockobe

83.200127 anuTenuanbHbIX KNETOK CIIM3UCTON HOCca 320
310POT LintomeranoBupyc, onpegeneHue AIHK B cockobe

83.200128 anuUTenuarbHbIX KNETOK POTOrMNOTKU 320
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310CB Lutomeranosupyc, onpeaeneHue JHK B cbiBopoTke

83.200129 KpoBU 450

83.200130 310CJIH UunTomeranoBupyc, onpeaeneHue [1HK B cnioHe 320
310CMX LUuTtomeranosupyc, onpepenexve [1HK B

83.200131 CMUHHOMO3roBOM1 XNUOKOCTU 320
310CI UutomeranoBupyc, onpenenexHuve AHK B cekpete

83.200132 npocTaTthl, IAKYNnATe 320
310YPO UutomeranoBupyc, onpeneneHme 1HK cockob6e

83.200133 anuTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 320
351KP Bupyc dnwrenHa-bapp, onpeaenenne OHK B

83.200134 BEHO3HOMN KPOBU 590

83.200135 351MO4 Bupyc 3nwTtenHa-bapp, onpeaenenue AIHK B moue 400
351HOC Bupyc dnwrtenHa-bapp, onpeaenenve IHK B

83.200136 cockobe anuTenuarnbHbIX KNIETOK CIIU3UCTOM HOCa 400
351POT Bupyc dnwTrenHa-bapp, onpegenenune AIHK B

83.200137 cockobe anuTenuanbHbIX KNeTOK PpOTOrNoTKU 400
351CB Bupyc dnwTtenHa-bapp, onpegenenne JHK B

83.200138 CbIBOPOTKE KPOBM 590

83.200139 351CJ1H Bupyc 3nwTtenHa-bapp, onpeaenenue AHK B cnroHe 400
351CMX Bupyc dnwtenHa-bapp, onpeneneHue JHK B

83.200140 CNMUHHOMO3roBOMN XUAKOCTHU 400
351CIN Bupyc dnwrenHa-bapp, onpeaenexnne OHK B cekpeTte

83.200141 npocTaThbl, 3AKynsaTe 400
351YPO Bupyc dnwrenHa-bapp, onpeaenenve IHK B

83.200142 cockobe anuTenuanbHbIX KNeTOK YpOoreHUTanbHOro Tpakra 400

83.200143 306MOU NoHokoKkK, onpeaeneHune AHK B moue 300
306MNPK NoHokokk, onpeaeneHne [1HK B cockob6e

83.200144 anuTenuanbHbIX KNETOK CIIM3UCTON NPAMOWN KULLKK 320
306POT NoHOKOKK, , onpeaeneHune OHK B cockobe

83.200145 anuUTenuarbHbIX KNETOK POTOrNOTKU 320
306CUH lNoHokokk, onpeaenexHue AHK cuHoBuManbHomn

83.200146 XNOKOCTU 300
306CIN NHokokk, onpeaeneHue AHK B cekpeTe npocTarthbl,

83.200147 IAKynATe 300
306YPO lNoHokokk, onpeaenexHue AIHK B cockobe

83.200148 anuTenuanbHbIX KNETOK YPOreHUTanbHOro Tpakra 370
311c-poT BINY BLICOKOro OHKOreHHOro pucka, CKPUHUHr 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeanenenune OHK B cockobe anuTenunanbHbIX KNETOK

83.200149 POTOrNOTKM 900
311c-ypo BIMY BbICOKOro OHKOreHHOro pucka, CKPUHUHI 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM, onpeanenenune OHK B cockobe anuTenunanbHbIX KNETOK

83.200150 ypOreHuTanbLHoOro Tpakra 900
313MPK BINY Bbicokoro oHkopucka, 14 Tunos (16, 18, 31, 33,

83.200151 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), reHotTunupoBaHue AHK 1240
313POT BI1Y Bbicokoro oHkopucka, 14 tunos (16, 18, 31, 33,

83.200152 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), reHoTunupoBaHue AHK 1240
399C-npk BIMY HM3Koro oHkoreHHoro pucka (6, 11, 44) + KBM
B COCKOGe anuTenuanbHbIX KNeTOK CIIM3NCTON NPSMON

83.200153 KWLLKKN 470
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399C-port BINY Hu3koro oHkoreHHoro pucka (6, 11, 44) + KBM

83.200154 B COCKOOEe anuTenuanbHbIX KIeTOK POTOrNOTKU 470
305CI NappHepenna, onpeaenenne [JHK B cekpeTte

83.200157 npocTaTthl, IAKYNnATe 320
305YPO lNapagHepenna, onpegeneHue AHK B cockobe

83.200158 anuUTenuarnbHbIX KIETOK YPOreHUTanbHoro Tpakra 370

83.200159 311401 NucTtepuun, onpepenenmne AHK B nnasme kpoBu 300
3114POT Jluctepuum, onpenenenme AAHK B cockobe

83.200160 anuTenuarbHbIX KNEeTOK POTOrNoTKU 300
3114CWUH INuctepuun, onpegenexHune AHK B cmHoBunanbHomn

83.200161 XXUOKOCTHU 530
3114CMX JINuctepun, onpegenexHue AHK B cnuHHOMO3roBom

83.200162 XNAOKOCTU 300

83.200163 34811 CtpenTokokk, onpeaeneHune AHK B nnasme kpoBu 680
348POT CTtpenToKOKK, onpeaeneHne [JHK B cockobGe

83.200164 anuTenuarnbHbIX KNEeTOK POTOrNoTKU 530

83.200165 348CJIH CTtpenTtoKkoKk, onpeaeneHme [1HK B cnioHe 530
440/444 NMoceB Ha mukonna3my (Mycoplasma hominis) u
ypeanna3mbl (Ureaplasma spp.), onpegeneHue

83.200166 YYBCTBUTENBLHOCTU K aHTUMMKPOOHbLIM NpenapaTtam 4 400
184/85 AnTutena knacca IgM u IgG k Chlamydophila

83.200167 pneumoniae 1320
5106 LinTonornyeckoe nccneaoBaHue NyHKTaTa WMTOBUAHOMN
Xene3bl C oNUCaHNeM NO TEPMUHOSOrNYECKOMn

83.200168 Knaccudukauum betecaa 670
3158XEJ1 Xenukob6akTtep nunopu, onpegenexme [1HK B
ouonTaTe CNM3UCTOM Xenyaka u/vunu aoBeHaguaTunepcTHomn

83.200169 KULLKK 760

83.200170 1512BILE XenuHble KNCNoTbI 3150
M31 OcHoBHbIle 3cceHUManbHble (XXKM3HEHHO Heob6xoauMbIe)

83.200172 MUKpPO3eMEeHTbI B CbIBOPOTKE KPOBU 1 660
M32 ToKcuUYHble MUKPOINEMEHTbI (TAXKeNble MeTannbl) B

83.200173 BEHO3HOMN KPOBU 1660
M33 MukpoanemMeHTbl B CbIBOPOTKE KPOBU U BEHO3HOMN

83.200174 KPOBW: CKPUHWUHT 5500
M34 3cceHumanbHble ((KU3HEHHO HeObXoAuMbIe) U

83.200175 TOKCUYHbIE MUKPOISIEMEHTbI B MOYe 4750

83.200176 M38 TokcuyHble MUKPO3NEeMeHTbI B Bosiocax 2900
M39 ToKkcuyHble U 3cceHuMnanbHble MUKPO3NeMeHThbI B

83.200177 Bosiocax 5680

83.200178 M310 BonbLIOW CKPUHUHI 3NIEMEHTHOro cocTaBa BONoc 13100

83.200179 M311 TokCMYHbIE MUKPO3MEeMEHTbI B HOITAX 2900
M312 TokcuyHbIe U acceHUMarnbHble MUKPO3NIeMEeHTbI B

83.200180 HOrTAX 5680

83.200181 M313 BonbLON CKPUHUHT 3fIeMEeHTHOro cocTtaBa Horren 8470

83.200182 1533A1AT Anbda-1-aHTUTPUNCUH B Karne 2 060
3500CB Bupyc renatuta C (BI'C), ynsTpauyBcTBUTENBbHOE

83.200183 onpeaeneHne PHK BI'C 4000
1277KOXXA Mukpockonusa 1 noceB Ha NapasuTapHble rpubbl

83.200184 (koxa) 1730
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1277HOI'TU Mukpockonusa 1 noceB Ha Napa3uTapHble rpnobl

83.200185 (HorTn) 1730

83.200187 33111KAJl SHTepoBupychl, onpepeneHue PHK B kane 710
33121KAJ1 OcTpble kuweyHble nHgekuun, NMUP-CKpUHUHT
BOCbMMU DaKTepuanbHbIX U BUPYCHbIX BO30yaUTENen ocTpbIX

83.200188 KULWeYHbIX MH(eKunn B Kane 1790
33122KAJ1 OcTtpble kuwe4vHble nHdekuun,MLP-CKpUHUHT TPEX

83.200189 BUPYCHbIX BO30yauTenen, kan 1400
231ALL OnpepeneHue cneundpmniecknx MMMyHOrNooynnuHoB

83.200190 knacca G (IgG) k nuweBbIM annepreHam 16 390
1530BKK AHTuTena knaccos IgA u IgG kK 6okanoBuaHbIM

83.200191 KrneTKam KullevyHuKa,cyMmmMmapHo 1430
1531AALIK AHTuTena knaccoB IgG un IgA k GP2 aHTuUreHy

83.200192 LeHTpoauMHapPHbIX KNEeTOK NoAXKeNnyao4HOM Xene3bl 2 360
1532AMXK AHTUTENna K auMHapHbIM KNneTkam nogxenygoyHomn

83.200193 xene3bl, IgG u IgA cymmapHo 1430

83.200194 504CBP NccnepoBaHnA NPOMbIBHbIX BOA OpOHXOB 760
5056 LiuTonornyeckoe uccregoBaHne anuTenusa LLenkKu

83.200195 matku no bertecpa 670
506BMC UccnepnoBaHMe oTnevyaTka ¢ BHYyTPMMaTOYHOM

83.200196 cnupanu (BMC) 700

83.200197 507MOY UccnepoBaHne Mouun 700

83.200198 507MXXE UccnepoBaHue BblaeneHUn U3 MOSIOYHOM Xenes3bl 700
468-I NMoceB Ha 30N10TUCTLIN cTathUITOKOKK
(MeTULMNNNH-PE3NCTEHTHbIN 30NMOTUCTbIN CTaUITOKOKK,

83.200199 MP3C) ,(Staphylococcus aureus) 650
468-P MNoceB Ha 30n0TUCTbLIN CTacPUITOKOKK,
(MeTULMNNNH-PE3UCTEHTHbIN 305IOTUCTbIN CTa(PUNOKOKK,
MP3C) MP3C (Staphylococcus aureus),onpeaeneHue
YYBCTBUTESIbHOCTU K PacCLUUPEHHOMY CNEeKTpy

83.200200 aHTUMUKPOOHbIX NpenapaToB 1090
468-P MNoceB Ha 3010TUCTbIN CTaPUNOKOKK
(MeTULMNNNH-PE3NCTEHTHbIN 30NMOTUCTbIN CTaUITOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHuve
YyBCTBUTESIBHOCTU K aHTUMUKPOOHbLIM Npenaparam 1

83.200201 6akTtepuocharam 900
459-I MoceB Ha 3onoTucTtbin ctacpunokokk( Staphylococcus

83.200202 aureus) 1 040
459-P MNoceB Ha 3onoTuctbin ctacdhunokokk (Staphylococcus
aureus), onpegeneHne YyBCTBUTENIbHOCTU K pacLUMPEHHOMY

83.200203 CNEeKTPy aHTUMUKPOOHbIX NpenapaToB 1580
459-® MNoceB Ha 3onoTUCTbLIN cTachunokokk (Staphylococcus
aureus), onpegeneHne 4YyBCTBUTENIbHOCTU K aHTUMUKPOOHbIM

83.200204 npenaparam u 6aktepuodaram 1400

83.200205 466 NoceB Ha 6eTa-reMoNMTUYECKNI CTPENTOKOKK rpynnbl A 960
466-A lNMoceB Ha 6eTa-reMoONUTUYECKUA CTPENTOKOKK rpynnbil
A, (Streptococcus group A, Streptococcus pyogenes),
onpeaeneHne 4Y4yBCTBUTENTbHOCTU K aHTUMUKPOOHbLIM

83.200206 npenaparam 1220
454-1 MNMoceB Ha 6eTa-reMoONUTUYECKUIA CTPENTOKOKK rpynnbl

83.200207 B 810
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83.200209

474-P MNoceB paHeBOro otTa4enAaeMoro u TKaHen Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbLHOCTU K
paclMpeHHOMY CNeKTPy aHTUMUKPOOHbLbIX NpenapaToB

960

83.200210

474-® MNoceB paHeBOro oTA4eNAeMoro u TKaHen Ha
Mukpodriopy, onpeaeneHue 4yBCTBUTENIbHOCTU K
aHTMMUKPOOHLIM Npenapartam n 6akTtepuocparam

1060

83.200211

467-P MNoceB otaenaeMoro BepXHUX AbiX. NyTen Ha
MuKpodnopy,onpeaeneHme YyBCTBUTENbHOCTU K
pacwup.cnekTpy aHTUMUKPOOHLIX NpenapaToB

1090

83.200212

467-®P MNoceB oTAaensaeMoro BepxXHUX AbiX. NyTen Ha
MuKpodnopy,onpeaeneHme YyBCTBUTENbHOCTU K
aHTMMUKPOOHLIM NpenapaTtam n 6aktepuocparam

960

83.200213

441-P MNoceB Mmo4u Ha MuKpodnopy, onpepeneHue
YYBCTBUTENIbHOCTU K PacLUMPEHHOMY CNEKTPY
aHTUMUKPOOHLIX NpenapaToB

960

83.200214

441-® MNoceB Mo4n Ha Mukpocnopy, onpeaeneHue
YYBCTBUTESILHOCTU K aHTUMUKPOOGHbLIM npenapaTtam u
6akTtepuocharam

1420

83.200215

465-P lNoceB otaensiemoro rnas Ha mukpodnopy,
onpeaeneHne YyBCTBUTENbHOCTU K pacLUUPEHHOMY CMNEKTPY
aHTUMUKPOOHLIX NpenapaToB

960

83.200216

465-®P MNoceB oTtaensaemMoro rnas Ha Mukpodnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM
npenapatam 1 6aktepmodaram

960

83.200217

446-P lNoceB otaensaemMoro nonoBbIX OPraHoB Ha
MuKpodnopy, onpegeneHme YyBCTBUTENTbHOCTU K
paclMpeHHOMY CNeKTPy aHTUMUKPOOHLIX NpenapaToB

1460

83.200218

446-P MNoceB oTAenAeMoro NONoOBbLIX OPraHoOB Ha
Mukpodnopy, onpeaeneHue 4yBCTBUTENbHOCTU K
aHTMMMKPOOHLIM NpenapaTtam n 6aktepuocparam

1350

83.200219

473-P MNoceB otaensiemoro ywemn Ha Mukpodnopy,
onpeaeneHne YyBCTBUTENbHOCTU K pacLUUPEHHOMY CMNEKTPY
aHTUMUKPOOHLIX NpenapaToB

960

83.200220

473-® MNoceB oTtaenaemMmoro ywen Ha Mukpodnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam 1 6aktepmodaram

1220

83.200224

PWM-I' UMMYyHOrMCTOXMMUYECKMA CKPUHWUHT paKa LuenKu
maTtku (dpopmanuHoBbIn Gydep)

11 850

83.200225

PLUM-B UMMYyHOrMCTOXMMUYECKMN CKPUHUHI paKa LWenKu
maTku (napacdmHOBbIN GNOK)

11 850

83.200226

PMX-I' Pak Mmono4Howm xene3bl — KOMMJIEKCHbIN
MMMYHOIMCTOXMMUYECKUN npocunb(dopmanmHoBbIN Oydep)

20 410

83.200227

PMXX-B Pak MOno4Hom xenesbl — KOMMJIEKCHbIN
MMMYHOIrMcToXumMmmn4ecknim npocpuns(napadmHoBbIN GNOK)

20 410

83.200228

5111UrX Ki-67 (MIB-1) akcnpeccus,
MMMYHOIrMCTOXMMMUYeckoe uccrneposaHme(dopmanmHoBbIN

Gydep)

6 680

83.200229

5222UI'X Ki-67 (MIB-1) akcnpeccus,
MMMYHOIrMCTOXMMMYECKOE uccnenoBaHue(napagpmHoBbIN
6nok)

6 680
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5112UIr'X HER2/neu akcnpeccusa, HER2-ctartyc,
MMMYHOIrMCTOXMMUYECKOoe

83.200230 uccnepoBaHue,UINX(chopmanuHoBbIn 6ychep) 6 540
530FISH Onpenenenne HER2 ctatyca onyxonu metoaom

83.200231 MMMmyHodnyopecueHTHON rubpuamsaumum in situ (FISH) 29 610
5113UINX HER2/neu akcnpeccuna, HER2-ctatyc,
MMMYHOIrMCTOXMMUYECKOoe

83.200232 nccnepoBaHue,UMX(napadmHoBbIN GOK) 6 540
5114Ur'X UIMMyHOrncroxmmmyeckasa guarHocTmka

83.200233 XpoHunyeckoro aHaometTpurta(CD138)(cbopmanuHoBbin 6ycep) 6 570
5115UIN'X UMmMmyHorncroxmmumyeckasa guarHocTmka

83.200234 XpoHu4eckoro aHaomeTputa(CD138)(napacdmHoBbLIN 60K) 6 570
5116UIN'X UmmyHorncroxnmmnyeckoe nccnepgosaHue p16INK4a

83.200235 (dbopmanuHoBLIN Oydep) 5810
5117UNX UmmyHornctoxummyeckoe nccneposaHue p16INK4a

83.200236 (napacmHOBbLIN GNOK) 5810
5118UIN'X UIX nccneposaHue: anarHocTUKa
numdconponucepaTMBHbix 3aboneBaHun(napacMHOBbIN

83.200237 6noK) 34 990
5119UI'X UIX nccneposaHue: anarHoCcTUKa
numdconponudcepaTMBHbix 3aboneBaHnin(opmanmHOBbLIN

83.200238 oydep) 34 990
5120UrX U'X nccnegoBaHue:AnarHoCTUKa rucToreHesa
MeTacTa3oB NpU HEYCT. NepBUYHOM ovare(napacpuHOBbLIN

83.200239 6noK) 34 990
5121UrX UI'X nccnegoBaHue:AnarHoCTUKa rucToreHesa
MeTacTa3oB NpU HEYCT. NepBUYHOM ovare(opManMHOBbLIN

83.200240 oydep) 34 990

83.200252 110N MoaroToBKa K onepauum 6 580
110I'M/B3 NoaroToBka k onepauun (6e3 onucaHus

83.200253 pe3ynLTaTtoB Bpa4yoOM-reHeTUKOM) 4 550

83.200254 118I'M OnacHocTb Npu NpMemMe oparnbHbIX KOHTpaLenTUBOB 3290
118I'M/B3 OnacHOCTb Npu Npueme opanbHbIX
KOHTpauenTuBoB(6e3 onncaHus pe3ynbLraToB

83.200255 Bpa4YoOM-reHeTUKOM) 2270

83.200265 109I'M >KeHckoe 6ecnnoaune U ocrnoXxHeHne 6epeMeHHOCTHU 25130

83.200266 108I'M Xo4y cTaTb MaMOM: OCNOXHEHUSA 6epeMeHHOCTH 25 360
108I'M/B3 Xo4y cTaTb MaMOW: OCIIOXXHEeHNA 6epeMeHHOCTH

83.200267 (6e3 onucaHusa pe3ynLTaToB BPa4YOM-reHETUKOM) 21 340
131’ CKNOHHOCTL K TPOM603aM NpnbGepeMeHHOCTH:

83.200268 MUHMUManbHaA naHenb(reHbl F2, F5) 3290
131I'M/B3 CKNOHHOCTb K TpOMG0O3aM npwu
6epeMeHHOCTU:MUHUMAarbHasA naHenb(reHol F2, F5) (Ge3

83.200269 onucaHusa pe3ysibTaToB BPpa4OM-reHeTUKOM) 2270

83.200270 139I'M lecTO3bI U heTONNaLeHTapHass HeAOCTAaTOYHOCTb 11 670
139I'M/B3 lNecTo3bI U theTonnaueHTapHaaA He4OCTaTOYHOCTb

83.200271 (6e3 onncaHusa pe3ynbTaToB BPa4OM-reHEeTUKOM) 10 390
140I'M MNMpuBbLIYHOE HEBLIHALLMBaHUe

83.200272 6epeMeHHOCTN,CKITOHHOCTb K TPOMOO03aM,paclump.naHesb 6 580
140I'M/B3 MNMpuBbIYHOE HEBbIHALMBaHWe
6epeMeHHOCTU,CKITOHHOCTb K

83.200273 Tpombo3am,pacump.naHens(6e3 onucaHmAa pes3-oB) 4 550
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137I'M Bo3HMKHOBEHME U30NIMPOBAaHHbLIX NOPOKOB pa3BUTUA Y

83.200274 nnoaa 5140
137I'M/B3 Bo3HUKHOBEHME U30NMPOBaHHbLIX MOPOKOB
pa3BuTua y nnopa(6e3 onucaHusa pesynbLratoB

83.200275 BPa4OM-TeHEeTUKOM) 3020
141I'M TpomBGoTHNYECKNE OCINOXKHEHUS NPU CTUMYNALUN

83.200276 oBynALMUMK 3290
141I'M/B3 TpomboTUYECKMNE OCIIOXKHEHMA NPU CTUMYNALUN

83.200277 oBynsauun(6e3 onncaHmA pesynLTaToB BPpauyoM-reHeTUKOM) 2270
120’ O6meH ¢ponueBon kucnotbl (reHsl MTHFR,MTRR,

83.200281 MTR) 5140
120I'M/B3 O6meH honueBon kucnotbl (reHbl MTHFR,MTRR,

83.200282 MTR) (6e3 onucaHus pe3ynsratoB Bpa4oM-reHeTUKOM) 3 020
1244111 HacneacTBeHHbIe Criy4yan paka MOJIO4YHOM Xene3bl

83.200283 n/vnn sanyHnkoB BRCA1, BRCA2,CHEK?2, NBN 9410
107I'M My>xckoe 6ecnnoaue (reHbl AR, CFTR:AZF-pervoH:

83.200284 KapuoTtun) 13120
146I'T1 F'eHeT4eckne akTopbl MyXXCKoro 6ecnnoams (reHbol

83.200285 AR, CFTR: AZF-pervoH) 21 350
766163 HapyweHus cnepmatoreHesa: nonHas naHesnb
(AZF-pernoH) (6e3 onucaHusa pe3ynbLTaTtoB

83.200287 Bpa4YoOM-reHeTUKOM) 11 600

83.200288 7821RH OnpepeneHue pe3yc-thakTopa 8 810
720763 OnpepeneHue reHoTuna pesyc-cpakropa(o6es

83.200290 onucaHusa pe3ysibTaToB BPpa4oOM-reHeTUKOM) 14 200
7831HL TunupoBaHue reHoB cuctembl HLA Il knacca(reHbl

83.200291 DRB1, DQA1, DQB1) 8780
7831N-HL TunupoBaHue reHoB cuctembl HLA Il knacca -

83.200292 nokyc DRB1 2 560
114I'1 Tpom6o3bI: pacwumpeHHas naHenb (reHbl F2,F5,

83.200293 MTHFR, MTRR, MTR) 6 580
114I'M/B3 TpomM603bI: paclumpeHHas naHenb (reHsl F2,F5,

83.200294 MTHFR, MTRR, MTR) 4 550
19I'M PacwmnpeHHoe nccnegoBaHne reHOoB CUCTEMbI

83.200295 remocrasa 10 580
19I'M/B3 PacwunpeHHoe nccnegoBaHne reHoB CUCTEMbI

83.200296 remocTta3a(b6e3 onncaHus pe3ynsraToB Bpa4OM-reHeTUKOM) 5780

83.200297 123I'M TpomboO3bI: cokpaweHHasa naHenb (reHbl F2,F5) 3290
123I'M/B3 TpomboO3bl: coKkpalweHHana naHenb (reHbl F2,F5)

83.200298 (6e3 onncaHusa pe3ynbTaToOB BPa4OM-reHETUKOM) 2270

83.200299 1251 ®dnbpuHoreH (reH FGB) 2030
125I'M/B3 ®PunbpuHoreH (reH FGB) (6e3 onucaHus

83.200300 pe3ynsTaTtoB BpauyoOM-reHeTUKOM) 1 540

83.200301 138I'M NinepromounctenHemus (reiol MTHFR,MTRR, MTR) 5140
138I'M/B3 NMnepromouunctenHemus (reisit MTHFR,MTRR,

83.200302 MTR) (6e3 onucaHusa pe3ynLTaTtoB Bpa4yoM-reHeTUKOM) 3020

83.200303 122I'M MNneparperauusa TpoméounToB (reHbl ITGA2, GP1BA) 3960
122I'M/B3 Nineparperauna TpomoounToB (reHbl ITGA2,

83.200304 GP1BA) (6e3 onucaHusa pe3ynbLTaToB Bpav4oOM-reHETUKOM) 1780
720163 TpombouuTapHbIn peuentop oubprHoreHa(reH

83.200306 ITGB3) (6e3 onucaHusa pe3ynsbTraToB BPa4OM-reHeTUKOM) 1190
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83.200308 129I'T1 ApTepuanbHasa runepTeH3ns, NonHaa naHenb 6 680

129I'M/B3 ApTepmanbHas rMnepTeH3usA, NonHas naHenb
(renbl ACE, AGT, NOS3) (6e3 onucaHusa pe3ynbsraToB

83.200309 BPa4OM-TeHEeTUKOM) 4 650
121’1 ApTepuanbHasa runepTeH3ns,HapyLeHns B
83.200310 peHnHaHrmoTeHanHoBon cucrteme (reHibl ACE, AGT) 3280

121I'M/B3 ApTepuanbHas runepTeH3us,HapyLleHus B
pPeHnHaHrmoTeHsnHoBon cucrteme (reHbl ACE, AGT) (6e3
83.200311 onucaHusa pe3ysibTaToB BPpa4OM-reHeTUKOM) 2 250

761163 ApTepunanbHas runepTeH3us,HapyLueHus B pabore
aHpotennanbHon NO-cuHTa3sbl (reH NOS3) (6e3 onucaHus

83.200313 pe3ynsLTaTtoB BpauyoM-reHeTUKOM) 1660

83.200319 117N Bone3Hb KpoHa (reHbl DLG5, NOD2,0CTN1, OCTN2) 9 890

83.200320 7641B-API bone3Hb Anburenmepa 2 380
154I'T HacnepcrteeHHble cnyyan BRCA-accoumnpoBaHHoOro

83.200324 paka y My>4uH 5 540

154I'T/63 HacneacTBeHHbIe cnyyaun
BRCA-accounmpoBaHHOro paka y MyXx4unH(6e3 onucaHus

83.200325 pe3ynLTaTtoB Bpa4yoOM-reHeTUKOM) 4 650
7004MRI CemenHbIN MeayNNAPHbINA paK LWMATOBUAHOMN
83.200327 xene3bl (3k30HbI 10, 11, 13, 14, 15 reHa RET) 24 920

116I'M HacnepnctBeHHas npeapacnonioXeHHOCTb K caxapHoOMY
Awnabety 1-ro TMna no Tpem nokycam reHoB cuctembl HLA Il

83.200338 knacca(reHol DRB1, DQA1, DQB1) 4925
7015I'M HacneactBeHHasa npeapacnofioXXeHHOCTb K Liefinakum

83.200339 no nokycam reHoB cuctembl HLAIIl knacca (DQA1, DQB1) 4925
153l OcTeonopo3: nonHaa naHenb (reHbl CALCR,COL1A1,

83.200342 VDR) 8 160

153I'M/B3 OcTteonopo3: nonHas naHesb (reHbl
CALCR,COL1A1, VDR) (6e3 onucaHus pe3ynsraTtoB

83.200343 Bpa4YoOM-reHeTUKOM) 6 220
1151 Octeonopoas: cokpalweHHas naHenb (reHbl CALCR,

83.200344 COL1A1) 6 290
115I'M/B3 OcTeonopo3: cokpalleHHas naHenb (reHbl CALCR,

83.200345 COL1A1) (6e3 onucaHusa pe3ynbLTraToB Bpa4oOM-reHeTUKOM) 2720

83.200346 7014A-VDRI OcTteonopo3s: peuentop ButamuHa D (reH VDR) 1530
701463 OcTeonopo3: peuentop BuTamuHa D (reH VDR) (6e3

83.200347 onucaHusa pe3ysibTaToB BPpa4OM-reHeTUKOM) 1460
142I'M UHrmbumTopbl AMNP, chnyBacTaTMH,6noKaTopbl

83.200355 peuentopoB ATIl,reH ACE 3620

7261D-CY Jo3apTaH/npb6ecapraH.leHeTU4Y.MmapKep p1cka
HapyweHun MeTabonuama 6nokaTopoB peLenTopoB
83.200357 aHruorteHsuHa I,CYP2C9 5090

148I'T1 MeToTpekcat.l'eHeTUYeCKMe MapKepbl NOBbIL. PUCKA
pa3BUTUA NOBGOYHbLIX peakuun Ha hoHe nevyeHus
peBmaTougHoro aptpurta.Onpeg. Hanuuua nonumopcpusmMoB

83.200358 reHoB (pepMeHTOB peakuui ¢ponaTHOro UMKna 2 260
7261C-CY HecTepougHble npoTMBOoBOCNanuTesnbHbie

83.200359 npenapatbl,CYP2C9 5090
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7261B-CY CynbdoHUNMOUYEeBMHA 1 €€ NPOU3BOAHbIe,FeHeTUY.
MapKep pyUcKa pa3BUTUS HeXenar. JIeKapCcTB. peakuum no
TUNY rMnNornMKkeMumn,onpen. NnoIMMopdun3mMoB reHa

83.200363 umutoxpoma CYP2C9 5090
7259BETA BeTta-agpeHo6nokaTopbl(6eTa-agpeHo6nokaTopsbl).

83.200364 Fen CYP2D6.®apmakoreHeTuKka 8 230

83.200365 7261CYI Liutoxpom CYP2C9 (reH CYP2C9) 5090
14600P1 OnucaHue pe3ynbTaToB reHeTu4eckoro tecta 1

83.200368 KaTeropmum CrioXXHOCTH 545
14610P2 OnucaHue pe3ynbTaToOB reHETUYECKOro Tecta 2

83.200369 KaTeropmm CrioxkHocTu 1085
14620P3 OnucaHue pe3ynbTaToB reHeTu4YecKoro tecra 3

83.200370 KaTeropmum CrioXXHOCTH 2165
14630P4 OnucaHue pe3ynbLTaToOB reHeTUYeCKoro Tecrta 4

83.200371 KaTeropmm CrioxkHocTu 4 865
126I'T OcHoOBHbIe HacneAcTBEeHHble 3aboneBaHUsA(reHbl

83.200372 CFTR, GJB2, PAH, SMN) 33 260
7803ABCA Abuotpodumsa ceTyaTkm, TMn
®paHyeckeTrTu(BbonesHb WTaprapara 1-ro Tuna). Mounck

83.200373 yacTbix MyTauumn B reHe ABCA4, y.m. 14 200
7624SLC AkpopepmMaTuT 3HTeponaTtu4veckun. Nouck mytaumm

83.200375 B reHe SLC39A4, m. 34 460
7804TYR Anb6uHM3M rna3okoxHbin Tun 1A. NMouck myTtauun B

83.200377 reHe TYR, m. 23720
7881RPS AHemusa JanmoHpa-bnekdeHa. Nouck mytauum B

83.200379 reHe RPS19, m. 23720
7905FRDA Atakcusa ®pugpenxa. Mouck mytaumum B reHe FXN,

83.200382 M. 23720
7808FRDAI Atakcua ®puapenxa. Nouck 4yacTbix MyTauun B

83.200383 reHe FXN, 4. m. 5090
76100HKI Atpodmsa sputenbHoro HepBa Jlebepa.llouck

83.200385 yacTbix MyTaumn B mutoxoHapuanbHon AHK, 3 u. m. 6 550
77610PA1 Atpochmsa 3putenbHOro Hepsa ¢ rnyxortomn.lomck

83.200386 MyTaLUi B «ropsa4mx» yvyactkax reHa OPA1, «ropsay.» y4. m. 12 865
7706 TNFRSF AyTOMMMYHHbIN numconponucepaTtMBHbIN

83.200387 cuHgpom. NMouck mytaumm B reHe TNFRSF6,m. 34 460
7705TNFRS AyToMMMyHHbIN numdonponudepaTuBHbIf
cuHapoM. NMourck MyTauuin B «ropaumx»y4vyacTkax reHa

83.200388 TNFRSF6, «ropsiy.» yy. m. 10 620
7770GRN Adpasznsa nepBuyHas nporpeccupytowas.lomck

83.200389 myTauun B reHe GRN, m. 27 290
7809FGFR3Il AxoHaponna3sus. lNouck yacTbix MyTauun B reHe

83.200391 FGFR3, 4. m. 15 380
7709BEST bone3Hb BecTa. [NoMck Bcex N3BeCTHbIX MyTauumn

83.200395 B reHe BEST1, m. 43 990
7810ATP7BI bone3Hb BunbcoHa-KoHoBanoga. NMouck 4actbIx

83.200397 MyTauum B reHe ATP7B, u. m. 5090
7812PANK2 bonesHb NannepBopaeHa-LUnaTua. Mouck

83.200398 yacTbIiX MyTauun B reHe PANK2, y. m. 10 630
7813PRNP BonesHb
FepcTtmaHHa-lWUTpeyccnepa-LlenHkepa.llonck mytauun B reHe

83.200399 PRNP, m. 17 770
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7775PTEN Bone3Hb KoyaeHa. NMouck mytauun B reHe PTEN,

83.200404 M. 39 230
7814PRNP BbonesHb Kpentudenbara-Akob6a. NMonck myTtauumm

83.200405 B reHe PRNP, m. 17770
7776PTEN BonesHb Jlepmutt-Alyknoc. Nouck mytaumm B reHe

83.200406 PTEN, m. 39 230

83.200407 7816NDP Bone3sHb Hoppwu. NMouck mytauum B reHe NDP, m. 14 200
7818CSTB BonesHb YHdeppuxTa-JllyHaoopra. Mouck mytaumm

83.200410 B reHe CSTB, m. 17 770
7817CSTB bone3Hb YHpeppuxTta-IlyHadopra. lMouck 4actbix

83.200411 MyTauun B reHe CSTB, 4. m. 8 810
7819ABCA4 bonesHb WWTaprapara. NMouck YyacTbix myTauum B

83.200412 reHe ABCA4, u. m. 14 200
7820ROR2 bpaxugaktunusa tun B1. NMouck mytaumm B reHe

83.200413 ROR2, m. 17 770
7992NTR BpoxaeHHas He4yBCTBUTENbLHOCTbL K 6onu ¢

83.200416 aHrnpgpo3som. Nouck mytauum B reHe NTRK1,m. 52 340
7711ADAMTS leneodmanyeckaa gucnnasus. NMouck mytauum

83.200417 B reHe ADAMTSL2, m. 78 580
7822B Nemohunus. NMouck mytaumm B reHe c¢pakropa IX npum

83.200418 remochunum B, m. 30 890
7989MVK IN'mnep-lgD cnHgpom. NMounck mytaummn B «ropaumx»

83.200419 y4yactkax reHa MVK, «rops4.» y4d.m. 9420
7778MVK 'unep-lgD cuHpgpowm. NMonuck mytaumm B reHe

83.200420 CD40LG, m. 43 990
7823CD lN'vnep-lgM cungpom. NMouck mytaumm B reHe CD40LG,

83.200421 M. 23720
7898SCN4A NinepkanMmemMmyeckun nepuoguyeckMn napanuu.

83.200422 Mouck myTauun B 3k3oHax 13 un 24 reHa SCN4A, m. 21 350
7824TNNT2 NmnepTtpocuyeckas kapgumommonatus.foumck

83.200425 myTauun B reHe TNNT2, m. 51 340
7603SCN4A NinokanueMmnyeckni nepmoanyYecknin napanuy.

83.200426 Mouck myTauumn B 3k3oHax 12, 18 n 19 reHa SCN4A, m. 17770
7906FGFR3I Nmnoxonaponnasus. Nouck yacTbix MyTauum B

83.200427 reHe FGFR3, 4. m. 15 380
7825CYP Naykoma BpoxaeHHas. [louck Mmytauun B reHe

83.200428 CYP1B1, m. 17 530
7784HNF1B NmomepyouLunTO3 NOYEK rMNONIacTM4eCcKoro Tuna.

83.200430 Mouck mytauun B reHe HNF1B, m. 35585
7927BSCL AuctanbHaa moTopHas Hemponatusa tun V.Mowuck

83.200443 MyTauum B reHe BSCL2, m. 30 890
7604KRT2 UxTunos 6ynnesHbin. Mouck mytaumm B reHe KRT2,

83.200449 M. 30 890
7829TGM1 UxTno3 namennspHbIn. Monck Bcex n3BeCTHbIX

83.200450 MyTauuu B reHe TGM1, m. 39 905

83.200454 7717MSX2 KpaHnocuHocTo3. lNouck mytauun B reHe MSX2, m. 14 200

83.200457 7719FLT4 Numdbepema. NMounck mytauun B reHe FLT4,m. 111 170
7834LMNA Jlunoguctpocua cemenHas yactuiHasa.llonck

83.200459 MyTaLUM B «ropAumx y4yactkax» reHa LMNA, «ropsiu.» y4. M. 11 800
7835LMNA Jlunoguctpocusa cemennHas yactuyHas.llomck

83.200460 MmyTauum reHa LMNA, wm. 43 990
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7720LMNA MaHgubynoakpanbHasa gucnnasums ¢
nunoguctpodmen. NMonck mytaumm B 3k3oHax 8, 9 reHa

83.200462 LMNA, m. 10 620
7605MVK MeBanoHoBas aunaypus. lMonck mytauuin B reHe

83.200463 MVK, m. 43 990

83.200464 7908DIA1 Metremorno6uHemusa, CYB5R3 m. 34 460

83.200465 7836DIA1 MeTremorno6uHemusi, CYB5R3 y.m. 8 810
7991CRYBA MukpodTanbm ¢ kKatapakton. lMonck myraumm B

83.200467 reHe CRYBA4, m. 25700
7842FKRP Meiwe4yHasa guctpodusa BpoxaeHHas. NMouck

83.200476 myTauum B reHe FKRP, m. 14 920
7843FKRP Mbiwe4vHasa guctpodusa BpoxaeHHas. NMouck

83.200477 yacTbix MyTauun B reHe FKRP, 4. m. 7 870
79720UCI MbiweyHas auctpoduma [roweHHa/bekkepa.louck

83.200478 Aeneuvmn n gynnukauun B reHe gucTpodumHa 9 650
7701XI Mbiwe4yHaa guctpodus

83.200479 [OroweHHa-bekkepa.JlanoHnsauma X-xpoMocomMbl Y AeBOYEK 7 260
7844FKRP Mbiwe4yHasa auctpodus NOSICHOKOHEYHOCTHas!.

83.200482 Mouck myTtauun B reHe FKRP, m. 14 920
7934FKTN MbiweyHasa guctpocusa, tun Pykysama.louck

83.200486 myTauun B reHe FKTN, m. 52 340
7999LMNA Mbiwe4yHasa guctpocpua Imepu-Apendyca.llomnck

83.200487 MyTauuu B reHe LMNA, m. 43 990
7936 TRIM HaHnam MULIBRAY. NMonck myTtauum B reHe

83.200488 TRIM37, m. 14 200
7903SRY HapyweHus aetepmuHauum nona. lMonck mytauumm

83.200489 reHa SRY, m. 10 630
7846SRY| HapyweHunsa getepmuHaumm nona. AHanu3 Hanmums

83.200490 reHa SRY, m. 10 120
7938EGR HacnepctBeHHas MOTOPHO-CEHCOpPHasA HeMponaTus
(6ones3Hb lapko-Mapu-TyTta) Tun I. Monck mytaumm B reHe

83.200491 EGR2, m. 17 160
7941GJB1 HacneacTtBeHHass MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200492 MyTauum B reHe GJB1, m. 10 000
7608GDAP1 HacneactBeHHas MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTta) Tun l. NMouck

83.200495 yacTbIiX MyTauun B reHax SH3TC2, FIG4, FGD4 n GDAP1, 4. m. 10 280
7940P0 HacneacTtBeHHass MOTOPHO-CEHCOpPHAaA HerMponaTus
(6ones3nb LWapko-Mapu-TyTta)tun I. Mounck mytauun B reHe PO,

83.200498 M. 17 160
7918PMP22l HacnepcTtBeHHasi MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-Tyta)tun I. NMouck

83.200499 MyTauun B reHe PMP22, m. 17 530
7609NDR HacnepcTtBeHHas MOTOPHO-CEHCOpPHasA HerMponaTus
(6ones3Hb Lapko-Mapu-TyTta)tun l. Momnck mytauumn

83.200500 ublraHckoro npoucxoxaeHus B reHax NDRG1 n SH3TC2,4. m. 5140
7949GDAP HacnegctBeHHass MOTOpPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTa)tun Il. NMouck

83.200503 myTauun B reHe GDAP, m. 25700
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7944MFN2I HacneacTtBeHHasi MOTOPHO-CEHCOpPHas
HenponaTtusa (bonesHb Lapko-Mapu-TyTa)Ttun Il. NMouck

83.200507 yacTbIiX MyTauun B reHe MFN2,4. m. 5140
7950NEFL HacnegcTtBeHHass MOTOPHO-CEHCOpPHas
HenponaTtua (bonesHb Lapko-Mapu-TyTa)tun Il. NMouck

83.200508 myTauun B reHe NEFL, m. 25700
7902PMP HacneacrtBeHHasi HenponaTtusi ¢ NoaBepPXEeHHOCTbIO

83.200509 napanuyy ot caasneHus.lMonck mytaumn B reHe PMP22, m. 21 340
7952PMP HacneacrtBeHHas HemponaTusi C NoABEPKEHHOCTbLIO

83.200510 napanuJy ot caaBneHms.AHanus yucna konuu reHa PMP22 5840
7725C1NHI HacneacTBeHHbI aHTMOHEBPOTUYECKUI OTEK.

83.200512 Mouck mytauun B reHe C1NH, m. 33 260
7847ALX4 HesapaweHue poaHuykoB. NMonck mytauum B reHe

83.200513 ALX4, m. 21 340

83.200520 7910ELA2 HeunTtponeHus. Mouck mytauumn B reHe ELA2,m. 23720

83.200522 7849NPHP1 HecdppoHodTus. NMounck myTtaumim B reHe NPHP1, m. 20 150
7997SCN HopmMokanuemu4yeckum nepmoamveckum napanuu.

83.200523 Mouck myTauun B 3k3oHe 13 reHa SCN4A, m. 10 630
7957RABPN OkynodapuHreansHaa MbilleyHas aucTpodpus.

83.200528 Mouck 4yactbix myTauum B reHe RABPN1, y. m. 3450
7958TCIRG OcTteoneTpos peLeccuBHbIN (MpaMopHas
6one3Hb KocTten). NMounck yactbix mytauum B reHe TCIRG1, u.

83.200529 M. 8 810
7727HPGD MNepBu4yHasa runeptpodunyeckas ocreoapTponaTus

83.200534 (naxupgepmonepuocTo3s).lMouck mytauun B reHe HPGD, m. 30 890
7728BMPR TlMepBuyHasa nerovyHas runepreH3us. NMouck

83.200535 MyTauun B reHe BMPR2, m. 65 460
7853RP2 lNurmeHTHaA aereHepauusa cet4yaTtku. NMouck

83.200542 MyTauum B reHe RP2, m. 18 950
7998FLCN lNHeBMOTOpaKC NepBUYHbLIA CMOHTaHHbIA.[Tonck

83.200543 MyTauun B reHe FLCN, m. 52 340

83.200545 7636SHH Monupaktunus. NMouck mytauun B reHe SHH,m. 14 200

83.200546 7730GLI3 NonunaakTunua. Nouck mytauun B reHe GLI3, m. 78 580
7860COMP lNceBpoaxoHaponnasua. Momck YyacTbix MyTaLun

83.200548 B reHe COMP, 4. m. 6 820
7759LPIN Pabgomuonus (mmorno6uHypwms). Mounck mytauum B

83.200549 reHe LPIN1, m. 83 340
7799TNFR CemenHasa nepuoaunyeckas nuxopaaka.flomck

83.200551 myTauum B reHe TNFRSFIA, m. 14 190
7916PRF CemenHbIN remocarouutapHbIn

83.200552 numdoructnouuntos. NMounck mytaumm B reHe PRF1, m. 23720
7917STX CemenHbIN remocharoumTapHbIn

83.200553 numdornctuoumntos. Nouck mytauun B reHe STX11, M. 17 770
7915STXB CemMenHbIN remodaroumMTapHbIn

83.200554 numdoructnoumntos. NMonck mytaumm B reHe STXBP2, m. 52 340
7914UNC CemenHbIN remodaroymuTapHbIn

83.200555 numcornctuoumntos. NMouck mytaumm B reHe UNC13D, m. 78 580
7914UNC1 CemenHbIN remodaroumtapHbIn
numdcornctmounTos. NMouck yactbix mytauun B reHe UNC13D,

83.200556 Y. M. 8 810
7798RET CemMenHbIN MeaynnsapHbIA pak LWMTOBUAHOMN

83.200557 xene3bl. Mouck myTauun B ak3oHax 5, 8 reHa RET, m. 14 200
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7797CIAS1 CemeiHbIN XONOAOBOW ayTOBOCNANUTENbHbIN

83.200558 cuHapom NLRP3 m. 52 340

83.200560 7858NGFB CeHcopHasa nonuHenponatua, NGF m. 21 340

83.200561 7733CIAS1 Cungpom CINCA, reH NLRP3 m. 52 340
7859FGD1 Cunapom Aapckora-CkoTra(¢paumoreHntanbHas

83.200563 aucnnasus). NMouck mytauum B reHe FGD1, m. 63 080
7861KCNJ2 Cungpom AHaepceHa. NMonck myTaumin B reHe

83.200564 KCNJ2, m. 21 340
7913FGFR Cunpgpom AHTnun-bukcnepa. Nouck mytauum B

83.200565 3k30He 9 reHa FGFR2, m. 10 630
7862FGFR2 Cungpom Anepa (akpouedanocMHaakTUnums).

83.200566 Mouck yactbix myTauun B reHe FGFR2, 4. m. 14 200

83.200567 7863PRPS1 Cunpgpom Aprta. Nouck mytauun B reHe PRPS1, m. 30 890
7796PTEN Cunapom BaHasH-Pannu-PyBanb6aka.llonck

83.200568 myTauum B reHe PTEN, m. 39 230

83.200569 7864TAZ Cunppom Bapra. NMNouck mytauuin B reHe TAZ, m. 25700
7703FLCN Cunppom Bepta-Xora-Abto6a (BX[). Mounck

83.200570 myTauun B reHe FLCN, m. 52 340
7734BCS CuHapom BbepHcTaga (cuHApPOM Kyp4yaBbiX BOJOC).

83.200572 Mouck mytaumm B reHe BCS1L, m. 21 340
7866PAX3 Cunppom BaappeH6bypra. Mouck mytauum B reHe

83.200573 PAX3, m. 34 460
7867EDNRB Cunpgpom BaapaeHbypra-LLaxa. NMouck myTtauumn

83.200574 B reHe EDNRB, m. 30 890
7868WAS Cunapom Buckorra-Ongpuya (CBO). Mouck

83.200576 MyTauuu B reHe WAS, m. 30 890
7785PHOX2B CvHApOM BpPOXAEHHOMU LieHTpanbHOMN
runoBeHTUnAuuMmn (CBLI). Mouck YacTbix MyTauum B reHe

83.200577 PHOX2B, 4. m. 8 810
7869GLI3 CuHgpom MNpeira (ceMmenHbIN rMNepTEeNopusm).

83.200578 Mouck mytauun B reHe GLI3, m. 78 580
7737RAB27 Cunapom MNpucuennu. Nouck myTauum B reHe

83.200579 RAB27A, m. 23720
7738FGFR Cunpgpom [IxxekcoHa-Bencca. Nonck mytauum B

83.200580 3k30He 9 reHa FGFR2 n 3k3oHe 7A reHa FGFR1, m. 14 200
7768GJB2 CuHApPOM KepaTUTa-uXTMo3a-TyroyxocTtm

83.200581 (KWO-cunppowm). Mouck mytauumn B reHe GJB2, m. 14 200
7739ERCC6 CuHapom KokkenHa. Nonck mytauuin B reHe

83.200582 ERCC6, m. 83 340
7740PAX3 CuHapom KpaHuodaumanbHomn
ANCcMopPUnN-Tyroyxoctu-yribHapHon AeBraLmum KUCTEN.

83.200586 Mounck mytaumm B reHe PAX3, m. 34 460
7010UGI Cunppom Kpurnepa-Hansapa (CKH,cemenHas

83.200587 xenTyxa). MNouck mytaumn B reHe UGT1, m. 18 960
7760FGFR3 CuHgpom Kpy3oHa ¢ 4YepHbIM akaHTo3oM.[Mouck

83.200588 myTauun B ak3oHe 10 reHa FGFR3, m. 10 630
7964FGFR2 Cunapom Kpy3oHa. Mouck MyTauun B 3k3oHax 7 n

83.200589 9 reHa FGFR2, m. 14 200

83.200591 7794CIAS1 CuHppom Makna-Yannca NLRP3 m. 52 340
7743ZEB2 CuHppom MoyaTt-BunbcoH. NMouck myTtauumn B reHe

83.200592 ZEB2, m. 65 460
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7965TAZ CnHAPOM HEKOMMNAaKTHOro NeBoro
xenypouka(HMJITK, cungpom HM JTXK, rybuaTbin muokapa).

83.200593 Mouck mytauun B reHe TAZ, m. 25700

83.200594 7872NBS11 Cungpom HunmereH, NBN y.m. 5090
7874TBX3 CuHngpowm Mannucrepa. NMNounck mytauuin B reHe

83.200596 TBX3, m. 30 890
7744GLI3 Cungpowm NMannucrepa-Xonna. NMNouck mytauun B

83.200597 reHe GLI3, m. 78 580
7745FGFR Cunpgpom lMNdandcepa. NMonck mytaumuim B 3IK3oHax

83.200598 7, 9 reHa FGFR2 n 3k30He 7A reHa FGFR1, m. 17770
7877DHCR7 Cungpom Cmuta-Illemnu-Onuua (CJ1OC).Mouck

83.200601 mMmyTauuun B reHe DHCR7, m. 39 230
7879AR CuHgpom TecTukynsipHon emmHmnsaummn(CTo,

83.200603 cuHgpom Moppuca). NMouck myTtaumm B reHe AR, m. 43 990

7747TCOF1 CuHgpom
Tpuuepa-KonnuHsa-®PpaHyeckeTTn(MaHamnbyno-caumanbHbIN

83.200604 aunsocTto3s). Nouck mytauun B reHe TCOF1, m. 83 340
7748FKRP Cunpgpom Yokepa-Bap6ypr (CYB). Nouck myTtauumn

83.200610 B reHe FKRP, m. 14 920
7984VHL Cungpom
Xunnensa-linnpay(uepebpo-peTMHO-BUCLEpanbHbIN

83.200612 aHrnomarto3). Mouck mytauun B redHe VHL,m. 17 770
7973VHL Cungpom
Xunnensa-linnpay(uepebpo-peTMHO-BUCLEpanbHbIN

83.200613 aHrmomaro3s). OnpegeneHue uncna konum reHa VHL, m. 20150
7911PLODI Cunpgpom Anepca-Aanno, Tun VI. Nonck Yyactbix

83.200615 MyTauun B reHe PLOD, 4. m. 15 380
7750CHRNG Cunpgpom 3ckobapa. NMouck mytaumi B reHe

83.200616 CHRNG, m. 34 460
7994IGHMB CnuHanbHas ammotpodus ¢ napannyom

83.200623 anadparmbl. NMouck mytaumun B reHe IGHMBP2, m. 65 460
7996 AMU CnuHanbHaa amuotpodua Tunsoi L, I, I,

83.200624 IV.OnpegeneHune yucna Konun reHa 6 540
7976ARI CnnHanbHO-0ynb6apHaa ammotpocua KeHHegw.

83.200627 Mouck 4yacTbix MyTauum B reHe AR, 4. m. 5090
7788ATXN7 CnuHouepebennsapHasa atakcus. Mouck 4yacTbix

83.200629 myTauun B reHe ATXN7, u. m. 8 810
7787ATXN8 CnuHouepebennapHas atakcus. NMounck yactbix

83.200630 myTauun B reHe ATXNS, 4. m. 8 810

7978PRNP CnoHrnocgopmHasn aHuedanonatms ¢
HeMponcCUxXn4YeCKUMm nposiBneHnssMu. NMomck mytauummn B reHe

83.200631 PRNP, m. 17 770
7979TRAP CnoHgunoanudmsapHasa aucnnasusa (C3M).Moumck

83.200632 myTauumn B reHe TRAPPC2, m. 21 340
7980PRPS1 CynepaktuBHocTb hochopubosnnnupococcar

83.200633 cuHTteTtasbl.lNonck mytauum B reHe PRPS1, m. 30 890
7638TRPS TpuxopuHocanaHreanbHbin cuHgpoMm.louck

83.200634 MmyTauum B reHe TRPS1, m. 43 990
7885PRNP ®dartanbHasa cemenHas uHcomHus. NMonck myrtaumm

83.200635 B reHe PRNP, m. 17770

83.200636 7888PAH ®eHunkeToHypus. NMouck mytaumn B reHe PAH, m. 52 340
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7786RMRP XoHapoaucnnasusa metadpusapHas, Tvn

83.200637 Mak-Kbtocuka. Nouck mytauun B reHe RMRP, m. 10 630

83.200639 7889CHM Xopoupgepemus. NMouck mytaumm B reHe CHM, m. 65 460
7890CYBB XpoHu4yeckas rpaHynemaTto3Hasa 6onesHb.lMouck

83.200640 myTauuu B reHe CYBB, m. 52 340
7891BTK X-cuenneHHasa arammarno6ynmHemus.lMouck

83.200641 MyTauun B reHe BTK, m. 78 580
7981BIRC4 X-cuenneHHbin numdonponudepaTMBHbIN

83.200644 cuHapom (6onesHb [lyHkaHa, cuHapom Myptunbo), XIAP m. 34 460
7982SH2 X-cuenneHHbIM nuMmdconponucepaTMBHbLIN
cuHapom (6one3Hb [lyHkaHa, cuHgpom lMypTtunebo). Mouck

83.200645 MyTauuun B reHe SH2D1A,m. 21 340
7894FRMD7 X-cuenneHHbIW MOTOPHbLIN HUcTarm. NMouck

83.200646 MmyTauun B reHe FRMD7, m. 52 340
7983IL2RG X-cuenneHHbIN TsXXenblIi KOMOMHMPOBaHHbLIN

83.200647 nmmyHopaeduumt. Mouck mytaumn B reHe IL2RG, m. 21 340
7757TERCCG6 LlepebpookynodaumockeneTHbIn

83.200649 cuHapom.louck mytauun B reHe ERCCG6, m. 83 340
7896EXT1 Ok30CTO3bl MHOXECTBEHHbIe. [Touck MmyTauun B

83.200650 reHe EXT1, m. 52 340
7895EXT2 OK30CTO3bl MHOXECTBEHHbIe. [Tonck mytauum B

83.200651 reHe EXT2, m. 65 460
7758NDP 3kccyaaTuBHas BUTpeoxopeopeTuHarnbHas

83.200652 anctpodus. NMouck mytauun B reHe NDP, m. 14 200
7897EDA 3KToaepmanbHasa aHrmapoTuyeckas gucnnasms.

83.200653 Mouck mytaumn B reHe EDA, m. 34 460
7883GJB6 dkToaepmManbHasa rugpoTuyeckas aucnnasus.

83.200654 Mouck mytauun B reHe GJB6, m. 14 200
7985ALOX Oputpoaepmmsa BpoxXaeHHasAs UXTUO3HasA

83.200656 (HebynnesHas). Nouck mytauun B reHe ALOXE3, m. 59 375
7987L0OX12 SputpoaepmMmusi BpoXXaeHHasaA UXTUO3HasA

83.200657 (HebynnesHas). Mouck myTtauun B reHe LOX12B, m. 39 905
7986TGM1 Sputpoaepmma BpoxXaeHHasAs UXTUO3HasA

83.200658 (HebynnesHas). Nouck mytauun B reHe TGM1, m. 39 905
7901GJB3 Jputpokepatoaepmus. Nouck myTtauumm B reHe

83.200659 GJB3, m. 14 200
7899GJB4 3putpokepatoaepmus. Nonck mytauum B reHe

83.200660 GJB4, m. 14 200
7900VHLI 3putpouunTo3 peLeccuBHbIN (CemenHas
HacneacTBeHHasi nonuuutemus). NMouck YacTbix MyTauum B

83.200661 redHe VHL, 4. m. 10 120
BP3/5 CpoyHoe ycTaHOBNeHne 6Monorn4eckoro poacrea aAns
OQHOro us3 poauTtenen npm 6eccnopHom poacTee Apyroro (3

83.200662 yen.) 35 650
BP2/5 Cpo4Hoe ycTaHOBNeHue 6Monornyeckoro poacTea Ansa

83.200663 OAHOro U3 poauTenen Npu oTCyTcTBMM Apyroro (2 yen.) 35 650
BP2/20 YcTaHOBneHne 6Monorn4yeckoro poacTea Ansa 04HOro

83.200664 M3 poauTenen Npu oTcyTcTBMMU Apyroro (2 yen.) 17 770
BP/O0MN JononHuTenbHbIA y4aCTHUK UCCneaoBaHus

83.200665 (pebeHOK unu maTtb unu ortew) 7 620

83.200666 HBO1 CkpuHuUHr HoBopoxAeHHbIX «MATOYKA» 6 540
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HBO2 lNasoeasa xpomartorpadgmsa o6pasLoB MO4MU

83.200667 (opraHuyeckue aumaypum) 10 840
7041GCDH Yacrasa mytaumsa B reHe GCDH (rnyrapoBas

83.200668 aumaypua tin 1) 6 540

83.200669 9303KB Bopa: nonHas u KOMMNEKCHas OLeHKa Ka4yecTBa 17 970

83.200670 98539KB Bopa: cokpalleHHasi oleHKa KayecTBa 9 310
9863KB Bopa: nogo3peHue Ha 3arpsi3HeHue 6bITOBLIMU

83.200671 oTxoaamu 7 630
98739KB Bopga: nogospeHue Ha 3arpAAisHeHune

83.200672 NPOMbILLUNEHHbIMU OTX04aMM 10 320
9883KB Bopa: nogo3peHue Ha 3arpsi3HeHMe npoaykTamu

83.200673 cropaHus 1 BbibpocamMu oT aBToMarmcrpanem 11 060
98939KB Bopga: nogo3speHune Ha usbbITOYHOE NPUMeHeHune

83.200674 peareHTOB ANA BOAOOYUCTKU 5610

83.200675 1160C3KB Bopa: oueHka kadyectBa no 30 napameTpam 8 600

83.200676 1161C3KB Bopa: oueHka ka4yectBa no 20 napameTpam 5340
1162C3KB Papguonoruyeckmne uccnegoBaHus npod6 nutbLeBom

83.200677 BOAbl — 6a30BbIN TECT Ha OOLLYIO0 O- U B-aKTUBHOCTb 6 280
1164C3KB OnpepeneHue KOHUeHTpauun ana 4

83.200679 paguoHYKNuAoB 17 630
1165C3KB OnpeneneHue KOHUeHTpauun gna 6

83.200680 paAvoHYyKNuaoB 26 950

83.200681 9193KI NouyBa: koMmnnekcHasa TOKCUKONormyeckas oLeHka 16 580

83.200682 9833KI MNouyBa: KoMNNeKkcHas arpoxMMmnyeckas oueHka 9 020

83.200683 OBC47 OueHKa MMMYHHOIO OTBeTa K AeTCKUM UHeKUMAM 6 180

83.200684 OBC89 3gopoBbin pebeHok: ana geten ot 0 oo 14 ner 830

83.200685 OBC95 VIP-oocnegoBaHue AnNs XeHLWWH 19 790

83.200686 OBC70 OHKOPUCK XXEHCKUN: LierMKa MaTKu 2 390
OBC81 lNpobnembl HeBbIHaWMBaHNA: ay TOUMMYHHbIN

83.200687 npodunb 4970

83.200688 OBC82 OueHka aHApPOreHHOro cratyca 1830
OBC88 lNnaHnpoBaHne 6epeMeHHOCTU: ANarHOCTUKA

83.200689 yporeHuTanbHbIX UH(EeKLUn 2720
OBC83 Xouy cTaTb MaMOM: KOMMIIEKCHOe obcneaoBaHMe nNpum

83.200690 nraHMpPOBaHUUN GepeMeHHOCTHU 9 270

83.200691 OBC84 TORCH-uHbekuun 3390

83.200692 OBC85 BepemeHHOCTL: | TpuMmecTp (1-13 Hegenum) 8 000

83.200693 OBC86 bepemeHHocTh: Il TpumecTp (14-28 Hepenum) 830

83.200694 OBC87 BepemeHHocTb: lll TpumecTp (oT 29-30 Hepenb) 4 090

83.200697 OBC96 VIP-o6¢cneagoBaHue ans MyX4uH 18 280

83.200698 OBC46 ExerogHoe npodunnakTnueckoe obcnegoBaHue 5470
OBC79 3g0poB Thl — 3/0pOBa CTpaHa:exerogHoe

83.200699 npodmnnakTnyeckoe obcnegoBaHue 4270

83.200700 OBC73 Buoxumus KpoBu: pacluMpeHHbIn npodunb 3740

83.200701 OBC74 buoxumusi KpPOBU: MMHUManNbHbIM Npodunb 2290
OBC51 lNMpodmnakTuka 3abonesaHumn cepaua u cocyaoB U UX

83.200702 OCIOXHEeHUMN 3520

83.200703 OBC53 JlunupHbIn Nnpodnnb: paclUMpPeHHbIN 3280

83.200704 OBC54 JlunuaHbIn NpoUnNb: CKPUHUHT 840
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OBC55 AHTucpocchonunuaHbin cuHgpom (APC),

83.200705 nabopartopHblie Kputepumu 4140
OBC62 [lnarHocTMKa LieniMakmmu: HenepeHOCUMOCTb berka
83.200706 3nakoB (rnoTeHa) 6 640
83.200708 OBC56 O6cnegoBaHMe nevyeHn:pacMpeHHoe 3090
83.200709 OBC57 O6cnegoBaHMe NeYeHNU: CKPUHUHT 1070
83.200710 OBC60 O6cnegoBaHMe NoYeK: paclUMpeHHoe 2590
83.200711 OBC61 O6cnegoBaHMe NoYeK: CKPUHUHT 1090
83.200712 OBC77 Ncnutanusauusa B TepaneBTUYECKMW CTaunoHap 4170
83.200713 OBC78 lNncnutanusauusa B XMPYpPruyeckum ctaymoHap 5810
OBC106 NocnuTanusauusa B XMpypruyeckun ctaunmoHap:
83.200714 paclimpeHHoe o6cnegoBaHne 8 070
83.200715 OBC63 bonu B cycTtaBax: pacwmpeHHoe obcneaoBaHue 8 370
83.200716 OBC64 Bonu B cycTaBax: CKPUHUHI 2190
83.200717 OBC65 KoHTponb gnabeTta: pacluMpeHHbIN 4 000
83.200718 OBC66 Mtoko3a: MMUKMpPOBaHHbLIN reMOrnoouH 610
83.200720 OBC71 [luarHocTuka octeonopo3sa 3410
83.200721 OBC76 LLinToBuaHas xene3a: CKPUHUHT 1140
83.200722 OBC90 B4, cucbunuc, renatutel Bu C 1640
OBC91 UccnepgoBaHne koMmnnekcHoe «Cekc B 60NbLUOM
83.200723 ropoge: 6 nHcekumnmn (aHanu3 KpoBu)» 3960
OBC92 UccnepoBaHue komnnekcHoe «Cekc B 60MbLUOM
83.200724 ropoge: 14 uHdekunin + masok Ha MuKpodnopy» 4 840
OBC105 UccnegoBaHne koMmnnekcHoe «Cekc B 60nbLUOM
83.200725 ropoge: 12 nncgekumm + KBM (yporeHuTanbHbIN COCKOOG)» 3430
OBC93 UccnepoBaHue komnnekcHoe «CeKkc B 60MbLUOM
83.200726 ropoge: 8 nHdekumn + Ma3ok Ha MUKpodnopy» 2920
OBC94 lNpob6nembl Beca (nepBuYHOE obcrneaoBaHue
83.200727 300pPOBbSA NaUMEHTOB C HapyLIeHUAMU Beca) 3 560
83.200728 OBC107 lNepen aneTon: MMHMManNbLHoe o6cneaoBaHue 1790
83.200729 OBC108 lNMepea aneton: gononHUTenbLHoe obcneaoBaHne 5830
MC Komnnekc nccneposaHun"lpoobnemsi
Beca:MeTabonnmyeckum CUHAPOM (CKPMHUMHIoBOe NepBUYHOE
83.200730 BbisiBNneHue)" 1070
83.200731 OBC97 OP3, OPBU (Hacmopk, Kawenb,00nb B ropne) 7 290
83.200732 OBC98 Anneprus Ha XXMBOTHbIX, Nbifb,NJIeCeHb 7 920
83.200733 OBC99 Anneprusa Ha NULEBbIe NPOAYKTbI 11 010
83.200734 OBC100 Anneprus Ha nneceHb 2770
83.200735 OBC101 Anneprust Ha pacTeHus 6 290
83.200736 OBC68 [lnarHocTMKka aHemMumn 3840
995K0X MapasuTapHblie rpudbl, MUKPOCKOMUYECKOoe
83.200737 uccnenoBaHue NPood KOXu 905
83.200738 509KOX UccnegoBaHMe NyHKTaTOB KOXMU 760
83.200739 331031MJ1 NMHeBMoOKOKK, onpeaeneHue AHK B nnaame kpoBu 590
83.200740 33103CJIH NMNHeBMOKOKK, onpegeneHne OHK B cntoHe 590
33103POT NMHeBmoOKOKK, onpeneneHne AIHK B cockobe
83.200741 aANUTenuanbHbIX KNETOK POTOrMOTKM 590
83.200742 33103MK NMHeBMOKOKK, onpeaeneHue OJHK B mokpoTte 590
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3150YPO AHpgpodonop, nccnegoBaHme Mukpocdcnopbl
YpPOreHUTanbLHoro Tpakta My>XX4mH B cockobe anuTenuanbHbIX

83.200743 KINEeTOK YpOreHUTasribHoro Tpakra 3620
3250YPO AHgpodnop CKkpuH nccnegoBaHne MUKpodcrnopbl
YPOreHUTarnbHOro Tpakra My>4uH B COCKob6e anuTenuanbHbIX

83.200744 KINeTOK YpOreHUTasribHoro Tpakra 2 380

83.200745 1316C4 C4 KOMNOHEHT cUCTEeMbl KOMMIIEMEeHTa 450
1308ISAC Anneproyun ImmunoCAP ISAC, 112

83.200746 anneproKkoMMnOHeHTOoB 28 340
777741BCL UccnepgoBaHue myTauuoHHoro ctatyca BCR-ABL

83.200747 reHa (metoa npsAMoro cekBeHupoBaHusi no CaHrepy) 9 660

83.200749 777769KQ KapuoTun oHKorematosniormyeckum 7730
777742PML Ananu3 xumepHoro reHa PML/RARa-t(15:17)

83.200750 (NUP, ka4.) 3480
777743RUN AHanus xumepHoro reHa RUNX1/RUNX1T1-t(8:21)

83.200751 ( NUP, kau.) 3480
777744CBF AHanu3 XMMepHOro reHa

83.200752 CBFB/MYH1-inv(16),t(16:16) ( MLP, ka4) 5660

83.200753 777753Q5 AHanu3s nepectpoek 5 xpomocomsbl (FISH, konuuy.) 12 380

83.200754 777753Q5 AHanus nepectpoek 5 xpomocomsbl (FISH, konuuy.) 10 840

83.200755 777748Q AHanu3 nepectpoek 7 xpomocombl (FISH, konuy) 12 380

83.200757 777749MLL Ananus nepectpoek MLL rena (FISH, konuu.) 12 380

83.200759 7777473Q AHanu3s nepectpoek 3q (FISH, konuu.) 12 380

83.200760 7777473Q AHanus nepectpoek 3q (FISH, konuu.) 10 840

83.200761 777751P AHanu3 geneuum 12p (FISH, konuy.) 12 380

83.200763 777752Q20 AHanus geneuun 20q (FISH, konuy.) 12 380
777745MLL AHanu3 xumepHoro reHa MLL/AF4 -t(4:11) (NMUP,

83.200765 Kau.) 3480
777746E2A Ananu3 xumepHoro reHa E2A/PBX1 - t(1:19) (NUP,

83.200766 Kauy.) 3220

83.200767 777791TP53 AHanu3 geneuun TP53 rena (FISH, konuy.) 11 140

83.200768 777754TP53 AHanu3 pgeneuun TP53 reHa (FISH, konuu.) 12 380

83.200770 777755IGH AHanus nepectpoek IGH rena (FISH, konuu.) 12 380
777756 TH AHanu3 TpaHcnokauum t(4:14)(p16:932) (FISH,

83.200772 KOnun4.) 11 140
777757TQQ AHanus TpaHcnokauuu t(11:14)(q13:932) (FISH,

83.200774 KOnun4.) 12 380
777792DEL AHanu3 moHocomMuu, geneunmn 13 XpoMoCoMbl —

83.200776 (del(13), -13) ( FISH, konuu.) 11 140
777758DEL AHann3 moHocomuum, aeneuun 13 XpomMocombI —

83.200777 (del(13), -13) ( FISH, konuu.) 12 380
777793IGH AHnanus TpaHcnokauuu t(14:16) (IGH/MAFB) (FISH,

83.200779 KOnun4.) 11 140
7777591GH AHanus TpaHcnokauuu t(14:16) (IGH/MAFB) (FISH,

83.200780 KOnun4.) 12 380

83.200782 777761ATM AHanu3 nepectpoek ATM reHa (FISH, konuu.) 12 380
777762Q12 AHanus Tpucomum 12 xpomocomsl (+12) (FISH,

83.200784 KOnun4.) 12 380
777774TQQ AHanus Bcex cneuucpunyeckmx abeppauyum Ha

83.200786 napacdumHoBbIX cpe3ax (ructoFISH, konuu.) 21770
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777790TQ AHanu3 TpaHcnokauuu t(11:14)(q13:932) Ha

83.200787 napacdumHoBbIX cpe3ax (ructoFISH, konuu.) 11 140
777763TQQ AHanus TpaHcnokauuu t(11:18)(q21:921) (FISH,

83.200789 KOnuy.) 12 380
777764BCL Ananus nepectpoek reHa BCL- 6 (der(3)(q27))

83.200790 (FISH, konuu.) 12 380
777771BCL AHanu3 nepectpoek reHa BCL- 6 (der(3)(g27)) Ha

83.200791 napacuHoBbIX cpe3ax (fmcTtoFISH, konuy.) 18 610

777765MYC AHanu3 nepectpoek MYC reHa
(t(8:14)(q24:q32)-t(2:8)(p11:924), t(8 :22)(q24:q11)) ( FISH,

83.200792 KOnuy.) 12 380
777766TQQ AHanus TpaHcnokauum t(2:5)(p23:935) (FISH,

83.200793 KOnunu.) 9 625
777772TPQ AHanus TpaHcnokauuum t(2:5)(p23:935) Ha

83.200794 napacuHoBbIX cpe3ax (rmcTtoFISH, konuny.) 14 190

777767BCL2 AHanus nepectpoek BCL2 reHa
t(14:18)(gq32:921),t(2:18)(p11:921),t(18:22)(g21:q11) (FISH,

83.200795 KOnunu.) 12 380
777773BCL2 AHanus nepecTtpoek BCL2 reHa Ha
83.200796 napacduHoBbIX cpe3ax ( ructoFISH, konuu.) 18 610

7262S1-PH Mapkep pa3Butusa Ph’-HeraTuBHbIX XPOHUYECKUX
MuenonponudgepaTuBHbix 3a6onesaHnn (XMIM3):
KayeCcTBEeHHas OLeHKa Hannyma comatuyeckom myrtauum 617F
83.200797 reHa JAK2 3710

1303HEL "*C-ypea3Hbin gbixaTenbHbin TecT (*C-YOT,
13C-Urea Breath test, UBT). BbisBneHue nHcekumm

83.200798 Helicobacter pylori 3180
83.200799 VEN B3sTue KpoBu 6e3 nocneayrowero uccregoBaHus 235
83.200800 CREA-U KoHueHTpauusa B Moye 70

OBC110 OueHka pucka kKamHeo6pa3oBaHMUA - NIUTOreHHbIe
cy6cTaHLMM MOYM, CyTOYHAsA Mo4a (KanbLuuin, MarHum,
cdochop,okcanaTbl, MOYEBasi KUCNOTA, KP€aTUHUH CYTOYHOMN

83.200801 MOYM C pacy4eTOM CYTOYHOWM IKCKpeLnm) 2 880
OBC111 OueHka pucka KamHeobpa3oBaHUA - NINTOreHHbIe

83.200802 cybcTaHUMM MOYM, pa3oBas NopLUsi MOYMU 3380
486/479 PaspenbHoe onpegeneHue TOKCMHa A M TOKkcuHa B

83.200803 Clostridium difficile B kane, aHTUreHHbIN TecT 1910
271 INNabopaTopHoe nccnegoBaHue Krnewa ans BbiABNeHus

83.200804 OHK Bo36yautensa 6oppenuosa (6onesnu Jlanma) 1090

370 NNabopaTopHoe nccnegoBaHue Knewa ans BbIABNeHUs
PHK/OHK Bo36yauTenen nHdekumn, nepegaBaeMbix
MKCOAOBLIMMU KIewaMu: KneweBoro aHuedanura,

83.200805 6oppenuosa (bonesHu Jlanma) 1750
35[0 ITabopaTopHoe nccnegoBaHue Krnewa onsa BbiABNeHUA
83.200806 PHK Bupyca knewieBoro saHuecanurta 980

1227 JlabopaTopHoOe nccnegoBaHue Knewa ans BbisiBrieHUs!
PHK/OHK Bo3byauTenen nHdekuuin, nepegaBaeMbix
MKCOAOBbLIMM KNeLlaMu: KnewieBoro aHuedanuTa,
83.200807 6oppenunosa (6one3Hu Jlanma), aHannasmosa, 3pfMxmosa 2 650

Roma1 OueHka pucka paka asM4HukoB no anroputmy ROMA
(Risk of Ovarian Malignancy Algorithm, anroputm pacuera
83.200810 pucKa anuTenuanbHOro paka AM4YHUKOB) 1850
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83.200811 OBC164 ButamuH D u MmnHepanbHbin o6MeH (lMepekpecTok) 2 800

83.200813 OBC121 lNoaroTtoBKa K 6epeMeHHOCTU: 6a30BbIN 11 380
OBC122 NMoaroToBKa K 6epeMeHHOCTU: OLleHKa BUTaMUHHOIO

83.200814 cratyca 5140
OBC123 lNoaroTtoBKa K 6epeMeHHOCTU: CKPbITbIN Aecuumnt

83.200815 xenesa 1610

83.200816 CMOPT1 Supersport bazoBbin 2630

83.200817 CMNMOPT2 Supersport OnTumManbHbIN 6 470

83.200818 CIMNOPT3 Supersport MpoaBuHyTLIN 13 350

83.200820 OBC120 NMoparpa 1030

83.200821 OBC125 PeBmaTonaHbin apTpuUT 2720
OBC124 OueHka meTabonuama KOCTHOM TKaHMU U pUCKa

83.200822 ocTteonopo3a 4 660

83.200823 OBC118 Kpacota 3aopoBom koxu (Healthy skin beauty) 2370

83.200824 OBC119 CunbHble BONOCHI, Kpenkue HOrTu, 6apxaTHas Koxa 3590
5/119 KnnHnyeckuin aHanu3 KpoBUu: o6LWMI aHanus,
nenkodopmyna (Cc MUKpOCKONMEN Ma3Ka KpOBU NpPU Hanmyimm

83.200828 naTonorM4eckMx caABUroB) 410

83.200829 1600 OcmoTU4YecKasi pe3aNCTEeHTHOCTb 3PUTPOLUTOB 2 060

83.200830 1618 AnekTpodopes remornodbmHa. N’emorno6uHonaTumn 4 060

83.200831 1620 G6PD apuUTpOLUTOB, aKTUBHOCTb 3710
1576 UccnepoBaHne TREC n KREC ansa amarHocTuku

83.200832 MMMyHoaecdpuumToB 6 930
1410 PakTop IX, akTUBHOCTb, % (PakTop Kpucrmaca,
aHTUremocpunbHbIN hakTop «B») Factor IX, Activity,%

83.200833 (Christmas Factor, anti-hemophilic globulin “B”) 900
1412 AHTN-Xa akTuBHOCTb, ME/Mn (FenapuH, KOHUEHTpauuA,

83.200834 ME/mn), Anti-Xa activity, IlU/ml (Heparin concentration, IlU/ml) 2190
'TB-C Nioko3oTonepaHTHbIN TeCT NpU 6epeMeHHOCTH
(nepopanbHbIv rNOKo3oToNnepaHTHbIN TecT, I'TT, OI'TT) Oral

83.200835 Glucose Tolerance Test, Plasma, OGTT, Pregnancy 1010
1689 AMMHOKMCNOTbI B Nfila3ame KPOBU - CKPUHUHIOBOE

83.200836 nccnepgosaHue 13 nokasartenen 6 200

83.200837 1690 AMMHOKUCNOTbI B Nyia3me KpoBwu, 48 nokasarenemn 9 380

83.200838 1676 KoaH3um Q10 B kpoBM 2970
877 ButamuH K1 B cbiBopoTke (punnoxmuHoH) (Vitamin K1,

83.200839 Phylloquinone, Serum) 2 860

83.200840 1603 1,25-gurnpgpokcuButamun D3 (1,25-dihydroxivitamin D3) 3020
1616 Butamun 25(0OH)D2 un 25(0H)D3, pasgensHoe

83.200841 onpeaeneHue (BIXX - MC/MC) 4 820

83.200842 OBC156 ButamuH [1 » MuHepanbHbIn O6MeH 3190

83.200843 PACHETROMA1 ROMA1 PacuyeTt nHgekca 100

83.200844 PACYETROMA2 ROMA2 PacueT uHaekca 100
PSA103 NCA o6wun (MpocTtatnyeckum cneumndmnyeckmun

83.200845 aHTureH obwwun) (Prostate-Specific Antigen Total, PSA Total)* 500
7650 MoneKkynsipHo-reHeTU4ecKasa AMarHoCTuKa paka

83.200846 npeacTaTenbHOM Xxenesbl 5370

83.200847 1645 MenatoHuH, nna3ma (Melatonin, plasma) 4 820
DRE206 PeHuH (PeHUH nna3mbl KpOBU, NpAMoe

83.200848 onpegeneHune) (Direct Renin, Plasma) 960

83.200849 1301 MNperHeHonoH (Pregnenolone) 2990
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1771 MeTabonuTbl 3CTPOreHOB U NPOrecTepoHa, 24-4 Mmova

83.200850 (Estrogens and progesterone metabolites, 24-h urine) 8 960
83.200851 PACYETPRISCA1 PRISCA1 pacuet 150
83.200852 PACYETPRISCA2 PRISCA2 pacuet 110
PRS1-KZ lNpeHaTanbHbIW CKPUHUHT Tpucomuin: | TpumecTp
(PRISCA-1) (Maternal Screen, First Trimester, Prenatal
83.200853 Screening |, PRISCA | (Prenatal Risk Calculation)) 1670
83.200854 1634 MNnaueHTapHbIN chakTop pocTta (PLGF) 4130
83.200855 1648 PacTtBopumas fms-nonob6Hasn TupoamHkmHasa-1 (sFit-1) 4270
1649 Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF,
83.200856 cooTHoweHue sFit-1/PIGF 7970
PRS2-2MAPK lNpeHaTtanbHbIN CKPUHUHT Tpucomum: |l
TpumecTp (PRISCA-2) (Maternal Screen, Second Trimester,
83.200857 Prenatal Screening ll, PRISCA Il (Prenatal Risk Calculation)) 940
PRS2-KZ lNpeHaTanbHbIN CKPUHUHT Tpucomun: |l Tpumectp
(PRISCA-2) (Maternal Screen, Second Trimester, Prenatal
83.200858 Screening Il, PRISCA Il (Prenatal Risk Calculation)) 1140
PACYHETHOMA-G HOMA-G pacueT nHagekca (npu
83.200859 BbINOJIHEHWUU TTTHOKO3bl U3 Cepor NPooUpKM) 70
83.200860 PACYETHOMA-IR HOMA-IR pacueT nHgekca 70
1674 MeTtaHedpuHbI (hpakLMOHMPOBaHHbIE, pa3oBas Mo4a
(cBOGOAHLIE + KOHBIOrMpoBaHHbIe) (Metanephrines
83.200861 fractionated, free + conjugated, random urine) 2520
83.200862 1677 umeTNaprmHMH aCUMMETPUYHbIN B KPOBMU 5750
83.200863 1633 OBeponumyc (Everolimus) 4 000
83.200864 1415 AnukcabaH, koHUeHTpauus (Apixaban Level) 1790
83.200865 1416 PuBapokcabaH, koHueHTpauua (Rivaroxaban Level) 1910
83.200866 1691 AMMHOKMUCNOTLI B Mo4e, 31 nokasaTenb 6 540
83.200867 1593 XKenyHble KUCNOTbI B CTyNne 3930
83.200868 1594 303nHODUNBbHLIN HEMPOTOKCUH B CTyIe 4 060
83.200869 1596 3oHYynNuH hekanbHbIN 9 020
3347 OueHKa COCTOAAHUA MUKPOOUOTbI TOSICTOrO KULLEeYHUKA
metonom MNUP, Tect-cuctema KOJIOHO®DITOP-16
83.200870 (MeTabonusm) 4 820
83.200871 1999 KopoTkoueno4yeyHble XXUPHbIe KUCIOTbI B Kare 3310
398 UccnepgoBaHMA cocTaBa MUKPOOUOTbI KULLEYHUKA Y
83.200872 aeten metogom MNUP, dHTepodcnop Oetu 7 590
278 INabopaTopHoe uccnengoBaHue aHTureHa Aspergillus
(ranakTomaHHaH) B cbiBopoTke KpoBu (Aspergillus antigen
83.200873 (galactomannan) in serum) 8 940
279 INNabopaTopHoe uccnenoBaHue aHTureHa Aspergillus
(ranakTomaHHaH) B 6pOHX0-anbBEONAPHOM naBaxe
(Aspergillus antigen (galactomannan) in bronchoalveolar
83.200874 lavage) 8 940
470 INNa6opaTopHOe uccnegoBaHue Krnewa anAa BbiABNeHUA
83.200875 OHK Bo36yauTenen kneweBbIX PUKKETCMO30B 1090
3215CJ1H Bupyc Varicella-Zoster, onpenenenue [1HK B cnioHe
83.200876 (VaricellaZosterVirus, DNA, saliva) 370
3215POT Bupyc Varicella-Zoster, onpegenenne [JHK B
cockobGe anuTenuanbHbIX KNIETOK CIIU3UCTON POTOINOTKN
83.200877 (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells) 370
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83.200878

3215K0OX Bupyc Varicella-Zoster, onpegenexnve AIHK B
cockobe anutenuanbHbIX KNeTok koxu (Varicella Zoster
Virus, DNA, scrape of skin epithelial cells)

370

83.200879

3215CB Bupyc Varicella-Zoster, onpepnenexne [JHK B
cbiBopoTke KpoBwM (Varicella ZosterVirus, DNA, serum)

370

83.200880

339 Bupyc ummyHopecdmumta yenoBeka, Tun 1 (BU4Y-1),
onpeaeneHue PHK (kon.) B cbiBopoTke kpoBu (Human
immunodeficiency virus, HIV-1, RNA, quality, Serum)

6 660

83.200881

1563 Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k
aHTUreHam kKowa4vben AByycTku, Opisthorchis felineus)

950

83.200882

1564 AHTuTena knacca IgM kK aHTUreHam TpuxuHenn
(anti-Trichinella IgM)

1070

83.200883

7644G1 MyTauumn nekapctBeHHou pe3ncteHTHocTn NS3, NS5A
n NS5B pernoHoB reHoma Bupyca renatuta C (ans
reHoTunoB 1a, 1b)

16 080

83.200884

7644G3 MyTauumn nekapctBeHHon pe3ncteHTHocTn NS3, NS5A
n NS5B pernoHoB reHoma Bupyca renatuta C (ans reHotuna
3)

16 080

83.200885

3550 Bupyc renatuta C (HCV), ynbrpavyyBCcTBUTENBLHOE
onpegeneHue (kon.) PHK, Ttect-cucrtema GeneXpert

8160

83.200886

1146 AHTuTena K Bupycy renatura C, IgG, ummyHo6nor

4 820

83.200887

3317 Bupyc rpunna A/B, kauecTtBeHHOoe onpeaeneHne PHK
(Influenza virus A/B, quality, RNA)

1070

83.200888

25[1 UccnepoBaHue Ha Hannuue Knewa aemopekc (Demodex
folliculorum, Demodex brevis)

450

83.200889

241 UccnepoBaHMe Ha Hanu4vue Knewa aemoaekc (Demodex
folliculorum, Demodex brevis)

450

83.200890

437YTM lNMoceB Ha NaTOreHHyYH U YCNOBHO-NATOreHHY
Mukpodnopy kuwedyHuka (Stool Culture, Pathogenic
Intestinal and Conditionally Pathogenic Microflora, Bacteria
Identification)

1 540

83.200891

437YTM-A lNoceB Ha NaTOreHHY U YCIOBHO-NATOreHHYHo
MUKpONIOpY KULLEYHUKa C onpeaeneHuem
YyBCTBUTENbHOCTU K aHTUMMKPOOHLIM npenapaTtam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic
Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)

1780

83.200892

437YTNM-® MoceB Ha NaTOreHHy U YCNOBHO-NATOreHHY0
MUKpOdIOpY KULLEYHUKA C onpeaeneHnem
YYBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM npenapaTtamM u
6aktepunocharam (Stool Culture with Bacteria Identification
and Antibiotic+Bacteriophage Susceptibility Testing)

1900

83.200893

2381 AHTutena knacca IgA k aHTureHam Yersinia
Enterocolitica n Yersinia Pseudotuberculosis (anti-Yersinia
Enterocolitica, anti-Yersinia Pseudotuberculosis, IgA)

610

83.200894

36 UccnepoBaHue knewa Ha OHK Borrelia miyamotoi
meTtoaom MUP (Study of Tick: Borrelia miyamotoi DNA, PCR)

1090

83.200895

40 UccnepoBaHue knewa: ckpuHuHr (QHK Anaplasma
phagocytophillum (kau.), QHK Ehrlichia muris/chaffeensis
(kau.) (Study of Tick: Screening (Anaplasma
phagocytophillum DNA, Ehrlichia muris/chaffeensis DNA,
Qualitative))

1710
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83.200896 481 KomnnekcHoe nccnegoBaHue Kneiia 3700

3319 OudhdepeHumnpoBaHHoe BbisiBneHue OQHK Bordetella
species: Bordetella pertussis (Bo36yautens Kokniowa) u
Bordetella bronchiseptica (Bo36yautenb 6poHxocenTukosa) B
cockobe anuTenuanbHbIX KNETOK CIIM3UCTON POTOrNOTKMN
n/vnun Hocornotku (Differentiated detection of DNA Bordetella
spp.: Bordetella pertussis (pertussis pathogen) and
Bordetella bronchiseptica (bronchosepticosis pathogen) in a
83.200897 scraping of the oropharynx and or nasopharynx) 1040

1639 MNocTBakumHanbHble (AnuBakKopoHa, BekTop) aHTuTena
K SARS-CoV-2 (N-, S-6enku), SARS-CoV-2-IgG-BekTop,

KayecTBeHHbIN TecT (Post-vaccination (EpiVacCorona Vector)
83.200898 SARS-CoV-2 (N-, S-proteins) antibodies, IgG, qualitative) 2375

1663 AHTUTENa, KONM4YecTBEHHbIE, K cnankoBomy (S) 6enky
(RBD) SARS-CoV-2, IgG (c Bbigaven cneyuanbHOro 6naHka
pe3ynkTarta Ang Bbleaxawuwmnx B Uspannb) Anti-SARS-CoV-2,
spike (S) protein, IgG, quantitative (special result form for

83.200899 those traveling to Israel). 1870
1641/37 AHTuTena Kk kopoHasupycy SARS-CoV-2, IgM u IgG
83.200900 (Abbott) 1330

1641/58 AHTUTenNna k kopoHaBupycy SARS-CoV-2, IgM
(kayecTBeHHOe onpeaeneHue) u IgG (konnyecTtBeHHOE
83.200901 onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG) 2590

1641/59 AHTuUTena Kk kopoHasupycy SARS-CoV-2, IgM
(kayecTBeHHOe onpeaeneHue) u IgG (konnyecTBeHHOE
83.200902 onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG) 2590

2645 Jkcnpecc-tect. AHTUreH SARS-CoV-2 B ma3ke u3 poro-
unu Hocornotkn, «kMMBUAH», kayecTBeHHbIN (SARS-CoV-2
antigen express test, nasopharyngeal or oropharyngeal

83.200903 smear, qualitative) 760
995 Mukpockonnyeckoe uccrnenoBaHue Ha NaToreHHble
83.200904 rpubbl (Microscopic examination for pathogenic fungi) 1080

1277 Mukpockonuyeckoe nccregoBaHme M NoceB Ha
naTtoreHHble rpubbl (Microscopic examination and Culture for

83.200905 pathogenic fungi) 2970

83.200906 1277KXKHI MoceB Ha naToreHHble rpuobl 2 060
3152 Angpodnop, uccnegosaHme Mukpodnopbl

83.200907 YPOreHUTanbLHOro Tpakta My>4uH B 3KynsaTe 3240

3153 Anpgpodnop, uccnegosaHme Mukpodnopbl
ypOreHUTanbLHoro Tpakta My>XX4mH B ceKkpeTe npeactaTesfibHOM

83.200908 xenesbl 3240
3252 Anppodnop CkpuH, uccnegoBaHme MMkpodnopsbl
83.200909 YpOreHUTanbLHOro Tpakta My>4uH B 35KynsTe 3240

3253 Augpodnop CkpuH, uccrnegoBaHme MUKpodnopbl
YPOreHUTanbHOro TpakTa My>X4uH B CeKpeTe npeactaTtesibHOn

83.200910 xenesbl 2070
3033 UH6modhnop CkpuH. CKpUHMHIroBoe nccnenoBaHne

83.200911 MUKpOGNopbl YpOoreHMTanbLHOro Tpakra 2820
83.200912 3034 UHbmnodnop Makcu 4 860
83.200913 3036 bBuodnop 1720
83.200914 3324CB NMapsosupyc B19, onpegenenue AIHK 960
83.200915 3324POT NMapeoBupyc B19, onpepenenne AHK 960
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83.200916

3324CIJMH NMapBoBupyc B19, onpenenenne AHK

960

83.200917

3361 OPBU-ckpuH, NMUP ckpuHUHr 4 Hanbonee 3HaYNMbIX
BO30yauTenenm annaeMm4ecKux U Ce30HHbIX OCTPbIX
pecnupaTopHbIX BUPYCHbIX MH(PEKLMIA YerioBeKa
(ARVI-screen, PCR screening of 4 most common pathogens
of epidemic and seasonal acute respiratory viral infections in
humans)

2620

83.200918

3362 OPBU-makc, NUP ckpuHuHr 15 Hanbonee yacto
BCTpeYarLmMXca Bo30yauTenen anuaeMm4eckux 1 Ce30HHbIX
OCTPbIX pecnupaTopHbIX BUPYCHbIX MHPEKLUUN YernoBeka
(ARVI-max, PCR screening of 15 most common pathogens of
epidemic and seasonal acute respiratory viral infections in
humans)

4 650

83.200919

354KOX CtpenTtokokk rpynnbl B, onpeaenernune JHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KNETOK KOXM

870

83.200920

354MOY CTtpenTtokokk rpynnbl B, onpeagenenHne OHK
(Streptococcus agalactiae DNA) B moue

1080

83.200921

354POT CtpenToKoKK rpynnbl B, onpegenenHne JHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KNEeTOK POTOrNOTKU

870

83.200922

354YPO CtpenToKoKK rpynnbi B, onpeaenenne AHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KNEeTOK yporeHUTanbHOro Tpakra

1080

83.200923

354MNPK CtpenTokokk rpynnbl B, onpepgeneHue AHK
(Streptococcus agalactiae DNA) B cockobe anutenuanbHbIX
KINeTOK CIIN3NCTOMN NPSAMOMN KULLKU

870

83.200924

1546 Bpyuenna-IgA (Brucella, IgA)

700

83.200925

1630 OnpeaeneHne HAEKca aBUAHOCTU UMMYHOINOGYNUHOB
knacca G K kancugHbiM aHTureHam VCA Bupyca
AnuwTenHa-bapp B cbiIBOpOTKE KPOBM.

1360

83.200926

3388 bakPe3ucrta. BbisiBneHne reHOB pe3NUCTEHTHOCTU K
rmuKonenTuAHbLIM U 6eTa-NakTaMHbIM aHTUOMOTUKaAM Y
6akTepumn

2970

83.200927

3389 bakCkpuHYIM. BeisiBneHue ycrnoBHO-NaTOreHHbIX
MuKpoopraHusmos metoaom lNLP B pexume peansHoro
BpPeMeHM.

7 620

83.200928

MUKTC MNMpo6onoaroroska (MUK)

300

83.200929

455-® [IncbakTepmnos KMwevyHuka (MmoancpuumnpoBaHHbIN
meTopn) ¢ YBD

1 860

83.200930

452 lNMoceB Ha aHa3poOHy MUKpodnopy, onpeaeneHune
YYBCTBUTENIbHOCTU K aHTUMMUKPOOGHbLIM NpenapaTtam
(Anaerobic Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

2010

83.200931

477-A MNMoceB NyHKUMOHHOro MmaTtepuarna Ha Mukpodrnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenapartam (Punctate Fluid Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

1190

83.200932

477-P MNoceB NYHKUMOHHOro MaTtepuana Ha Mmukpodnopy,
onpeaeneHne YyBCTBUTENTbHOCTU K pacLULMPEHHOMY CNEeKTpy
aHTMMUKpPOOHLIX NnpenapaTtoB (Punctate Fluid Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

2380
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4048 UmmyHornobynuHbl G (nogknaccel IgG1, 1gG2, 1gG3,

83.200933 IgG4) 17 240
6948 D03MHOMDNNBLHbLIM KaTUOHHbLIN 6enok, IMMmunoCAP®

83.200934 (Eosinophil Cationic Protein, ImmunoCAP® ECP) 1660
850 MHrnbutop C1-actepasbl, KoHUeHTpauus (C1-Esterase

83.200935 Inhibitor, concentration, C1-INH) 3 860

83.200936 1588 AHTuTena Kk numcouuTtam, knacca lgG 2190

1215 AHTUTENa K uuTonsnaamMaTtuvyeckum aHtureHam SS-A (Ro)
((SS-A (52ka)/ SS-A (60 ka), IgG (Anti —SS-A, IgG

83.200937 (Anti-SS-A-52 and anti-SS-A-60 autoantibodies)) 1780
1216 AHTMTeNna K K uuTonnasmaTtu4eckum aHtureHam SS-A

83.200938 (52kfa), IgG (Anti-SS-A-52 autoantibodies, IgG) 1780
1218 AHTUTENa K 3KCTparmpyemomMmy SaepHOMy aHTUreHy Sm,

83.200939 IgG (Anti-Sm autoantibodies, IgG) 1780
1219 AHTUTENA K 3KCTparnpyemMbiM SAepHbIM aHTUreHa

83.200940 RNP/Sm, IgG (Anti-RNP/Sm autoantibodies, 1gG) 1780
1220 AHTUTena K ructoHam (Histone), IgG (Anti-Histone

83.200941 autoantibodies, IgG) 1780
1221 AnTuTtena Kk mutoxoHgpusam (AMA-M2), IgG

83.200942 (Anti-AMA-M2 autoantibodies, IgG) 2020
1224 AHTUTena K yutonnasmaTuyeckmm aHTureHam SS-A

83.200943 (60kAa), IgG (Anti-SS-A-60 autoantibodies, IgG) 1780
1225 AHTUTEeNna K uMTonnasMmaTnyeckomy aHTureHy Jo-1, IgG

83.200944 (Anti-Jo-1 autoantibodies, IgG) 1780
1226 AHTUTENa K uuTonsiaaMaTu4yeckum aHtureHam SS-B (La),

83.200945 IgG (Anti-SS-B autoantibodies, IgG) 1780
1228 AHTuTena k aHTureHy Scl-70, IgG (Anti-Scl-70

83.200946 autoantibodies, IgG) 1780
1229 AHTuTena Kk pubocomansHomy 6enky P (Rib-P), IgG

83.200947 (Anti-Rib-P autoantibodies, IgG) 1780
1232 AHTUHYKNeapHble aHTuTena RNP-70 (Anti-RNP-70

83.200948 autoantibodies) 1770

83.200949 1669 AT K NPOTPOMOUHY, CKPUHUHT 1 360

83.200950 1671AB2M AHTuTena k 6eta2rnukonpoteunHy IgM 2090

83.200951 1672 AHTUTena Kk 6eTa2rnukonporeunHy IgA 1510
202CMX AnTtutena k GAD (rnytamataekap6okcunase), IgG,

83.200952 nuksop (Anti-GAD (glutamic acid decarboxylase), IgG, CSF) 2490

83.200953 1617 AHTUTenNna K aHTepouuTam, knacca lgG 2740

954CMX Antutena Kk NMDA rnytamaTtHomMy peuenTopy, IgG,
onpegeneHue B nukBope (aHTU-NMDAR IgG,
83.200954 N-methyl-D-Aspartate Receptor Antibodies, CSF) 3610

1581CB AHtutena k LGI1 n CASPR2 (KOMNOHEHTbI KOMNseKca
KanueBbIX kKaHanoB), IgG, cbIBOpOTKa KpoBM
(VGKC-associated proteins LGI1 and CASPR2 antibodies,
83.200955 serum) 7 350

1581CMX AHnTtutena k LGI1 n CASPR2 (KOMMNOHEHTbI
KOMMJeKca KanueBbiX kKaHanoB), IgG, nukesop
(VGKC-associated proteins LGI1 and CASPR2 antibodies,
83.200956 CSF) 7 350

1582CB AHTuTena K peuentopam HeMpPOHOB TUMNOB
NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca IgG,
83.200957 pasgaenbHoO, onpeaeneHue B CbiIBOPOTKe 16 220
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66633 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium,

83.200958 IgE, InmunoCAP) 1 690
66643 NpuOLI (lWwaMmnuHbOHGI) (f212), IgE, ImmunoCAP

83.200959 (Mushrooms, Agaricus hortensis, IgE, InmunoCAP) 1 860
66634 Npywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis,

83.200960 IgE, InmunoCAP) 1 550
66627 Kodpe (f221), IgE, InmunoCAP (Coffee, Coffea spp., IgE,

83.200961 ImmunoCAP) 1710
66635 ManuHa (f343), IgE, InmunoCAP (Raspberry, Rubus

83.200962 idaeus, IgE, InmunoCAP) 1710

83.200963 66631 Munaansb (f20) IgE, ImmunoCAP 1180

83.200964 66618 Monoko ko3sbe (f300) IgE, ImmunoCAP 1710

83.200965 66603 OBcsiHMua nyroBas (g4) IgE, InmunoCAP 1110

83.200966 66604 Orypeu (f244) IgE, ImnmunoCAP 1940

83.200967 66646 OayBaH4YMK 0O6bIKHOBEHHbIN (W8) IgE, ImmunoCAP 1120

83.200968 66628 Yan nuctoBom (f222) IgE, ImmunoCAP 1720
6005 CtachmnokokkoBbIM 3HTEPOTOKCUH A, IgE (Enterotoxin A

83.200969 (Staphylococcus aureus), IgE, m80) 1030
6006 CtachnmnokokkoBbIN IHTEPOTOKCUH B, IgE (Enterotoxin B

83.200970 (Staphylococcus aureus), IgE, m81) 1030
1881 Anneprouun ALEX2 (Allergy Explorer 2), no 300

83.200971 anneproTrecToB 24 050

83.200972 6010 PecnupatopHas naHenb PROTIA Allerqy-Q 6 250

83.200973 6691 MaHenb annepreHoB "lMuweBble 1" 4 620

83.200974 669MN2 MaHenb annepreHosB "lMuweBble 2" 6 090

83.200975 6007 Kakao, IgE (Cacao, IgE, f93) 905
6008 Cmechb nuiwieBbIX annepreHoB 15: anenbCuH, 6aHaH,
A6noko, nepcuk, Igk (FP15, Food Panel 15: Orange, Apple,

83.200976 Banana, Peach, IgE) 1520
6013 Cwmechb NuiLeBbIX anfepreHoB 5: ANYHbIN 6enok,
MONOKO, TpeckKa, NeHUn4yHasa MyKa, apaxmuc, coeBble 600bl,
IgE (FP5, Food Panel 5: Egg White, Milk, Codfish, Wheat,

83.200977 Peanut, Soybean, IgE) 1520

83.200982 6021 Npywa, IgE (Pear, IgE, f94) 935
6121 Anbda-nakToanbbymuH, IgE (Alpha lactalbumin, IgE,

83.200985 f76) 640

83.200987 6001E5 Cobaka (e5), IgE (Dog (e5), IgE) 700

83.200989 6002W1 Am6po3usa (w1), IgE (Ambrosia (w1), IgE) 700
1880 Cneuundcdunyeckne ummyHornoo6ynuHbl knacca G (IgG) k
nuweBbiM aHTUreHam: Food Xplorer (FOX). (Specific IgG to

83.200990 food antigens: Food Xplorer (FOX)) 28 480
6024AB Anbda-naktanb6ymuH (nBos d4) (f76), IgE (Alpha

83.200991 Lactalbumin, nBos d4 (f76), IgE) 670
6025AB KaseuH, monoko (nBos d8) (f78), IgE (Casein, milk,

83.200992 nBos d8 (f78), IgE) 670
6026ABb BeTta-nakrornobynuH, (nBos d5) (f77), IgE (Beta

83.200993 Lactoglobulin, nBos d5 (f77), IgE) 670
6027Ab Bepe3a 6opogaByarasn, rBet v1 (t215), IgE (Birch,

83.200994 Betula verrucosa, rBet v1 (t215), IgE) 670
6028ABb Bepe3a 6oponaByartas, rBet v2 (t216), IgE (Birch,

83.200995 Betula verrucosa, rBet v2 (t216), IgE) 670
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6029AB lMonbiHb 06bLIKHOBEHHasA, nArtv3 (w233), IgE

83.200996 (Mugwort, Artemisia vulgaris, nArtv3 (w233), IgE) 670
6031AB JomawHasa nbinb (Hollister —Stier) (h2), IgE (House

83.200997 dust (Hollister —Stier)(h2), IgE) 670
6032AB Koluka, cbiIBOpOTO4YHbIN anbbymuH, rFel d2 (e220),

83.200998 IgE (Cat, serum albumin, rFel d2 (e220), IgE) 670
6033AB Cobaka, CLIBOPOTOUYHbLIN anbbymuH, nCan f3 (e221),

83.200999 IgE (Dog, serum albumin, nCan 3 (e221), IgE) 670
6034AB Bbluni CbIBOPOTOYHBLIN anbbymuH, nBos dé6 BSA

83.201000 (e204), IgE (Bovine serum albumin, nBos d6 BSA (e204), IgE) 670
6035Ab OBanbLbyMuH, anbOyMuH AnyHbIN, nGal d2 (f67), IgE

83.201001 (Ovalbumin, egg albumin, nGal d2 (f67), IgE) 670
6036ABb OBomykounp sinua, nGal d1 (f68), IgE (Ovomucoid egg,

83.201002 nGal d1 (f68), IgE) 670
6037Ab KoHanb6ymuH sinya, nGal d3 (f69), IgE (Conalbumin

83.201003 egg, nGal d3 (f69), IgE) 670
6038AB Jlnsouum sinua, nGal d4 (k208), IgE (Lysozyme eggs,

83.201004 nGal d4 (k208), IgE) 670

83.201005 6039AB Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) 670
6040AB Apaxwuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352),

83.201006 IgE) 670

83.201007 6041AB Malassezia spp. (m227), IgE 670
6042AB Cmechb nyrosbix TpaB (gm1), IgE (Mixed meadow

83.201008 grasses (gm1), IgE) 1080
6043AB Cmecb nuweBbix annepreHoB (fm21), IgE (Mixed food

83.201009 allergen (fm21), IgE) 1080
6044AbB fn ocbl naTHucTowm (i2), IgE (White-faced hornet (i2),

83.201010 IgE) 670
6045Ab Ap ocbl 06bIKHOBEeHHOM (i3), IgE (Common wasp

83.201011 (Yellow jacket) (i3), IgE) 670

83.201012 6046AB Komap (i71), IgE (Mosquito (i71), IgE) 670

83.201013 6047Ab Ap wepwHsa (i75), IgE (European hornet (i75), IgE) 670

83.201014 6048AB MNMenuuunnuH V (c2), IgE (Penicilloyl V (c2), IgE) 670

83.201015 6049A6 Orypeuy (f244), IgE (Cucumber (f244), IgE) 670

83.201016 6050AB Asokapno (f96), IgE (Avocado (f96), IgE) 670

83.201017 6051AB ApoOys3 (f329), IgE (Watermelon (f329), IgE) 670

83.201018 6052AB Monoko ko3be (f300), IgE (Goat's milk (f300), IgE) 670

83.201019 6053AB Yan (f222), IgE (Tea (f222), IgE) 670

83.201020 6054AB AumeHsb (f6), IgE (Barley (f6), IgE) 670

83.201021 6055AB6 Abpukoc (f237), IgE (Apricot (f237), IgE) 670

83.201022 6056AB BuwHs (f242), IgE (Cherry (f242), IgE) 670

83.201023 6057ABb ManuHa (f111), IgE (Manuna (f111), IgE) 670

83.201024 6058AB ManpapwuH (f302), IgE (Mandarin (f302), IgE) 670

83.201025 6059AB baknaxaH (f262), IgE (Eggplant (f262), IgE) 670

83.201026 6060AB Bpokkonu (f260), IgE (Broccoli (f260), IgE) 670

83.201027 6061AB YecHok (f47), IgE (Garlic (f47), IgE) 670
6062AB Np16bI (WamMnuHbOHLI) (f212), IgE (Mushroom

83.201028 (champignon) (f212), IgE) 670

83.201029 6063AB MopconHeuyHuk (w204), IgE (Sunflower (w204), IgE) 670

83.201030 6064AB Pomawka (w206), IgE (Chamomile (w206), IgE) 670
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6065AB CmopoauHa kpacHas (f322), IgE (Red currant (f322),

83.201031 IgE) 670
83.201032 6066Ab Cmecb nuweBbIx annepreHoB (fm2), IgE 1900
83.201033 6067AB Cmechb nuweBbIx annepreHos (fm4), IgE 1520
83.201034 6068ABb Cmecb nuweBbIx annepreHoB (fm5), IgE 2120
83.201035 6069AB Cmechb nuleBbIx annepreHos (fm6), IgE 1470
83.201036 6070Ab Cmecb nuweBbIx annepreHoB (fm7), IgE 1520
83.201037 6071AB Cmecb nuweBbix annepreHoB (fm10), IgE 1960
83.201038 6072AB6 Cmecb nuweBbix annepreHoB (fm18), IgE 1640
83.201039 6073AB Cmechb nuieBbIx annepreHoB (fm22), IgE 1320
83.201040 6074Ab Cmecb nuweBbIx annepreHoB (fm24), IgE 1390
83.201041 6075ABb Cmecb nuweBbix annepreHoB (fm70), IgE 1640
83.201042 6076Ab Cmecb nuweBbIx annepreHoB (fm71), IgE 1640
83.201043 6077AB Cmechb nuuieBbIx annepreHos (fm72), IgE 1320
83.201044 6078ABb Cmecb nuweBbix annepreHoB (fm101), IgE 1320
83.201045 6079AB Cmecb nuweBbix annepreHoB (fm104), IgE 1580
83.201046 6080AB6 Cmechb nepbeB nTuy (em1), IgE 1320
83.201047 6081AB Cmecb nepbeB AeKopaTUBHLIX NTUL (em72), IgE 1310
83.201048 6082AB Cmechb spoB Hacekomblix (im100), IgE 1080
6083ABb Cmecb annepreHoB NbinbLbl AepeBbeB (paHHee
83.201049 uBeTeHue) (tm2), IgE 1450
6084Ab Cmecb annepreHoB Nbinblbl AepeBbeB (Mo3aHee
83.201050 uBeTeHue) (tm3), IgE 1790
6085AB Cmecb annepreHoB NbinbLbl AepeBbeB (paHHee
83.201051 uBeTeHue) (tm5), IgE 1320
6086ABb Cmecb annepreHoB Nbinblbl AepeBbeB (Mo3aHee
83.201052 uBeTeHue) (tm6), IgE 1760
83.201053 6087ABb Cmecb annepreHoB nnecenwn (mm1), IgE 1080
6089AB KpeeTtka TurpoBas (f179), IgE (Tiger shrimp (f179),
83.201054 IgE) 1080
83.201055 6090AB Jlococb/cewmra (f41), IgE (Salmon (f41), IgE) 1080
83.201056 6091AB Cenbab (f205), IgE (Herring (f205), IgE) 1080
83.201057 6092AB Ckymb6pus (f206), IgE (Mackerel (f206), IgE) 1080
83.201058 6094Ab Bpasunbckun opex (f18), IgE (Brazil nut (f18), IgE) 1080
83.201059 6097AB lNopox (f12), IgE (Pea (f12), IgE) 1080
83.201060 6098AB ®daconb 6enas (f15), IgE (White bean (f15), IgE) 1080
83.201061 6099AB [biHA (f87), IgE (Melon (f87), IgE) 1080
83.201062 6100AB Poxb (f5), IgE (Rye (f5), IgE) 740
83.201063 6101AB NntroteH (f79), IgE (Gluten (f79), IgE) 1080
6102AB6 Cbip LWLUBenuapckun (f70), IgE (Swiss cheese (f70),
83.201064 IgE) 740
83.201065 6093AB Kamb6ana (f254), IgE (Plaice (f254), IgE) 1080
83.201066 6095AB KokocoBbin opex (f36), IgE (Coconut (f36), IgE) 740
83.201067 6096AB INpeukun opex (f256), IgE (Walnut (f256), IgE) 1080
83.201068 6103AB Cbip Yepnep (f81), IgE (Cheese, Cheddar (f81), IgE) 700
6104AB Cuip c nneceHbto (f82), IgE (Cheese, Mold-type (f82),
83.201069 IgE) 700
83.201070 6105AB Cuip 3aam (f150), IgE (Cheese, Edam (f150), IgE) 700
83.201071 6106AB Cuip Mayna (f198), IgE (Cheese, Gouda (f198), IgE) 700
83.201072 6107AB TyHeuy (f40), IgE (Tuna (f40), IgE) 700
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83.201073 6108AB Kykypya3a (f8), IgE (Corn (f8), IgE) 700
83.201074 6109AB Cnuga (f255), IgE (Plum (f255), IgE) 700
83.201075 6110AB JAcTtparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) 700
83.201076 6111AB TumbsH (f273), IgE (Thyme (f273), IgE) 700
83.201077 6112AB6 MawopaH (f274), IgE (Marjoram (f274), IgE) 700
83.201078 6113AB JTrobucTok (f275), IgE (Lovage (f275), IgE) 700
83.201079 6114AB TmuH (f265), IgE (Caraway (f265), IgE) 700
83.201080 6115ABb KapaamoH (f267), IgE (Cardamon (f267), IgE) 700
83.201081 6116ABb N'Bo3auka (f268), IgE (Clove (f268), IgE) 700
83.201082 6117ABb Cemsa ceHxens (f219), IgE (Fennel seed (f219), IgE) 700
83.201083 6118Ab Ba3unuk (f269), IgE (Basil (f269), IgE) 700
83.201084 6119AB Umbups (f270), IgE (Ginger (f270), IgE) 700
83.201085 6120AB AHuc (f271), IgE (Anise (f271), IgE) 700
1070AB Cmecb annepreHoB AOMAaLUHUX IPbI3YHOB: anuTenumn
83.201088 MOPCKOMN CBMHKU, 3NUTESNIMA KPONUKa, aNUTenumn 1 300
83.201089 6122AB Exa coopHas (g3), IgE (Dactylis glomerata (g3), IgE) 590
6123Ab NneBen/Panrpac mHoroneTtHun (g5), IgE (Lolium
83.201090 perenne (g5), IgE) 590
83.201091 6124AB OBcsiHuua nyrosas (g4), IgE (Festula elatior (g4), IgE) 1070
6125ABb TumodcpeeBka nyroas (g6), IgE (Phleum pratense
83.201092 (g6), IgE) 590
83.201093 6126ABb MaTnuk nyrosom (g8), IgE (Poa pratensis (g8), IgE) 590
83.201094 6127AB AHaHac (f210), IgE (Pineapple (f210), IgE) 590
83.201095 6128AB Kuswu (f84), IgE (Kiwi (f84), IgE) 590
83.201096 6129AB BbaHaH (f92), IgE (Banana (f92), IgE) 590
83.201097 6130AB lMepcuk (f95), IgE (Peach (f95), IgE) 590
6131AB Po3mapuH (f335), IgE (Rosmarinus officinalis (f335),
83.201098 IgE) 590
83.201099 6159AB KypuHoe msco (f83), IgE (Chicken (f83), IgE) 590
83.201100 6160AB Puc (f9), IgE (Rice (f9), IgE) 590
83.201101 6161AB f6noko (f49), IgE (Apple (f49), IgE) 590
6162Ab Bbepe3a 6opoaaByaras (t3), IgE (Betula verrucosa
83.201102 (t3), IgE) 590
6163AB lMonbiHb 06LIKHOBeHHaA (Artemisia vulgaris) (w6),
83.201103 IgE (Mugwort (w6), IgE) 590
6164Ab MNMonbiHb ropbkas (Artemisia absinthium) (w5), IgE
83.201104 (Wormwood (w5), IgE) 590
6165AB dnutenun mopckomn cBuHku (e6), IgE (Guinea pig
83.201105 epithelium (e6), IgE) 590
6166AB lNMepbsa BonHucToro nonyranymka (e78), IgE
83.201106 (Budgerigar feathers (e78), IgE) 590
6167AB dnutenun n wepctb oBUbI (€81), IgE (Sheep
83.201107 epithelium (e81), IgE) 590
6168AB KypuHble nepbs (€85), IgE (Chicken feathers (e85),
83.201108 IgE) 590
83.201109 6169ABb BbapaHuHa (f88), IgE (Mutton (f88), IgE) 590
83.201110 6170AB Manro (f91), IgE (Mango (f91), IgE) 590
83.201111 6171AB AnenbcuH (f33), IgE (Orange (f33), IgE) 590
83.201112 6173ABb Monoko kopoBbe (f2), IgE (Milk (f2), IgE) 590
83.201113 6174AB Knew Dermatophagoides pteronyssinus (d1), IgE 590
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83.201114 6175AB Knew Dermatophagoides farinae (d2) IgE 590
83.201115 6176AB Aununbin 6enok (f1), IgE (Egg white (f1), IgE) 590
83.201116 6177AB Avunbin xenTok (f75), IgE (Egg yolk (f75), IgE) 590
83.201117 6178AB MNMuwenunua (f4), IgE (Wheat (f4), IgE) 590
83.201118 6179AB dnutenun cobakm (e2), IgE (Dog epithelium (e1), IgE) 590
6180AB [omawHasa nbinb (Greer Labs, Inc.) (h1), IgE (House
83.201119 Dust — Greer (h1), IgE) 590
83.201120 6132AB Tpecka (f3), IgE (Codfish (f3), IgE) 590
83.201121 6133AB Apaxuc (f13), IgE (Peanut (f13), IgE) 590
83.201122 6134AB CoesBble 606bI (f14), IgE (Soybean (f14), IgE) 590
83.201123 6135AB ®dyHayk (f17), IgE (Hazelnut (f17), IgE) 590
83.201124 6136ABb KpaboBoe msco (f23), IgE (Crab meat (f23), IgE) 590
83.201125 6137AB KpeBeTku (f24), IgE (Shrimp (f24), IgE) 590
83.201126 6138AB Tomarhl (f25), IgE (Tomato (f25), IgE) 590
83.201127 6139AB Mopkossb (f31), IgE (Carrot (f31), IgE) 590
6140AB TapakaH-npycak (i6), IgE (Cockroach, Blatella
83.201128 germanica (i6), IgE) 590
83.201129 6141AB lNneceHb Penicillium notatum (m1), IgE 590
83.201130 6142AB lNneceHb Cladosporium herbarum (m2), IgE 590
83.201131 6143Ab lNneceHb Aspergillus fumigatus (m3), IgE 590
83.201132 6144AB NpnbbI poaa kaHauaa, Candida albicans (m5), IgE 590
83.201133 6145Ab lNneceHb Alternaria alternata (tenuis) (m6), IgE 590
83.201134 6146AB Jlatekc (k82), IgE (Latex (k82), IgE) 590
83.201135 6147Ab lMekapckue apoxcku (f45), IgE (Yeast (f45), IgE) 590
83.201136 6148AB LWokonap (f105), IgE (Chocolate (f105), IgE) 590
6149AB Kny6Huka (3emnsiHuka, f44), IgE (Strawberry (f44),
83.201137 IgE) 590
83.201138 6150AB JlumoH (f208), IgE (Lemon (f208), IgE) 590
83.201139 6151AB NpenndpyT (f209), IgE (Grapefruit (f209), IgE) 590
83.201140 6152AB Ipeua (f11), IgE (Buckwheat (f11), IgE) 590
6153AB Kanycta 6enokoyaHHas (f216), IgE (Cabbage (f216),
83.201141 IgE) 590
83.201142 6154AB ToikBa (f225), IgE (Pumpkin (f225), IgE) 590
83.201143 6155AB CBuHuHa (f26), IgE (Pork (f26), IgE) 590
83.201144 6156AB lNossauHa (f27), IgE (Beef (f27), IgE) 590
83.201145 6157Ab KapTodens (f35), IgE (Potato (f35), IgE) 590
83.201146 6158AB OBec (f7), IgE (Oat (f7), IgE) 590
83.201147 6181AB lMepxoTb nowaau (e3), IgE (Horse dander (e3), IgE) 700
83.201148 6182AB Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 700
6183Ab JlewmnHa obbikHOBeHHasn (t4), IgE (Corylus avellana
83.201149 (t4), IgE) 700
83.201150 6184AB MopopoxHuk (W9), IgE (Plantago lanceolata (w9), IgE) 700
83.201151 6185AB Ackapwuaa (p1), IgE 570
83.201152 6186ABb Cenbpepen (f85) IgE Celery (f85), IgE 570
6187AB Tononb TpexrpaHHbIn (Populus deltoides) (t14), IgE
83.201153 Cottonwood (Populus deltoides) (t14), IgE 570
83.201154 6188AbB lMpoco (f55), IgE Common Millet (f55), IgE 570
83.201155 6189ABb OayBaHuuk (Taraxacum vulgare) (w8), IgE 570
6190AB Knew Dermatophagoides microceras (d3), IgE
83.201156 (Dermatophagoides microceras (d3), IgE) 570
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83.201157 6191AB Ykpon (f277), IgE (Dill (f277), IgE) 570

6192Ab lNnartaH kneHonucTHbIN (Platanus acerifolia) (t11), IgE

83.201158 (Mnaran kneHonucTHbIN (Platanus acerifolia) (t11), IgE) 570
83.201159 6193AB Msco uHgenku (f284), IgE (Turkey meat (f284), IgE) 570
6194Ab Jlebena (w15), IgE (Scale (Atriplex lentiformis) (w15),

83.201160 IgE) 570
83.201161 6195AB fAnuo kypuHoe (f245), IgE (Whole egg (f245), IgE) 570
83.201162 6196AB [y6 (t7), IgE (Oak (Quercus alba) (t7), IgE)) 570
83.201163 6197AB Jluna (t208), IgE (Tilia cordata (t208), IgE) 570

6198AB dnutenun kponuka (e82), IgE ( Rabbit epithelium
83.201164 (e82), IgE) 570
6199AB [1y6 yepewyatbin (t218), IgE (Quercus robur (t218)),
83.201165 IgE 570
83.201166 6200AB INpywa (f94), IgE (Pear (f94), IgE) 590
83.201167 6201AB Kakao (f93), IgE (Cocoa (f93), IgE) 590
83.201168 6202AB Munpans (f20), IgE (Almond (f20), IgE) 590
83.201169 6203AB MNMenuuunnuH G (c1), IgE (Penicilloyl G (c1), IgE) 590
6205AB Ap nuyenbl MmegoHocHou (i1), IgE (Honey Bee Venom
83.201170 (i1), IgE) 590
6206AB ®opmanbaerua (k80), IgE (Formaldehyde/Formalin
83.201171 (k80), IgE) 590
83.201172 6204AB Kode (f221), IgE (Coffee (f221), IgE) 590
1570KK UccnepoBaHue xenyHbix kKamHen (Gallstones
83.201173 diagnosis) 4 820

547N LiuTonornyeckoe u UMMyHOLIMTOXMMUYECKOE
uccnenosaHue ¢ mapkepamu p16INK4a n Ki-67 ans
noaTBepXaeHUA AMcnnasum B Ma3Kkax CIIM3NCTOM LUeNKH
83.201174 MaTKu 11 940

83.201175 nuX nuX-nccnegosanume p16INK4a mn Ki-67 11 010

511HCK Nctonorn4yeckoe nccnegoBaHue 6MONCUNHOIO
MaTepuana 1 Mmatepuana, Nosly4YeHHOro nNpu XMpypru4yecknx
BMellaTenbcTBax( 3HAOCKONNYECKOro matepuana, TKaHen
YX€HCKOW NOJSIOBOW CUCTEMbI, KOXKWU,MArKUX TKaHEMH,
KpPOBeTBOPHOM U NUMGONAHON TKaHEN, KOCTHO-XPSALLEBOMN

83.201176 TKaHu 2210

83.201177 511MXK MynbstudokanbHas 6uoncus MK 7740
528 NmcTonornyeckoe uccnenoBaHme 6MONTaTOB Xenyaka

83.201178 (PAS-peakuus) 400

551 KomnnekcHas rucToxuMmmyeckas gmarHocTmka
3aboneBaHun BepxHux otaenoB XKT (nuweBopa, xxenygka,
ABeHaguaTunepctHon Kuwkun) (Complex morphological and
histochemical assessment of diseases upper digestive

83.201179 system) 2140
579 NcToxummnyeckoe uccnegosBaHme 6MONCUNHOIO U
83.201180 onepauynMoHHOro Martepuvana 4 000

581 ISO-cepTucdhmumMpoBaHHoOe NPOU3BOACTBO
rMCTONIOrMYECKUX NpenapaToB C PyTUHHbLIMU OKpackamu u3
[OCTaBMNeHHOro (pMKCUPOBaHHOIro GMONCUMHOrO MaTepmana ¢
AeKanbLuuHauuen (TpenaHobmnonTaTbl U1 0Opa3oBaHusA

83.201181 KOCTewn). 7 280
5501 MonekynsapHo-reHeTU4eckoe nccrnegoBaHue npu

83.201182 menaHome (BRAF, NRAS) 14 500
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5502 MonekynsapHo-reHeTU4eckoe nccrnegoBaHue npu

83.201183 GIST-onyxonsx (cKIT, PDGFRa) 25 810
5503 MoneKynsipHo-reHeTu4ecKoe nccrnenoBaHue npum pake

83.201184 xenyaka (MSI, HER2) 20 190
5504 MonekynsapHo-reHeTU4ecKkoe nccrnegoBaHue npu

83.201185 konopekTanbHom pake (BRAF, KRAS, NRAS, MSI) 30170
5505 MoneKynsipHO-reHeTu4ecKoe nccrnenoBaHue npu pake

83.201186 nerkoro (BRAF, KRAS, EGFR, HER2) 24 300
5510 MonekynsapHo-reHeTU4ecKoe nccrnegoBaHue

83.201187 KONMMWHOCTU FeHOB NpU pakKe Mosfio4yHowm xene3bl (19 reHoB) 12 340
5511 MonekynspHoO-reHeTU4eCKoe uccrnegoBaHue nNpu pake

83.201188 Tena matku (MSI, POLE) 7 850
5512 BoisBneHue TpaHcnokauun EML4-ALK, ROS1 n mytauun

83.201189 B reHe MET 20150
51104 NMNaTonoroaHaToMn4yeckoe uccrnegoBaHue

83.201190 onepauuoHHoro marepuana (8o 6-tm napadMHOBbIX GITIOKOB) 4 250
51105 NMNaTonoroaHaToMmn4yeckoe uccrnegoBaHue
onepauuoHHoro marepuana (6onee 6-tu napacpuHOBbIX

83.201191 6rnokoB) 4 250
7020 MoneKkynsipHoe uccnegoBaHue paka npocrtartbl (MIA:

83.201192 PTEN, RB1, TP53, BRCA1/2) 11 800
549 OnpepeneHue akcnpeccuu 6enka PD-L1 B TkaHu onyxonu
metoaom UIMNX ¢ ucnonbsoaHmem aHtuten Kk PD-L1 knoH
SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC

83.201193 using PD-L1 clone SP263 (Ventana) antibodies). 19 280
550 OnpepeneHue akcnpeccuu 6enka PD-L1 B TkaHu onyxonu
metoaom UIMNX ¢ ucnonbsosaHnmem aHtuten Kk PD-L1 knoH
SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC

83.201194 using PD-L1 clone SP142 (Ventana) antibodies). 19 280
554 OnpepeneHune akcnpeccuu 6enka PD-L1 B TkaHu onyxonu
metoaom UINX ¢ ucnonbsosaHmem aHtuten Kk PD-L1 knoH
22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using

83.201195 PD-L1 clone 22C3 (Dako) antibodies). 26 850
7642 MoneKynsipHbIA CKPUHUHI Ha MUKpoaeneuuu/

83.201196 MUKpoAynnKaLumMm XpoMocom 11 810
777729 UccnegoBaHne XpOMOCOM B aOOpPTUBHOM MaTepuarne,

83.201197 CKPUHWHI 10 610
777750 UccnegoBaHne XpoOMOCOM B aGOpPTUBHOM maTepuane,

83.201198 paclmpeHHoe 20 150

83.201199 777794 XpOMOCOMHbIA MUKPOMATPUYHbIAN aHanus3 34 460

83.201200 777795 XMA abopTHOro marepumana 26 110

83.201201 548 OnpepeneHune akcnpeccumn PDL1 10 320
560 OnpepeneHune pacnpocTpaHeHHbIX MyTaLui reHoB
BRCA1,BRCA2 npu pake MOJIOMHOM Xese3bl U AMYHUKOB B

83.201202 6uoncunHomMm martepuane 8 810
562 OnpepeneHne mytauun B 18,19.20, 21 ak30Hax reHa

83.201203 EGFR 10 320
563 OnpepeneHue runepakcnpeccum reHa HER2 (konumHocTb

83.201204 reHa) 12 990

83.201205 565 OnpepeneHne mytauun B 15 ak3oHe reHa BRAF 7 040

83.201206 568 OnpepneneHne mytaumm reHa PDGFRa 14 190

83.201207 569 OnpepeneHne mytauumn Bo 2,3,4 ak3oHe reHa KRAS 8 230
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83.201208 571 OnpepeneHune mytauum Bo 2,3,4 ak3oHe reHa NRAS 8 230

574 OnpepeneHne MUKpocaTeNnsIMTHON HECTabUNbHOCTHU

83.201209 (MSI) 8 260
83.201210 576 OnpepneneHue mytauum reHa cKIT 12 990
83.201211 577 OnpepeneHue nepectpoek reHa ALK 10 610
83.201212 578 OnpepeneHune nepectpoek reHa ROS1 10 610
83.201213 777722 MyTtaumun B reHe POLE 9420
83.201214 777723 MyTtauum B reHe IDH2 11 800
83.201215 777724 MyTtauum B reHe IDH1 11 800
83.201216 777725 MyTtauusa PIK3CA 11 800
83.201217 777726 OnpeaeneHue TpaHcnokauum 1p/19q 10 610
83.201218 777727 OnpepeneHve MmeTunupoBaHus reHa MGMT 11 800
83.201219 777728 OnpepeneHne abepauun C228T n C250T B reHe TERT 9420
83.201220 777730 MyTtauum B reHe MET 11 800

582 MoneKynsipHo-reHeTUu4Yeckoe nccrnenoBaHume
onepauvMoHHOro matepuana WMTOBUAHOM XKene3bl AnsA
onpegeneHna myTtauun reHoB KRAS, NRAS, HRAS, BRAF,
TERT (Molecular genetic study of thyroid surgical material to
determine mutations of KRAS, NRAS, HRAS, BRAF, TERT
83.201221 genes) 11 330

583 KoHcynbTaTMBHbLIN NPOCMOTP U
MOJIeKyIsIpHO-reHeTU4ecKoe uccriegoBaHue WUTOBUAHOMN
83.201222 xenesbl. 11 880

7655 AHanu3 oTHocuTenbHOM akcnpeccum reHa BCR/ABL

p190, konnyecteeHHasa RQ MNLP (B peanbHoM BpemeHu) (PCR
analysis of the relative expression of the BCR/ABL p190 gene
83.201223 — quantitative RQ PCR (real time)) 7 390

777702 MyTauMOHHOLIN CTaTyC reHOB BapuabenbHbIX
y4yactkoB ummyHorno6ynumios IGHV, MNMUP (IGHV mutational

83.201224 status, PCR) 18 660
83.201225 777797 NeHeTnyeckana naHenb "2 genes" 3135
83.201226 777798 NeHeTU4Yeckasa naHenb "Light" 6 900
83.201227 777799 lNeHeTnyeckana naHenb "MyNeuro" 8 545
83.201228 7777100 NeHeTu4yeckasa naHenb "MyWellness™ 19 900

725263 HapyweHus cnepmatoreHesa, 6 mapképoB
(Mukpogeneunmn nokyca AZF) (6e3 onucaHusa pe3ynbLraToB

83.201229 reHeTUKOM) 1900
7802CYI BpoxaeHHasa runepnna3sma Haano4e4HUKOB, reH

83.201230 CYP21A2, 4.m. (Gene CYP210HB, Freq. Mut.) 10 620

83.201231 139I'MH MecTo3bI M heTONNaLeHTapHass HeAOCTaTOYHOCTb 11 560
139I'MH/B3 lNecTo3bI U heTOoNNaLeHTapHass HeA4OCTaTOYHOCTb

83.201232 (6e3 onncaHua pe3ynLTaToB BPauyOM-reHETUKOM) 6 460

1551 HacnepcTtBeHHbIe criy4yan paka MOMOYHOW Xene3bl
n/vnu anynmnkoB CHEK2, NBS1 (Hereditary Breast and/or
83.201233 Ovarian Cancer) 2140

155I'M/B3 HacneacTBeHHbIE CrlyYan paka MOMIOYHOM Xene3bl
n/vnu anynmnkoB CHEK2, NBS1 (Hereditary Breast and/or
Ovarian Cancer) (6e3 onucaHus pe3ynsraToB

83.201234 BPa4OM-TeHEeTUKOM) 1 300
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76111 AptepuanbHasa runepTeH3ns, CBA3aHHasA ¢
HapyweHusamMu B pabote aHaotenmanbHon NO-cMHTa3bl (reH
NOS3) (Arterial Hypertension, Endothelial NO-Synthase

83.201235 Disturbance (Gene NOS3)) 2140
83.201236 77797 OecovumT anba-1-aHTutpuncuHa, SERPINA1, y.m. 5090
77799 MNopaxeHunsa nevyeHu, reibl ATP7B, PNPLA3, SERPINAA1,

83.201237 Yy.m. 9410
83.201238 77801 HeankoronbHbIN XXnpoBomn renaTtos, reH. PNPLA3, u.m. 5090
7005B2] CuHAPOM MHOXEeCTBEHHOW 3HAOKPUHHOM Heonnasum

2B tuna (reH RET) (Multiple Endocrine Neoplasia Type 2B
83.201239 (Gene RET)) 10120
7006A2] CUHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonnasum
2A tna (3k3o0HbI 10, 11 reHa RET) (Multiple Endocrine
83.201240 Neoplasia Type 2A (Exons 10, 11 Gene RET)) 15 380
83.201241 7654 AHanu3 nepectpoek 1 xpomocombl (FISH, konuy.) 13 640
7672 OnpepeneHne mytauun B reHax BRCA1, BRCA2, ATM,
CHEK2 meToaom cekBeHMpPOBaHUA cCrieaytoLero NoKoneHus
(NGS) B bmoncumHom matepuane un kposu (BRCA1, BRCA2,
ATM, CHEK2 genes analysis by Next-Generation Sequencing
83.201242 (NGS) in biopsy specimens and blood) 71900
7648 HacnepcTBeHHbIe cnyvyaun paka npeacraTtenbHON
xene3bl (reH HOXB13) (Hereditary prostate cancer (HOXB13
83.201243 gene)) 5090
83.201244 7017 Onabetr MODY2, ren GCK, m. 16 570
83.201245 7018 Anabetr MODY3,reH HNK-1, m.. 16 570
7623 NeHoTMNMpOBaHME AUTMAPONUPUMUANH AernaporeHasbl
83.201246 (DPYD) (Dihydropyrimidine dehydrogenase (DPYD)) 4 400
7622 Lintoxpom P450 2C19. leHoTUNMpOBaHue NO MapKepy
CYP2C19 (Cytochrome P450 2C19. Genotyping for the
83.201247 CYP2C19 marker) 5090
3316 OnpepeneHue nona nnoaa. BoisiBneHne Y-XpomMocoMbl
nnopa B KpoBu maTtepu (Y-chromosome of the fetus in the
83.201248 mother's blood) 5660
83.201249 77802 Ncopwunas, TunupoBaHmne HLA-Cw6 4 000
83.201250 77710 bokoBon ammnoTpodmyeckuin cknepos (bAC), SOD1, m. 7 040
83.201251 77706 BokoBow ammnoTpodmnueckumn cknepos, Coorf72, y.m. 5090
83.201252 77800 bone3Hb Bexyera, TunuposaHne HLA B51 4 000
7069 MNonHo3K30MHOe CeKBEeHMpPOBaHUe - MNOUCK
npeanonoXuTenbHO HacneacTBeHHOro 3aboneBaHus ¢
83.201253 umHTepnpeTtaumen (Whole Exome Sequencing) 72 850
77701 bBone3Hb lNapkKMHCOHA, KOMMNNEKCHasA AUarHOCTUKa,
83.201254 4y.m. 8 230
83.201255 77715 bone3Hb ®a6pu, GLA, m. 9410
83.201256 77707 NeHTMHrTOHONOAOOHOE 3ab6oneBaHue, TuN 2, JPH3, u.m. 5090
83.201257 77709 NeHTMHrTOHONOAOOHOE 3ab6oneBaHue, Tun 4 TBP, u.m. 5090
77702 NeHTMHIrToHONOAOOHbLIe 3aboneBaHUs, KOMMNIEeKCcHas
83.201258 AVNarHocTuKa, 4.m. 5090
7838DMPKI MuotoHunyeckasa auctpocpus. NMonck yactbix
myTauumn B reHe DMPK, 4. m. (Myotonic Dystrophy 1, Gene
83.201259 DMPK, Freq. Mut.) 5090
83.201260 77705 MuotoHu4yeckasa auctpocpumsa, Tun 2, CNBP (ZNF9), u.m. 5090
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77704 MutoxoHAapuanbHble 3a6oneBaHUA, KOMNNEKCHasA

83.201261 AvnarHoctuka: mutoxoHgpuanbHaa OHK, 4y.m. 8 230
7815HDI Xopes NeHTUHITOHa. NMoMCK YacTbix MyTauun B reHe
83.201262 IT15, 4. m. (Chorea Huntington, Gene IT15, Freq. Mut.) 5090
7961GJB2l AlnarHocTuKa HacneacTBEeHHbIX (hopm
HenpoceHcopHomn Tyroyxoctu (resHbl GJB2, GJB3, GJB6,
POU3F4, WFS1) u. m. (Diagnosis of hereditary sensorineural
83.201263 hearing loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes)) 7 040
7963GJB2l HeipoceHcopHas HecuHApPOMarnbHas TYroyxocTb,
83.201264 nonHbINn aHanus reHa GJB2 14 200
7851MEFVI NMepnoaunyeckas 6onesHb. [lonck Mmytauun B reHe
MEFV, m. (Familial Mediterranean Fever, FMF, Gene MEFV,
83.201265 Mut.) 42 810
7012MEI Nepuoaunyeckasn 6onesHb. NMonck YacTbix MyTauum B
reHe MEFV, 4. m. (Familial Mediterranean Fever, FMF, Gene
83.201266 MEFV, Freq. Mut.) 5090
7649 CemenHas runepxoniectepmHemMus (KOMNnNeKcHas
83.201267 AunarHocTtuka - redbl LDLR, APOB, PCSK9) 8 230
83.201268 7647 CemenHasn runepxonecrepuHemusi, reH APOB100 5090
83.201269 7645 CemenHasn runepxonecrepuHemus, reH LDLR 11 810
83.201270 7646 CemenHas runepxonecrepuHemusi, reH PCSK9 10 620
83.201271 77703 Cungpom APIJIA, ATN1, 4.m. 5090
77714 CnHApOM NoMKon X-XpOMOCOMbI C
83.201272 Tpemopom/aTtakcuen, FMR1, 4y.m. 2490
7643 Cunpgpom MaptuHa-benn (cuHgpom nomkon X
83.201273 XPOMOCOMBbI) 5090
83.201274 7652 Cungpom LLAOACUI, reH NOTCH3 10 620
77708 Cnactu4yeckasn napannerusa Wtpromnens, tun 4, SPAST
83.201275 (SPG4), u.m. 7 040
83.201276 77712 CnuHouepebennsapHble aTakcuun, peakme hopmbl, Y.M. 7750
83.201277 77716 CnuHouepebennsipHble aTakcuun, YacTblie Popmbl, Y.M. 7 040
83.201278 77711 TopcuoHHasa guctonus, Tun 1, TOR1A (DYT1), u.m. 5090
77798 «[ApobbeBnAHaA» XopuopeTuHonaTusi, TMNMpPoBaHue
83.201279 HLA-A29 (Birdshot chorioretinopathy, HLA-A29) 2980
7021 NeHoguarHocTUKa beta-TanaccemMum n
remornobunHonatun (reHotunuposaHue HBB) (Molecular
diagnosis of beta-thalassemia and hemoglobinopathies (HBB
83.201280 gene)) 9420
7022 AnarHoctuka TTR-ammunonagosa (cekBeHMpoBaHue 2-4
ak3oHoB reHa TTR) (Molecular diagnosis of ATTR-amyloidosis
83.201281 (sequencign of 2-4 exons of TTR gene)) 9420
7023 NeHoguarHocTuka anbdga-ranaccemun (HBA1, HBA2,
HS-40) (Molecular diagnosis of alpha-thalassemia (HBA1,
83.201282 HBA2 genes and HS-40 regulation locus)) 9420
7620 HacnepcTBeHHble ¢hopmbl NnaHkpeaTuTa (reHbl PRSS1,
83.201283 SPINK1) (Hereditary pancreatitis (PRSS1, SPINK1 genes)) 5090
7621 ®dpykrosemusn (reH ALDOB) (Hereditary fructose
83.201284 intolerance (ALDOB gene)) 5090
7658 HacneacTBeHHasa aHaoTenuanbHaa guctpodus
poroBuubl - guctpocpusa dykca (reH TCF4) (Fuchs endothelial
83.201285 dystrophy (gene TCF4)) 5090
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7659 KomnnekcHasa guarHoctuka yseutoB (HLA-B27,
HLA-B51, HLA-A29) (Diagnosis of uveitis (HLA-B27, HLA-B51,

83.201286 HLA-A29)) 6 310
83.201287 7660 Bone3Hb NMomne (reH GAA) (Pompe disease (GAA gene)) 11 680
OBC159 lNepBnyYHOe nabopaTopHoe o6cnegoBaHne geTen
npu NoAoO3peHUn Ha pa3BUTUE OCNOXHEHUI nocne UHcekuumn
83.201288 COVID-19 3430
OBCB8ONEW XeHckuin ropMOHanbHbIN NPodnnb:
83.201289 ANCPYHKLNA ANYHMKOB, HapyLLeHUA MEeHCTPYanbHOro umKna 5930
83.201290 CIKSA1 NabopaTtopHasa AgnarHocTMKa runepaHaporeHeMum 3220
CIMNKA2 OueHka ropMoOHanbLHOro cratyca npv HapyleHumn
83.201291 MEeHCTpyanbHOro uukKna 2140
YPO-311C Bupyc nanunnombl YenoBeka BbICOKOroO
OHKOreHHOro pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpenenenHve AHK B
cockob6e anuTenuanbHbIX KNIETOK YPOreHUTarbHOro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16,
83.201292 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* 900
OBC175 NopmoHanbHoe ob6cneaoBaHMe ANA XXEHLMWH B
83.201293 nepuoa MmeHomnay3anbHOro nepexoga 1530
OBC187 XeHckni ropMoHanbHbIN NPOthUnb: HapyLeHus
83.201294 MEHCTpYyarnbHOro 4ukna, CKpUHUHr 2070
OBCB85NEW BbepemeHHOCTb: 1-1 TpumecTp (1-13 Hegenun) nnu
83.201295 1-1 BU3NT 6 270
OBC193 KomnnekcHoe uccneagoBaHme abopTUBHOIro
matepuana, ckpuHuHr (Study of miscarriage tissues,
83.201296 screening) 14 570
OBC194 KomnneKkcHoe uccneagoBaHme abopTUBHOIo
matepuana, pacwmpeHHoe (Comprehensive study of
83.201297 miscarriage tissues) 29 530
OBC208 lNMoaroToBkKa K NnporpamMmmam BCNOMOrartesibHbIX
penpoayKTUBHbIX TexHonornu (BPT), Bkntoyasa IKO:
83.201298 komnnekc Ne 1 (Preparation for IVF programs) 8 500
83.201299 OBC171 N'MnoroHagu3m y MyX4uH 3630
OBC183 KomnneKkcHoe ropMoHanbHoe obcrneagoBaHue ans
83.201300 MY>KYMH 2 800
OBC201 CekcyanbHas auchyHKUUN y My>x4uH. NepBuyHoe
83.201301 naboparopHoe ob6cnegoBaHue 1420
83.201302 OBC154 buoxumusa KpoBu: 6a3oBbIN Npodunb 1450
OBC155 ExerogHas npodunakTtuka: MUHMManbHbIN
83.201303 CKPUHWHI 730
83.201304 OBC165 lNpaBunbHoe nutaHue (lMepekpecTok) 3950
83.201305 OBC166 BeretapuaHubl (lMepekpecTok) 1840
83.201306 OBC167 Mukpo n makpoanemeHTbl (lepekpecTok) 3110
83.201307 OBC168 BeraHbl (MepekpecTok) 5000
83.201308 OBC169 OueHka BUTaMMHHOrO ctaTtyca ([epekpecTok) 11 225
83.201309 OBC184 BeccoHHMuUa 4870
83.201310 OBC196 Ctpecc 7 800
83.201311 OBC199 NuddhepeHumanbHan AMarHocTUKa aenpeccumn 5830
OBC206 Onsa Tex, KTo MHoro pa6otaet (For those who work
83.201312 hard) 5650
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83.201313 OBC160 SuperSport — MMHUManNbHbIN 1970
OBC127 JlunupgHbin Nnpodnnb: paclUMPEeHHbIN He HaToLakK

83.201314 (Lipid Profile: Extended ) 2420
OBC128 JlunuaHbIn npocunb: CKPUHUHT He HaTowak (Lipid

83.201315 Profile: Screening) 840
OBC173 KapanopucK, CKPUHUHI-NEW - C BKITIOYEHMUEM
BbICOKOYYBCTBUTENbHOro TponoHMHa u Hatpuypertmnyeckoro
ropmoHa (B-tuna) N-koHueBoro nponentupaa (Cardiovascular

83.201316 risk screening panel including hs-Troponin and NT-proBNP) 5760

83.201317 1680 XonectepuH He-JIMNBI1 HaTowak 420

83.201318 1682 XonectepuH He-JIMNBI He HaTowak 420

83.201319 1675 PeMHaHTHbIN XOnecTepuH HaToLwak 660

83.201320 1685 PeMHaHTHbIN XONecTepuH He HaToLak 660

83.201321 OBC200 JlunugHbIn Nnpodhunb: 3aopoBoe cepaue 630

83.201322 OBC59NEW CKpUHUHI ayTOUMMYHHOIO NOpPaXeHUs Nne4YeHun 6 800
OBC176 CKPUHMHI ayTOUMMYHHOIO NOPaXXeHUs NeYeHn —

83.201323 pacLMpeHHbIN 12 530
OBC186 AytoMMMyHHbIM renaTtut Tuna 1 (AUlM-1,

83.201324 ayTOMMMYHHbIW FenaTuT B3pOCIbiX), CKPUHUHT 3700

83.201325 4H®T NASH-FibroTest 22 800

83.201326 H®T-P NASH-FibroTest (pacueTHbIN) 21410
OBC192 InabeTnyeckana HechponaTua: exerogHoe

83.201327 MUWHUMarnbHoe obcnegoBaHue 1200

83.201328 OBC195 [Inabetnyeckana HechbponaTma: paclLlNpPeHHbIN 5330

83.201329 OBC189 NMapTHepckue poabl 2000
OBC197 NnaHoBasa rocnuTanMsauma B aKyluepckoe

83.201330 oTaeneHue 5700

83.201331 OBC198 NdcnuTtanusauusa B otaeneHne ruHeKonoruu 7 200
OBC64MOD Bonu B cyctaBax: ckpuHuHr (Arthralgia:

83.201332 screening test) 5220
OBC170 Bone3Hb BunbcoHa-KoHoBanoBa, bnoxmmmnyeckue

83.201333 Tectbl (Wilson-Konovalov disease, biochemical tests) 3650

83.201334 OBC65NEW KoHTponb anabeTa: paclumpeHHbIN 4120
OBC207 LinToBMAaHasna xene3a: MMHMManbHbIn (Thyroid

83.201335 Gland: Minimal Profile) 690
OBC94NEW lpobnembl Beca (nepB1M4HOE o6cnepoBaHue

83.201336 NauueHTOB C HapyLleHNeM Beca) 3680

83.201337 OBC116 NoproTtoBka k guete npocdunb baszoBbin 3850

83.201338 OBC117 MNoarotoBKa k gueTe npocunb PacluMpeHHbIN 8 070

83.201339 OBC112(HCK) BeretapuaHubl 3 960

83.201340 OBC113(HCK) NMutaHue, ncknovarwee KpacHoe MACO 1 060

83.201341 OBbC114 BenkoBas aueTa 4 050

83.201342 OBC129(HCK) Mpodunb Beranbl « MuHumanbHbin» HCK 6 940

83.201343 OBC130(HCK) MNMpodunb BeraHbl «ba3oBbIN» 8120

83.201344 OBC131(HCK) NMpocdunb BeraHbl «PacluMpeHHbIN» 15470
OBC158 KoHTponbHOE uccnegoBaHue nocre nepeHeceHHom

83.201345 OCTpOM pecnupaTopHON BUPYCHOM MH(EeKLUn 2140
OBC163 ObcnepoBaHMe nepea BakuMHauuem NnpoTus

83.201346 CoviID-19 2530
OBC185 XenesopecduunuTHasa aHemMunsa: AUarHocTmKa n

83.201347 KOHTpOnb 3¢pheKTUBHOCTN NeYeHns 1940
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OBC191 KoHTponb 3adh¢peKTUBHOCTU neYeHus
xenesogeuUUTHON aHEMUU NpenapaTamMm xenesa,

83.201348 MUHUManNbHbIN 1090
83.201349 OBC174 lNepea Ha3Ha4YeHMEM aHTUKOArynsiHTOB 1 600
OBC172 AnarHocTuka noctkoBuaHoro cuHapoma (Diagnosis
83.201350 of Post-COVID-19 syndrome) 5550
OBC177 KomnnekcHoe nabopaTtopHoe ob6cneaoBaHue nocre
nepeHeceHHoro COVID-19. inarHocTuka NOCTKOBUAHOIO
cuHagpoma (6e3 onpepenenus IlgG aHTUTEn K BUpPYCY
SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome
83.201351 (without IgG antibodies to SARS-CoV-2) 3770
OBC178 Ansa nepe6oneBwunx COVID-19. OueHka kapaMopucka
83.201352 (For recovered from COVID-19. Heart risk assessment) 2 850
OBC179 Ainsa nepe6oneBwux COVID-19. O6cnepoBaHue
¢pyHKummn neyeHum (For recovered from COVID-19. Liver
83.201353 function tests) 1500
OBC180 Ansa nepe6oneBwux COVID-19. O6cnepoBaHue
dyHkummn noyek (For recovered from COVID-19. Kidney
83.201354 function tests) 1 550
OBC181 Ana nepe6oneBwunx COVID-19. ButamuHbl n
MuHepanbl (For recovered from COVID-19. Vitamins and
83.201355 minerals) 5 540
OBC209 JTabopaTopHasa AMnarHoCTUKa 3aboneBaHum,
conpoBoXxaarwmxca cumntomamm genpeccun (Laboratory
diagnostics of diseases manifested by symptoms of
83.201356 depression) 6 160
83.201357 MEFA®OHBUTA HeBuanmas nopnepxka (ButamuH D) 1790
83.201358 META®OH3OO0PITXK 3popoBasa NM4YHas XU3Hb 1990
83.201359 MEFA®OHCIMOPT MEFTA®OHCIOPT 2490
83.201360 META®OHOUETA ByneTt nerye 1990
83.201361 MEFA®OHACAI NpoBepbTe 3g0poBLe ACATI 880
MEFA®OHKOBU[ AnTutena k SARS-COV-2, IgG,
83.201362 KONnuM4yecTBeHHble 1490
83.201363 NMOYTACUBBUTA Hesnpumasn nogaepxka (ButamuH D) 1750
83.201364 MOYTACUBACAI MNMpoeepbTe 3a0poBbe ACAI 720
83.201365 NMOYTACUB3OOPOBbLE 3g0poBbe Nof KOHTPONb 720
83.201366 NMOYTACUBOUABET [uabeTt noa KOHTpoOnem 720
83.201367 OHCACAI lMNMposeptTe 3aopoBbe ACAI 690
83.201368 OHC3[O0OPOBbE 3gopoBbe noa KOHTPOnb 750
83.201369 OHCOUWABET [Ouabet noa KOHTponem 650
83.201370 OHCOUETA bypeTt nerye 2 500
83.201371 OHCPEBEHOK Ecnu B nnaHax pe6eHokK 8 449
83.201372 OHCKPACOTA OcHoBa 380pOBbSAl U KpacoThbl 3990
83.201373 OHC3NOPITX 3a0opoBas nu4yHas XU3Hb 3490
83.201374 OHCLUNTOBUAOKA 3a0poBbe WUTOBUAHOM Xene3bl 1990
83.201375 OHCHACTIOPTE Ha cnopte 2190
83.201376 OHCBUTO HeBnanmasa nopaepkka 1890
83.201377 CEPTMBAL Anneprus Ha uBeTeHue 3390
83.201378 CEPTMBBA BbiToBas anneprus 3100
83.201379 CEPTMBIA EwbTte Ha 3a0poBbe (nuiieBas anneprus) 7 400
83.201380 CEPTMBMIT1 My>cKon ropMoHanbHbI npocdunb 2929
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83.201381 CEPTMBBMO ButamuH [1 1 MMHepanbHbin OOMeH 5500
83.201382 BUTO1450 HeBnanmas nopgaepxka (BuTamut D) 1450
83.201383 BUTO(MB/311) HeBnanmasn nopgaepxka (BuTamuH D) 1890
MCAo6w(PEI) NpocTatn4yecknn cneuncpuveckun aHTUreH
83.201384 obuwun (MCA) 400
83.201385 CKPbITKP(CUB) CkpbiTas KpoBb B Kane 500
83.201386 MTCACAI Npoeepbte 3popoBbLe ACAI 690
83.201387 MTC3OOPOBbLE 3gopoBbe nog KOHTpPOnb 750
83.201388 MTCOUABET [nabeT noa KOHTponem 650
83.201389 MTCOUETA Bygaet nerue 2 500
83.201390 MTCPEBEHOK Ecnu B nnaHax pe6eHOkK 8 449
83.201391 MTCKPACOTA OcHoBa 340pOBbSl U KPpacoTbl 3990
83.201392 MTC30OPITX 3popoBas nuyHas Xu3Hb 3490
83.201393 MTCLUMTOBUOKA 3n0poBbe LWUMTOBUAHOW Xene3bl 1990
83.201394 MTCHACNOPTE Ha cnopTte 2190
83.201395 MTCBUTA HeBuamnmas nopaepxka 1890
83.201396 MTCHAHA Mos 3gopoBas HAHA 8 900
MTCKOBW[ AHTUTEeNa K KOPOHaBUPYCY, KONNYECTBEHHbIN
83.201397 TecT 1490
83.201398 MEFA®OHCIMOPTNEW Ha cnopte 2190
83.201399 MEFA®OHONETANEW ByaeTt nerye 2500
83.201400 META®OHBUTONEW HeBunpaumasn nogaepxka (Butamuu D) 1890
83.201401 MEFA®OHACAINEW [lpoBepkTe 3a0poBbe ACAI 690
83.201402 ®JIOKC311 Onpenenenne AHK BIMY 141 (Pnokc) 610
®PITOKC313 AndcpepeHumpoBaHHoe onpegeneHue OHK BMNY
83.201403 1471 (Pnokc) 810
83.201404 KBUHTUM311 Onpepenenne OHK BMY 141 (KBUHTUKN) 610
KBUHTUN313 OudcpepeHumporaHHoe onpeaeneHne AHK
83.201405 BMY 141 (KBuHTUN) 810
83.201406 ATKOJNMNY(MB/311)1490 AHTuTena knacca lgG k SARC-CoV-2 1490
NMUPKOBUA KopoHaBupyc SARS-CoV-2, onpepneneHue PHK,
Kay., B Ma3Ke CO CIIU3UCTON HOCa U POTOrNOTKU, NOSTy4eHHOM
83.201407 C NOMOLLbI CUCTEMbI OIS CaMOCTOATENIbHOro B3ATUA 1990
NMUPKOBUASMAPKET KopoHaBupyc SARS-CoV-2,
83.201408 onpegeneHue PHK, camoB3satue (Ceptucumkar) 1990
83.201409 ATKOBUA(MB/311) AHTuTena knacca lgG k SARC-CoV-2 850
83.201410 PLUM(PEI) CKpUHMHr paka LUeNKU MaTKH 1490
83.201411 MNAH(PETI) Ecnu B nnaHax pe6eHOK 6 990
83.201412 XXEHITOPMOH(PET) XKeHCcknin ropMOHanbHbIN npodunb 3 300
83.201413 XEHTOPMOH(MB/3J1) XKeHCKuin ropMOHanbHbIN npocdpunb 3990
MIAH(MB/3J1) Xouy ctaTb MaMoM: KOMMNIEKCHOe
83.201414 obcnepoBaHue Npu NnaHUpoBaHUM GepeMeHHOCTH 8 449
EXEroaoMMUHN550 ExxeroaHaa npodmnakTmka:
83.201415 MUHUManbHbIA CKpUHUHI (CEPTOBC155) 550
EXXErog(mMmB/an) ExeroaHasa npocdunakruka. O6wasn oueHka
83.201416 300pOBbSA opraHU3ma 690
83.201417 HACTOPTE1500 Ha cnopte (SuperSport — ba3zoBbii) 1 500
CNOPT(MB/311) CnopTuBHbLIN npocdunb - SuperSport -
83.201418 Ba3oBbin 2190
83.201419 HAHA(MB/311) Most 3gopoBas HaHA (1601) 8 900
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nmnua(ms/an) NiunuagHbin npodunnb: CKPUHUHT (OueHKa
pucka pa3Butus 3aboneBaHUn cepaevyHO-COCYaANCTON

83.201420 CUCTEeMblI) 750
83.201421 OUABET450 KoHTponb anabeTta: CKPUHUHT 450
83.201422 OUABET(MB/3I1) KoHTponb anabeTa: CKPUHUHT 650
83.201423 OCTEO2200 AnarHocTuka ocTeonoposa 2200
LWMTOBUA(PEI) WuToBUAHas xenes3a: pacluMpeHHoe
83.201424 obcnepoBaHue 1690
WMTOBUAO(MB/31) WnToBMAHaA Xenesa: pacluMpeHHoe
83.201425 obcnepoBaHue 1990
CEKCG6(PEI) Cekc B 6onbLiom ropoge: 6 nHdekuum (aHanus
83.201426 KpOBM) 3150
CEKC6(MB/3J1) Cekc B 6onbLliom ropoge: 6 nHcpekummn
83.201427 (aHanus kposwu), UMMM 3490
OUETBA3(MB/311) NMoaroroBka k aueTte, npodunb
83.201428 «BbaszoBbIn» 2500
83.201429 AHEMWA(PEIN) OnarHocTuka aHemMum 2890
83.201430 MEFA®OHCIMOPTAKIM Ha cnopTe 1113
83.201431 MEFrA®OHONETAOKI Byaet nerye 1270
83.201432 META®OHBUTOAOKI HeBuanman nopgaepxkka (BuTamuH D) 960
83.201433 MEFA®OHACANAKN MNMposepbTe 3a0poBbe ACAI 350
83.201434 MTCACANQKM MNMpoeepbTte 3popoBbLe ACAI 380
83.201435 MTC3OOPOBbLE[KI 3aopoBbLe noa KOHTPOnb 415
83.201436 MTCOUABETOKI OuabeT noa KOHTponem 360
83.201437 MTCOMETALKIM Bypet nerue 1385
83.201438 MTCPEBEHOK[OKI Ecnu B nnaHax pe6eHoOK 4 650
83.201439 MTCKPACOTAAKIM OcHoBa 340pOBbA U KPacoTbl 2200
83.201440 MTC30OPIIDKAOKMN 3aopoBas nuyHas X1U3Hb 1930
83.201441 MTCLWWMTOBUOKALOKN 3gopoBbe WMTOBUAHOM Xene3bl 1100
83.201442 MTCHACNOPTELOKI Ha cnopTte 1200
83.201443 MTCBUTAOKM HeBuaumasn noanepxka 1040
83.201444 MTCHAHALOKM Mos 3gopoBas HAHA 4 900
MTCKOBUOAOKM AHTuTena K KOpOHaBUpYycy,
83.201445 KONU4YeCTBEeHHbIN TeCT 820
83.201446 PLLUM2390 YT106bI 6bITH CNOKOWNHOM 2 390
83.201447 AHEMUA3490 Kpyxutca ronosa? 3490
83.201448 BUTO1990 HeBnaumasn nogaepxka 1990
83.201449 OUABET590 lnabeT nog KOHTponem 590
83.201450 EXEIroa690 lNpoeepste 3gopoBbe ACAI 690
83.201451 XXEHIOPMOH4390 XXeHCKui ropMOHanbHbI npocunb 4 390
83.201452 300PI1XK3690 3nopoBas Nu4YHas XU3Hb 3690
83.201453 HACIMOPTE3090 Ha cnopte 3090
83.201454 OCTOPOX3490 OcTOpOXKHO XPYNKO 3490
83.201455 MMAH8890 Ecnu B nnaHax pe6eHokK 8 890
83.201456 LLIMTOBUO1990 3n0poBbe WMTOBUAHON XKene3bl 1990
83.201457 MEFA®OHCIOPT2023 Ha cnopTe 1113
83.201458 META®OHOUETA2023 byneTt nerye 1270
83.201459 MEFA®OHBWUTA2023 HeBnanmasa nopgaepxka (ButamuH D) 960
83.201460 META®OHACAIM2023 NpoBepkTe 3gopoBbe ACAI 350
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META®OHOBC91 Cekc B 6onbliom ropoge: 6 nHcpekumm
83.201461 (aHanus kposwu), UMMM 1990
83.201462 META®OH928 HeBnanmas nopgaepxka (Butamun [1) 1790
META®OHCIMNOPT1 CnopTuBHbIN Npodunb - SuperSport -
83.201463 Ba3oBbin 2490
META®OHOBC116 MoaroroBka k aMeTte, npodhunb
83.201464 «BbaszoBbIn» 1 990
MEFA®OHOBC155 ExxerogHasa npocunakrumka:
83.201465 MUHUManbHbIN CKPUHWHT 880
83.201466 META®OH1659 AHTuTtena knacca lgG k SARC-CoV-2 1490
83.201467 OHCOBC155 MNpoBepLTe 3g0poBbe ACAT 690
83.201468 OHCOBC54 3a0opoBbLe Noa KOHTPOIb 750
83.201469 OHCOBC66 lnabet nog KOHTpoOnem 650
83.201470 OHCOBC116 byaet nerye 2500
83.201471 OHCOBC83 Ecnu B nnaHax pebeHok 8 449
83.201472 OHCOBC91 3a0poBasa NM4YHas XU3Hb 3490
83.201473 OHCCIMOPT1 Ha cnopTte 2190
83.201474 [OHC928 HeBunanmasa nogaepxka 1890
83.201475 OHCOBC75 3aopoBbe WUTOBUAHOM XKene3bl 1990
83.201476 AOHCOBC80 OcHoBa KpacoThl U 340POBbLA 3990
83.201477 CEPMBAL M-Bunpeo Anneprusi Ha uBeTeHue 3390
83.201478 CEPMBBA M-Bupeo BbiToBas anneprus 3100
83.201479 CEPMBIA M-Bugeo lNuweBas anneprus 7 400
83.201480 CEPMBMIT1 M-Bugeo My>cKoi ropMoHanbHbIN npodunb 2929
CEPMBBMOHCK M-Bugeo ButamuH D 1 MuHepanbHbIn
83.201481 obmeH 5500
83.201482 CEPT928 Butamuu D 1 450
83.201483 CEPT928(MBUOEO) HeBuanumas nopgnepxka (Burtamuu [) 1890
83.201484 CEPT928(MB/311) HeBnanmas nopnepxka (Butamuu [1) 1890
CEPT103 INCA o6wun (Mpoctatnyeckum cneumndmieckum
83.201485 aHTUreH obwun, Prostate-specific antigen total, PSA total) 400
83.201486 CEPT2401 CkpbiTas KpOBb B Kane 500
83.201487 MTCOBC155 NpoBepbTe 3gopoBbe ACAI 690
83.201488 MTCOBC54 3nopoBbe noa KOHTPOJSb 750
83.201489 MTCOBC66 luabeT nog KOHTponem 650
83.201490 MTCOBC116 bBypet nerye 2500
83.201491 MTCOBC83 Ecnu B nnaHax pe6eHoK 8 449
83.201492 MTCOBC80 OcHoBa 380pOBbA U KpacoThbl 3990
83.201493 MTCOBC91 3aopoBast NMYHaAA XU3Hb 3490
83.201494 MTCOBC75 3gopoBbe WUTOBUAHOM Xene3bl 1990
83.201495 MTCCINOPT1 Ha cnopTte 2190
83.201496 MTC928 HeBuaumasn nogaepxka 1890
83.201497 MTCOBC48HCK Mos 3popoBas HAAHA 8900
83.201498 MTC1659 AHTUTena K KOPOHaBUPYCY, KONMYECTBEHHbIN TeCT 1490
META®OHCIMNOPTINEW CnopTtuBHbIN npocdunb - SuperSport
83.201499 - BasoBbin 2190
META®OHOBC116NEW lNMoagroroBka k guete, npocdunb
83.201500 «BbaszoBbIn» 2500
83.201501 MEFA®OH928NEW HeBuaumas nognepxka (Buramuu i) 1890
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META®OHOBC155NEW ExerogHas npodunakruka:

83.201502 MUHUManbHbIN CKPUHWHT 690
CEPT1659(MB/3J1)1490 AHTuTena knacca lgG k SARC-CoV-2,
83.201503 Konuy 1490

3320CM KopoHaBupyc SARS-CoV-2, onpepneneHue PHK B
Ma3Ke CO CIU3NCTON HOCOrNoTKM U potornotku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and
83.201504 oropharyngeal smear) 1990

3320CMMNUP KopoHaBupyc SARS-CoV-2, onpeaenexHue PHK B
Ma3Ke CO CITU3NCTON HOCOrNoTKM U potornotku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and

83.201505 oropharyngeal smear) 1990
83.201506 CEPT1637(MBUOEO) AnTutena knacca lgG k SARC-CoV-2 850
83.201507 CEPT1637(MB/3J1) AuTuTena knacca lgG k SARC-CoV-2 850
83.201508 CEPT2019 CKpMHUMHI paka LWenkn MmaTku 1490
83.201509 CEPTOBC83 Ecnu B nnaHax pebeHokK 6 990

CEPTOBC80 YXeHcKkni ropMmoHanbHbIN Npodunb:
ANCEYHKLMA AUNYHUKOB, HapyLLeHUSA MeHCTPyanbHOro Lmkna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual

83.201510 Irregularities) 3300

83.201511 CEPTOBC80(MBUOEO) XXeHcKknit ropMOHanbHbIN Npodunb 3990

83.201512 CEPTOBC80(MB/3I1) )KeHcKkni ropmoHanbHbIN npodunb 3990
CEPTOBC83(MBUOEO) Xouy cTtaTb MamMoM: KOMMNIEKCHOe

83.201513 obcnepoBaHue Npu NnaHUpPoBaHUM GepeMeHHOCTH 8 449
CEPTOBC83(MB/3J1) Xouy cTaTb MamMOM: KOMNJIEKCHOEe

83.201514 ob6cneaoBaHue Npu NIaHUPOBaHNKM 6epeMeHHOCTH 8 449
CEPTOBC155 ExxerogHas npodunakrtuka: MUHMManbHbIN

83.201515 CKPWUHWHI 550
CEPTOBC155(MBUOEO) ExxerogHaa npodunakTuka:

83.201516 MUHUManNbHbIA CKPUHUHT 690
CEPTOBC155(MB/3J1) ExxerogHas npodunakTuka:

83.201517 MUHUMaNbHbIN CKPUHWHT 690

83.201518 CEPTCIOPT1 SuperSport — baszoBbin (Ha cnopTe) 1 500
CEPTCIMNOPT1(MBUOEO) CnopTuBHbIN Npodunsb -

83.201519 SuperSport - BazoBbin 2190
CEPTCINOPT1(MB/3I1) CnopTuBHbLIN Nnpodunb - SuperSport -

83.201520 Ba3oBbin 2190

83.201521 CEPTOBC48(MBUOEO) Mos 3popoBast HAHA (1601) 8 900

83.201522 CEPTOBC48(MB/311) Mosi 3gopoBasi HsAHA (1601) 8 900

CEPTOBC54(MBUOEO) JlunuaHbin npodunb: CKPUHUHT
(OueHka pucka pa3BuTtusa 3aboneBaHum
83.201523 cepaevYHO-CoOCyaUCTON CUCTEMbI) 750

CEPTOBC54(MB/311) NInnnaHbin npocunb: CKPUHUHT
(OueHka pucka pa3BuTtusa 3aboneBaHum

83.201524 cepaevYHO-CoOCyaUCTON CUCTEMbI) 750
83.201525 CEPTOBC66 KoHTponb gnabeTta: CKPUHUHT 450
83.201526 CEPTOBC66(MBUOEO) KoHTponb anabeTa: CKPUHUHT 650
83.201527 CEPTOBC66(MB/311) KoHTponb anabeta: CKPUHUHI 650
83.201528 CEPTOBC71 lnarHoctuKa octeonoposa 2200
CEPTOBCY75 LLinToBuAaHas xenesa: paclumpeHHoe

83.201529 obcnepoBaHue (Thyroid Gland: Extended Survey) 1 690
IunpekTtop 000 "Mepek"
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CEPTOBC75(MBUOEO) WuToBnAaHas xenesa: pacluiMpeHHoe

83.201530 obcnepnoBsaHue 1990
CEPTOBC75(MB/3I1) LuToBuaHas xxenesa: pacluMpeHHoe

83.201531 obcnepoBaHue 1990
CEPTOBC91 UccnepoBaHue komnnekcHoe «Cekc B 60nbLUOM
ropoge: 6 nHdekumm (aHanus kposu)» (Comprehensive Study

83.201532 «Sex in City: 6 Infections (Blood Test)») 3150
CEPTOBC91(MBUOEO) Cekc B 6onbliom ropoae: 6

83.201533 nHdekumn (aHanu3 kposu), UMMM 3490
CEPTOBC91(MB/3I1) Cekc B 6onbluom ropoae: 6 nHcpekuumn

83.201534 (ananus kposwu), UMMM 3490
CEPTOBC116(MBUAOEO) MNoaroroBka k aveTte, npodunb

83.201535 «Bba3oBbIn» 2500
CEPTOBC116(MB/311) NMoaroTtoBka k gueTte, npocdunb

83.201536 «basoBbIn» 2500

83.201537 CEPTOBC68 fluarHoctuka aHemumn (Diagnosis of Anemia) 2 890
META®OHCMNOPT1AKI CnopTuBHbLIN Nnpodunb - SuperSport

83.201538 - bazoBbin 1113
META®OHOBC116dKIN NMNoarotoBka k gnete, npodunb

83.201539 «Bba3oBbIn» 1270

83.201540 META®OH928[0KMN HeBnanmas nopnepxka (Butamuu [1) 960
MEFA®OHOBC155KIN ExeroaHas npodunakrTuka:

83.201541 MUHUMaNbHbIN CKPUHWHT 350

83.201542 MTCOBC1550KIN lNMpoBepbTe 3g0poBbe ACAI 380

83.201543 MTCOBC540KIN 3gopoBbe nNoa KOHTPOIb 415

83.201544 MTCOBC660KIN OuabeT noa KOHTponem 360

83.201545 MTCOBC1160KI Byaet nerve 1385

83.201546 MTCOBCS830KIN Ecnu B nnaHax pe6eHokK 4 650

83.201547 MTCOBC800KIN OcHoBa 300p0BbA U KpacoTbl 2 200

83.201548 MTCOBC910KIN 3gopoBas nuyHas Xu3Hb 1930

83.201549 MTCOBC750KIN 3aopoBbe WUTOBUAHOM XKene3bl 1100

83.201550 MTCCNOPT14KI Ha cnopTte 1200

83.201551 MTC9280KIN HeBnanmasa nopaepxka 1040

83.201552 MTCOBC48(1601)AKIN Mosi 3popoBasi HAHA 4900
MTC16590KINM AHTuTena K KOpOHaBMpPYCY, KONMMYECTBEHHbLIN

83.201553 TecT 820

83.201554 CEPT2019NEW YT106bI ObITH CNIOKOMHOMN 2 390

83.201555 CEPTOBC80NEW >XeHckuit ropMoHanbHbIv npodunb 4 390

83.201556 CEPTOBC83NEW Ecnu B nnaHax peb6eHOK 8 890

83.201557 CEPTOBC155NEW lNpoBepbTe 3gopoBbe ACAI 690

83.201558 CEPTOBC66NEW [InabeT noa KOHTponem 590

83.201559 CEPTOBC71NEW OCTOpPOXHO XpPYyMNKO 3490

83.201560 CEPTOBC75NEW 3pn0poBbe WMTOBUAHOW Xerne3bl 1990

83.201561 CEPTOBC91NEW 3popoBasi nM4Has XuU3Hb 3690

83.201562 CEPTOBC68NEW Kpyxutcsa ronosa? 3490

83.201563 CEPTCIMOPT1NEW KpyxuTtcs ronosa? 3090
META®OHCIMNOPT1_23 CnopTuBHbIN Nnpodunb - SuperSport -

83.201564 Ba3oBbIn 1113
MEFA®OHOBC116_23 NoprotoBka k aneTte, npodunb

83.201565 «Bba3oBbIn» 1270

IunpekTtop 000 "Mepek"
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83.201566 MEFA®OH928_23 HeBuaumas nopaepxka (Butamun 1) 960
META®OHOBC155_23 ExxerogHasa npodunakruka:

83.201567 MUHUManNbHbIA CKPUHUHT 350
KA B3saTtne KanunnapHomn KpoBMu (MMELOTCA OrpaHUYeHnA no
B3AATUIO KaNnUINSAPHOM KPOBMU, YTOYHANTE Y aAMUHUCTpaTopa

83.201568 MeauumHckoro oduca) (capillary blood sampling) 185
VENOUT B3saTtue kpoBu 6e3 nocnegyrowero uccriegoBaHus

83.201569 (Blood sampling without further examinations)** 235

83.201570 COLYV INMpobonogroroBka (COLV) 920
SEROUT lMony4yeHne cbIBOPOTKM 6e3 nocneayroLiero
uccnenoBaHua (Blood serum derivation without further

83.201571 examinations)** 355
1MC Mpoueaypa B3ATUA GMoMaTepuana Ha 3HTepobmos

83.201572 (Biomaterial sampling for the enterobiasis test) 235
1COV B3satue ma3ska gns gUarHOCTUKMU U3 BepPXHUX

83.201574 AblIXaTenbHbIX NyTen 325

83.201575 2COV BssaTtue matepuana ansa MNLUP auarHoctukm 325
1B-b3 B3saTtune cockoba 6ykkanbHoro anutenus (Buccal

83.201576 epithelium sampling) 110
2B-b3 B3saTue cockoba GyKkkanbHOro anuTenua y Asyx

83.201577 yenosek (Buccal epithelium sampling, 2 persons) 215
3B-b3 B3aTue cockoba byKkanbLHOro anuTenusa y Tpex

83.201578 yenoBek (Buccal epithelium sampling, 3 persons) 325
1B-CJ1H B3satue cnionbl ana MNUP anarHocTukm (Saliva

83.201579 sampling for PCR) 65
BNBCAO1 Bole3a npoueaypHon 6puragbl K MecTy TpeboBaHus
Ha cnepyowmn aeHb (B npeaenax 3oHbl 1) Medical team's

83.201580 visit to specific places on the next date of call (zone 1) * 420
BNBCAO2 Bule3n npoueaypHon 6puragbl K MecTy TpeboBaHus
Ha cnepyowmn aeHb (B npeaenax 3oHbl 2) Medical team's

83.201581 visit to specific places on the next date of call (zone 2) * 735
BNBCA3 Brle3a npoueaypHon 6puragbl K MecTy TpeboBaHus
Ha cnepyowmn aeHb (B npeaenax 3oHbl 3) Medical team's

83.201582 visit to specific places on the next date of call (zone 3) * 1575
BNBOB1 Buie3n npoueaypHon 6puragbl K MecTy TpeboBaHus
B AeHb Bbi30Ba (B npeaenax 3oHbl 1) Medical team's visit to

83.201583 specific places on the date of call (zone 1) * 840
BNBOB2 Buie3n npoueaypHon 6puragbl K MecTy TpeboBaHus
B AeHb Bbi30Ba (B npeaenax 3oHbl 2) Medical team's visit to

83.201584 specific places on the date of call (zone 2) * 1575
BNBOB3 Buie3n npoueaypHon 6puragbl K MecTy TpeboBaHus
B AeHb Bbi30Ba (B npeaenax 3oHbl 3) Medical team's visit to

83.201585 specific places on the date of call (zone 3) * 3150
ENG Bbigava pe3ynbTaTtoB Ha aHIMIMUCKOM si3bike (nepeBoA
pe3ynbraTtoB Ha aHrnMnckum a3bik).*(Provision of test

83.201586 findings in English (translation of test findings in English)).* 210

83.201587 NMC1000 Npeponnata 3a ycnyru B pasmepe 1000 py6 1000

83.201588 MC3000 MNMpeponnata 3a ycnyru B pasmepe 3000 py6. 3000

83.201589 MC5000 MNMpegonnara 3a ycnyru B paamepe 5000 py6. 5000

83.201590 MC10000 MNMpepnonnarta 3a ycnyru B pasmepe 10000 py6. 10 000

83.201591 QVINTIP YCTPONCTBO CAMOB3ATUA ONA BMY QVINTIP 490

83.201592 FLOQS YCTPOMCTBO CAMOB3ATUA ANA BMNY FLOQS 490
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P-PI10050 3kcnpecc-tecT Ha aHTUreH SARS-CoV-2 B ma3kax

83.201593 n3 Hoca unu ropna (MIMBUAH-SARS-CoV-2 Ag UXA) 890
83.201595 MMNM3K MpobonoaroroBka (KpPOBb LieNibHas) 750
83.201596 MMM3M lMNMpo6onoaroroBka (Mo4a) 750
83.201597 MMM3MC lNMpob6onoaroroBka (CyTo4yHas Mo4a) 750
83.201598 MNMV3B lNMpobonoaroroBka (Bonochbl) 750
83.201599 MMM3H Mpo6onoaroroBka (HOrTH) 750
NMUPKOBUOHCK KopoHaBupyc SARS-CoV-2, onpeaeneHue
PHK, kay., B Ma3Kke cO CNIM3NCTON HOCa U POTOrNOTKM,
Nosly4eHHOM C NOMOLLLIO CUCTEMBI ANl CAMOCTOATENIbHOrO
83.201600 B3ATUA 1 592
3320CMT KopoHnaBupyc SARS-CoV-2, onpegenenve PHK B
Ma3Ke CO CIU3NCTON HOCOrNoTKM u potornotku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and
83.201601 oropharyngeal smear) 1 592
DLV-PEI OocTaBka pe3ynbTaTtoB KypbepoMm Ha AoM (B
83.201602 npepenax ropoaa) 265
1317B12 AkTnBHbIN BUTaMuH B12 (MlonotpaHcko6anamuH,

83.201605 Active-B12, Holotranscobalamin) 1250
83.201609 37/10 KanbLui KOPPEKTUPOBAHHbLIN MO anbOyMUHY 420
165 Kanbuui noHnsmpoBaHHbIN (Ca2+, cBO6GOAHbLIN KanbLui)

83.201610 (lonized Calcium, Free Calcium) 350

1594 AHanu3 kana Ha sinLa renbMUHTOB (ANUa rMUCTOB)
83.201632 (PRO Stool, Helminth Eggs) 370
83.201633 159MNMPO AHanu3 kana Ha npocTtenwue (PRO Stool) 370
3357 OueHKa cCOCTOSAHUA MUKPOOMOLIeHO3a TOJNICTOro
KuwevyHuka 8 nokasareneun (Hopmocprnopa u
ycnoBHo-natoreHHas ¢nopa) metogom MLP.
83.201635 KOJTIOHO®J10P-8 2 850
243 AHTtuTtena knacca IgG k Borrelia burgdorferi (Anti-Borrelia
83.201636 burgdorferi IgG) 550
1688 Bupyc renatuta C PHK, reHotunupoBaHue 6 reHotunoB
83.201645 (1a,1b,2,3a,4,5a,6) 2370
83.201648 4AVHSV ABunpgHocTb Anti-HSV IgG 890
304 Bupyc rpunna A/H1N1, kauectBeHHoe onpeaeneHune PHK
83.201650 (Influenza virus A/H1N1,quality,RNA). 2070
83.201662 3AVRUB ABugHocTtb Anti-Rubella IgG 1230
83.201675 UNMMn-mM HemnuBasusHas anarHoctuka UMMM no moye 2090
83.201678 33111CMELL Enterovirus (kau4.), PHK 720
3318 OnpepeneHne Bo3dyauTENnen oCTpbIX peCnMpaToOpHbIX
BUPYCHbIX MHekuun yenoseka (OPBU): PHK
pecnupaTtopHo-cuHUMTManbHoro Bupyca (human Respiratory
Syncytial virus, hRSv), metanHeBMoBupyca (human
Metapneumovirus, hMpv), BupycoB naparpunna 1, 2, 3 n 4-ro
TunoB (human Parainfluenza virus 1-4, hPiv), kopoHaBupycoB
(human Coronavirus, hCov), pudHoBupycoB (human
Rhinovirus, hRv), AHK ageHoBupycos rpynn B, C n E (human
Adenovirus B, C, E, hAdv) n 6okaBupyca (human Bocavirus,
hBov) B cockob6e anutenuanbHbIX KNeTOK POTOrMOTKU U
83.201679 HOCOINOTKM 3 560
83.201680 1AVTOXO AsugHocTtb Anti-Toxopl gondii IgG 1200
83.201689 2AVCMV ABupgHocTtb Anti-CMV IgG 1330
IunpekTtop 000 "Mepek"
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83.201693

464- Moces rpyaHoro monoka Ha mukpodnopy (Breast Milk
Culture. Bacteria Identification)

960

83.201694

464-A MNMoceB rpygHoOro Mosioka Ha Mukpocdnopy,
onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenapartam (Breast Milk Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1080

83.201695

464-P MNoceB rpyaHoro morioka Ha Mukpocdnopy,
onpeaeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMNEKTPY
aHTUMUKpPOOHbLIX npenapaToB (Breast Milk Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2790

83.201696

464-P MNoceB rpyaHOro morioka Ha Mukpodnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapartam u baktepuodaram (Breast Milk Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)*

1400

83.201705

472-A MNMoceB MOKPOTbI U TPaXeo6pOHXManbHbIX CMbIBOB Ha
Mukpodnopy, onpeaeneHue 4YyBCTBUTENbHOCTU K
aHTUMUKPOOHBLIM NpenapaTamMm U MUKPOCKONMEN Ma3Ka
(Sputum and Tracheobronchial washings Culture. Bacteria
Identification and Antibiotic Susceptibility Testing,
Microscopy)*

1 550

83.201706

472-P NoceB MOKPOTbI U TPaxeoObpOHXMaNbHbIX CMbIBOB Ha
Mukpodnopy, onpeaeneHue 4yBCTBUTENIbHOCTU K
paclwmMpeHHOMY CNeKTPy aHTUMUKPOOHBLIX NpenapaToB U
MUKpockonuen maska (Sputum and Tracheobronchial
washings Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing, Microscopy)*

2010

83.201708

411 PecnupatopHo-CMHLUTUaNbHbIN BUpyc (PC-nHdekuus),
BbISIBNIeHME aHTUreHa, MMMyHoxpomatorpacdusa (Respiratory
Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)

920

83.201733

1666 AT kK npoTpomMOGuUHy, IgA

2610

83.201734

1667APTG AT Kk npoTpomb6uHy, IgG

2610

83.201735

1668APTM AT k npoTpombuHy, IgM

2610

83.201737

66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus
armeniaca, IgE, InmunoCAP)

2290

83.201738

66605 ABokapo (f96), IgE, ImmunoCAP (Avocado, Persea
americana, IgE, ImnmunoCAP)

1640

83.201739

66606 Ap6ys (f329), IgE, ImmunoCAP (Watermelon, Citrullus
lanatus, IgE, InmunoCAP)

2290

83.201740

66638 BaknaxaH (f262), IgE, InmunoCAP (Eggplant, Solanum
melongena, IgE, InmunoCAP)

2290

83.201741

66639 bpokkonu (f260), IgE, InmunoCAP (Broccoli, Brassica
oleracea (f260), IgE, InmunoCAP)

2290

83.201742

66630 Nopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE,
ImmunoCAP)

1420

83.201743

66607 Jlowapnb, nepxoThb (€3) IgE, ImmunoCAP

1420

83.201744

66640 Iyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE,
ImmunoCAP)

2290

83.201745

66647 NMoaconHevHuk (w204) IgE, ImmunoCAP

2290

83.201746

66601 Poxb (f5) IgE, InmunoCAP

2290

83.201747

66648 Pomaluka (w206) IgE, InmunoCAP

2290

OuvpekTop
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83.201748 66651 CmopoauHa kpacHas (f322) IgE, InmunoCAP 2520
83.201749 66641 YecHok (f47) IgE, ImmunoCAP 2290
83.201750 66629 Aumensb (f6) IgE, InmunoCAP 1420
83.201754 7313 Kapuotun nnopa (abopTHbIN maTepuan) 16 170
83.201772 OBC48 (1601) «Mos 3popoBas HaAHA» (My Healthy Nurse) 6 880
83.201781 OBC129 lNpodwmnb BeraHbl « MMHMManNbHbLIN» 4410
83.201782 OBC130 MNMpodunb BeraHbl «ba3oBbIN» 5240
83.201783 OBC131 lNpodwmnb BeraHbl «PaclumpeHHbINy 10 620
1HUNT HenHBa3usHbIN NnpeHaTanbHbIiK TecT (HUMT T21)
83.201788 (Noninvasive Prenatal Testing (NIPT trisomy 21)) 23 000
2HUNT HenHBa3nMBHbIM NpeHaTanbHbI TecT (HUMT) -
ctraHgapTHas naHenb (Noninvasive Prenatal Testing
83.201789 (standart)) 30 350
3HUNT HeuHBa3uBHbIN NpeHaTanbHbIn TecT (HUMT) -
pacwupeHHas naHenb (Noninvasive Prenatal Testing
83.201790 (advanced)) 40 850
4HUNT HenHBa3uBHbIN NpeHaTanbHbin TecT (HUMT 6a3oBbLIN)
83.201791 (Non-Invasive Prenatal Test (base)) 26 150
15904l AHanu3 Kana Ha siiLa renbMMHTOB MEeTOA0M
83.201792 PARASEP® (sinua rnuctoB) (Helminth Eggs) 780
83.201797 OBC103 NemocTasuorpamma (koarynorpamma), CKPUHUHI 950
83.201798 580011 WWnaTenb gnAa aHTepo6uosa 70
BINB-AC 3abip 6iomaTepiany Baoma - BUi3g npouegypHoOi
83.201799 Opuragm oo micusa BUMoru 1600
BMNB-A30 3a6ip 6iomaTtepiany Baoma - BUi3g npoueaypHoi
83.201800 Opuragu oo micusa BUMorm 800
83.201805 HBO[ Npo6onogroroska (HBOA) 350
83.201806 HMOY MNpo6onoarotoBka (HMOY) 350
83.201821 597 MAR-TtecT, IgA 1140
83.201829 598 MAR-TecrT, IgG 1140
83.201838 AKLI508 Exxeroné npocdumnakrmka 800
83.201839 VENAKL, Akuusa BasaTue 6uomatepuana - BeHO3Hasi KPOBb 100
83.201840 1613 ButamuH K2 (MeHaxnHOH-4) 2 380
83.201841 7312 UccnepoBaHue KapuoTuna ¢ Bblaadyen Kapmorpammbl 7 870
83.201846 1805 UccnepnoBaHue akTuBHOCTU hakTopa Xll 2970
83.201847 1804 UccnepoBaHue akTuBHOCTU hakTopa Xl 2970
83.201848 1803 UccnepnoBaHue akTUBHOCTU hakTopa X 2970
83.201849 1801 UccnepnoBaHue akTMBHOCTU hakTopa Il 2970
83.201850 1802 UccnepnoBaHue akTUBHOCTU hakTopa V 2970
83.201852 VENAKL1 Akuus BasaTue 6uomaTtepuana - BeHO3Has KpOBb 100
83.201853 2643 dkcnpecc. AHTUreH SARS-CoV-2 B ma3ke, Kau. 1140
83.201855 SHUNT HenHBa3nBHOE AopoaoBoe onpeaesieHMe OTLOBCTBA 55 550
83.201856 1304CUBP CUBP-TecT 3450
83.201857 2646 dkcnpecc. AHTUreH SARS-CoV-2 B maske, PAMNMUA 1050
83.201858 1757 KnoHasenam 3 560
83.201859 PACYETCKDEPI1 CKD-EPI 1
83.201860 OBC211 MuKpoO 1 Makpo3srieMeHTbI 3270
83.201861 OBC212 OueHka BUTaMUHHOIO cTaTtyca 11 790
83.201862 2646INFB AHTureH Bupyca rpunna tuna B 370
83.201863 2646INFA AHTUreH BuMpyca rpunna tuna A 370
IunpekTtop 000 "Mepek"
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83.201864 2646COV AHTtureH Bupyca SARS-COV-2 (COVID-19) 370
83.201865 3011 AHK BMNMY BKP + 16,18 Tunbl 1420
83.201866 51101 MynbstudokansHasa 6uoncus XKT 9 530
83.201867 51106 BnoncunHaa gnarHocTMKa Lenuakum 12 030
83.201868 1693 AMMuMaK B nnasme KpoBum 700
83.201869 6260 MynstnaHens PROTIA 11 010
83.201870 1661 ButamuH K2 (MeHax1HOH-7) 2 380
83.201871 1613/61 ButamuH K2 (MeHaxmHOH-4, MEHaXUHOH-7) 4510
83.201872 PAP161 PAPP-A 700
83.201873 FBC189 CBo6oaHbIn B-XIY 700
83.201874 HCG66 XopuoHuuyecknn roHanoTponuH Yyenoseka (b-XIM4) 410
83.201875 E134 CBoGOAHbLIN acTpuon 510
83.201876 AFP92 Anbda-cpeTonporenH (ADI) 410
83.201877 PRS1-INV MNMpeHaTanbHbIN CKPUHUHT TPUCOMUIA: | TPUMeCTP 1480
83.201878 PRS2-INV lMNpeHaTanbHbI CKPUHUHT Tpucomun: Il TpumecTp 1380
83.201879 SHUNT-AO0N fJon.y4acTHuk HAMNT (oTuoBCTBO) 32 450
83.201880 1399 BaHkoMuuuH 3920
83.201881 6223ABb Kab6a4yok/uykunu (f113), IgE 590
83.201882 6224AB Msco kponuka (f213), IgE 590
83.201883 6207Ab LiBeTHas kanycTa (f291), IgE 590
83.201884 6208AB BpycHuka (f182), IgE 590
83.201885 6209AB lNony6wuka (f183), IgE 590
83.201886 6210AB YepHuka (f288), IgE 590
83.201887 6211AB YeueBuua (f235), IgE 590
83.201888 6212AB Conop (f90), IgE 590
83.201889 6213ABb Cnapxa (f261), IgE 590
83.201890 6214AB lMepev cnaakun (f218), IgE 590
83.201891 6215AB KeapoBbin opex (f253), IgE 590
83.201892 6216ABb Csekna (f319), IgE 590
83.201893 6217ABb Cmecb nuweBbix annepreHoB (fm11), IgE 1080
83.201894 6219AB Knew Euroglyphus maynei (d74), IgE 590
83.201895 6220Ab lMepbsa nHatoka (e89), IgE 590
83.201896 6222AbB JlucoxsocT nyrosou (g16), IgE 590
83.201897 3380 Opnuxusa, onpepgeneHne AHK B uenbHon KpoBM 700
83.201898 7025 XMA abopTHbIN pacLu. 29 410
83.201899 6225AB Kopwuua (f220), IgE 700
83.201900 6226AB AmokcuuunnuH (c204), IgE 700
83.201901 6227ABb AMnuuunnuH (c203), IgE 700
83.201902 6228AB Iyk (f48), IgE 700
83.201903 7302 OnpepneneHne BRCA1, BRCA2 metogom NGS 46 390
83.201904 7304 lnarHocTtuka aytoBocnan-x 3a6on. 11 reHoB, NGS 52 340
83.201905 7301 Mytauuun LDLR, APOB, PCSK9, LDLRAP1 (NGS) 50 700
83.201906 7300 OnpepeneHue myTtauun B reHe CFTR metonom NGS 46 390
83.201907 7303 Mytauumn BRCA1, BRCA2, ATM, PALB2, CHEK2 (NGS) 55 920
83.201908 6229AB AnuTtenun xomska (e84), IgE 700
83.201909 6230AB dnutenun mbiwm (e71), IgE 700
83.201910 6231AB dnutenun wnHWUNNbLI(e208), IgE 700
83.201911 6232AB bubnuoteyHas nbinb(h3), IgE 700
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OBC47NEW OueHKka MMMYHHOIo oTBeTa K AeTCKUM

83.201912 MHpeKLUnam 3 560

OBC213 OueHka HaNU4YUA UMMYHUTETA K BO30yauTensam
83.201913 BaKUMHOYMNpaBnaeMbIX NHtheKumnn 5200
83.201914 6233AB Kanbmap (f258), IgE 700
83.201915 6234AB Motbins (i73), IgE 700
83.201916 6235AB lNMomeT BonHucToro nonyran4iuka (e77), Ige 700
83.201917 6236Ab lepo yTku (86), IgE 700
83.201918 6237AB CocHa o6bikHOBeHHas (t16), IgE 700
83.201919 6238AbB Koctep (g11), IgE 700
83.201920 553 UI'X onyxonen nerkoro 18 110
83.201921 552 UI'X onyxonen XXKT 18 110
83.201922 556 UI'X onyxonen opraHoB XXPC 24 070

OBC215 lNepBnyYHOEe 06cneaoBaHue NpU NOAO3PEHMM HA

OoCTpbIv BUpPYCHbIN renaTtuT (Acute viral hepatitis: initial
83.201923 examination) 4 640

OBC214 OuddepeHumaumsa TMNOB caxapHoro avabera
83.201924 (Differentiation of types of diabetes) 6 480
83.201925 360 Kamnuno6akrtep/Wurennsl u QUKN, OHK B kane 700
83.201926 361 CanbmoHennbl /AgeHoBupyc F, AHK B kane 700
83.201927 364 Hoposupyc G | [Hoposupyc G Il, PHK B kane 710

33127KAJl OcTpble kuwe4vHble MHdekuun. OnpepeneHmne PHK

BUPYCHbIX BO30yauTenen kuwe4vHbix MHdekuun (PotaBupyc
83.201928 A,Actposupyc,Hoposupyc G I,Hoposupyc G Il)B kane 1360
83.201929 33128KAJ1 BaktepuanbHbie U BUPYCHble MHdEeKLUM B Kane 2690
83.201930 580CINB OLGA-system 5 500
83.201931 3014 flepmaTtochuTtbl, AHK 1300
83.201932 511MKCMNB NcTtonornyHeckoe nccnegosaHue MX 6 240
83.201933 511"'N3CNB NicTonor.mccnegosaHmne BC 2 640
83.201934 51104CINbB NicT. uccnegoBaHMe oNepauMoOHHOro maTtepuana 4 500
83.201935 5110rKCTB KoHcynbTauuma ructonormyeckux npenaparoB 2500
83.201936 51105CNB NucT. nccnepoBaHue onepauMOHHOro matepmana 5780
83.201937 51103CINb NcT.Mccnen. manoro onepal.marepuana 2 850
83.201938 524CINB NmcToxnmmnyeckoe nccneaoBaHne ractpura 2770
83.201939 516’XCIMB NmcToxumnyeckoe nccnengoBaHue Ha Hp 2770
83.201940 7019 U3mepeHue ANUHBbI Terlomep 10 210
83.201941 VEN2 B3siTue BeHO3HOW KpPOBM 295
83.201942 3364 Opisthorchis felineus DNA 820
83.201943 3363 KonoHodpnop-16 NMpemuym 6 190
83.201944 6240AB KneH siceHenucTHbin (1), IgE 700
83.201945 6239Ab KpanuBa asygomHas, (w20), IgE 700
83.201946 6241ABb Co6aka nepxoTb (e5), IgE 700
83.201947 6248Ab lMepbsa pnuHHoXxBocToro nonyras (€93), IgE 700
83.201948 6249Ab lMepbs kaHapenku (€201) , IgE 700
83.201949 6250Ab lMepbsa nonyras xako (e213) , IgE 700
83.201950 6242ABb AM6po3usa obbikHOBeHHas (w1) , IgE 700
83.201951 6243AB ®openb (F204) , IgE 700
83.201952 6244ABb ®ucTtawku (F203), IgE 700
83.201953 6246Ab NneceHb Mucor racemosus (m4), IgE 700
83.201954 6245AbB lNneceHb Helminthosporium halodes (m8), IgE 700
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83.201955 6247AB lNycuHblie nepbs (e70) , IgE 700
83.201956 6252Ab UBa (Salix caprea) (t12), IgE 700
6251AB dnutenuin n 6enkn CLIBOPOTKM U MOYM Mbiu (€88),
83.201957 IgE 700
83.201958 OBC218 ButaMuHbI U MMHepanbl 6a3oBbIN 4 490
83.201959 OBC217 INlnuyHbin Bogutensb (Personal driver) 6 680
7306 MNUP aHanu3 xumepHoro reHa BCR-ABL-1(9,22) (p230)
83.201960 (kayecTBEHHO) 7970
83.201961 7311 HegocTaTo4yHOCTb rntoKo3a-6chocdar-gerngporeHasbl 11 580
83.201962 7314 HepoctaToyHocTb npoTenHa C npu Tpombodunum 10 890
83.201963 7315 HepgoctaTtouHOCTb NpoTenHa S npu Tpombocunmumn 10 890
83.201964 7316 HepgoctaTtouHOCTbL aHTUTPOMOMHa Ill npyu Tpombodnnun 10 890
83.201965 7308 YyBcTBUTENbHOCTL peuentopa AR 5090
83.201966 7310 HepgocTaTOMHOCTb NUpPYBaTKUHA3bI 11 580
83.201967 7307 ObcnenoBaHue npu 6ecnnoauy y XeHLWmnH 10 370
83.201968 7309 CMHAPOM MONMUKMCTO3a AMYHUKOB 9 520
83.201969 7317 TpaH3MeHTHas He[OCTAaTOYHOCTb aHTUTpPomMOuHa lll 5090
83.201970 7318 HepoctaTouHocTb npotenHoB C u S, aHTutpomouHa lll 12 370
83.201971 7319 CtaTuHbI, (hapmakoreHeTuKa 10 330
83.201972 7320 UpuHoTeKaH 5090
83.201973 AKL2263 HeBuanmasa nogaepxka 10 260
83.201974 AKLI2264 YcTanu yctaBatb? 1190
83.201975 1340AF Antutena IgGAM k ®C-I1 komnnekcy, cymm. 1 580
OBC221 O6cnegoBaHMe goOMalLHEro nepcoHana:
83.201976 ctaHaapTHbIn (Domestic staff survey: standard) 4 290
83.202012 3320 SARS-CoV-2, PHK B ma3ke 1 640
83.202017 2640 AHTureH SARS CoV2 HykneokancuaHbin (N) (konuy.) 1670
83.202020 580 OLGA-system 3 850
83.202078 3802 Mukosbl — NUP BbisBn/TUNNP 3060
83.202080 FACTP978 NactponaHenb + FacTpuH-17 cTUMyNUPOBaHHbIN. 5720
0004HMY ButamuHbl rpynnel B (B1, B2, B3, B5, B6, B7, B9,
83.202081 B12) 17 790
83.202082 NUTRIMHCK OueHka aedumumtoB 47 720
83.202083 NUTRI2HCK OueHka romeocTtasa 53100
83.202084 OBC228 ExerogHas npodunakTuka: onTMManbHbIN 2 640
83.202085 OBC229 Mmeayn. pak LPK: 6asoBbINn 1940
83.202086 OBC230HCK Mepyn. pak LWLXK: pacwup 3380
83.202087 OBC231 Oudbcp. pak LLPK: 6a3oBbIN 1 860
83.202088 OBC232HCK Oudcp. pak LLPK: pacwmp 3300
83.202089 OBC233 ApTtepuanbHas runepTeH3usa 2 240
83.202090 441MUK Moces. Ha cdnopy ABY (MUK) (Mmoua) 1580
83.202091 446MUK MoceB Ha cdnopy, A4 (MUK), (YI'T) 1 580
83.202092 467MUK Moces. Ha cdnopy, A4 (MUK) (BAOM) 1690
83.202093 472MUK MoceB Ha cdnopy, A4 (MUK) (HOM) 1460
83.202094 473MUK MoceB Ha cdnopy, A4 (MUK), (yxo) 1 580
83.202095 474MUK MoceB Ha ¢dnopy, A4 (MUK), (paHa) 1 580
83.202096 475MUK Moces. Ha cdnopy, A4(MUK) 1690
83.202097 477MUK MoceB Ha cdnopy, A4 (MUK), (nyHKTaT) 1240
83.202098 51120I'13 NcTonornyeckoe uccn-e 6onee 12-tn 6nokos 9 300
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83.202099 6284AB Po3za (w28), IgE 700
83.202100 6285AbB TronbnaH (w30), IgE 700
83.202101 6286AB lNepaHnb (w35), IgE 700
83.202102 6287Ab Jlunusa (w44), IgE 700
83.202103 6288AB Knesep nyrosown (w34), IgE 700
83.202104 6289Ab lNMocTteHHuua (w21), IgE 700
83.202105 6290AB Kunpen (UBaH-yan) (w29), IgE 700
83.202106 6291AB fl6nons (t25), IgE 700
83.202107 6292AB Akauus (t19), IgE 700
83.202108 6293Ab Yepemyxa (t38), IgE 700
83.202109 6294Ab Psa6uHa o6bIkHOBeHHas(t45), IgE 700
83.202110 6295AB KawTaH koHckumn (t1203), IgE 700
83.202111 6296Ab Mep (f247), IgE 700
83.202112 ALD205 AnbaocTtepoH 640
7691LCI/B3 INakTasHaa HepgocTaToYHOCTb (reH MCM6) (Adult
Lactase Deficiency (Gene MCM®6) (6e3 onucaHusa pesynesrarta
83.202113 Bpa4YoOM-reHeTUKOM) 1090
116HLA HacnepctBeHHas npeapacnofioXXeHHOCTb K
caxapHomy auabeTy 1-ro Tuna no Tpem fioKkycam reHoB
cuctembl HLA Il knacca (reisl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1,
83.202453 DQA1, DQB1)) 7 600
442CF MoceB Ha pgpoxkeBble rpuobsl (pogoB Candida,
Cryptococcus) c onpeaeneHmemM 4yBCTBUTENIbHOCTU K
83.202454 aHTUMUKOTUYECKUM NpenapatamM A5 MeCTHOro npuMeHeHus! 2775
491 NNabopaTopHOe nccnegoBaHue Krnewa ans BbIABNeHus
83.202455 OHK Bo36yautens 6abeanosa (Babesia species) 1200
50 JTabopaTopHoe nccnegoBaHue Knewa ans BbiABNeHUs
OHK/PHK Bo3byauTtenen kneweBoro aHudanuTa,
6oppenunosa, apnmMxmosa, pMKKeTc1Mo3sa, aHansnasmosa,
83.202456 6abe3nosa 4 360
5110-10CINB KoHcynbTauus rotoBbIX FMMCTONOrMYEeCKMX
83.202457 npenapartoB (Ao 10 napacMHOBbLIX G5IOKOB U CTEKON) 10 160
5110-15CIB KoHcynbTauma rotoBbIX FrMCTONOrMYeCKNX
83.202458 npenapaTtoB (8o 15 napacpuHOBbLIX 65IOKOB U CTEKOon) 15 670
5110-20CTlB KoHcynbTauus rotoBbIX FMMCTONOrMYEeCKMX
83.202459 npenapartoB (Ao 20 napacdMHOBbIX G5IOKOB U CTEKON) 20 220
5110-25CTB KoHcynbTauma rotoBbIX FrMCTONOrMYeCKNX
83.202460 npenapaTtoB (80 25 napacpuHOBbLIX OJIOKOB U CTEKOon) 25 840
5110-30CIB KoHcynbTrauus rotoBbIX FMMCTONOIrMYEeCKMX
83.202461 npenapartoB (Ao 30 napacdMHOBbLIX G5IOKOB U CTEKON) 30 380
5110-35CIB KoHcynbTauuma rotoBbIX rMCTONOrM4YeCKnX
83.202462 npenapaTtoB (o 35 napacpuHOBbLIX 6SIOKOB U CTEKOon) 35890
5110-40CIB KoHcynbTauus rotoBbIX FrMCTONOIrMYEeCKMX
83.202463 npenapartoB (Ao 40 napacMHOBbLIX G5IOKOB U CTEKON) 40 440
5110-5ClB KoHcynbTaumsa rotoBbIX rMCTONOrM4Y€CKUX
83.202464 npenapaTtoB (80 5 napacdnHOBbLIX G1TOKOB U CTEKon) 4 530
51106K KoHcynbTraumus rotoBbIX rMCTONOrMYeCKUX
npenapaTtoB CIIU3UCTON OOOMOYKN TOHKOM KULLKW NpU
83.202465 AunarHoctuke uenuakum (1 6nok + 1 ctekno) 6 800
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581CINB NmcTonornyeckoe nccnepgoBaHne ¢ NPUMEHeHNneM

83.202466 AeKanbuuHauum 9 360

83.202467 6253AB Tokcokapa (p3), IgE (Toxocara canis (p3), IgE) 700

83.202468 6254AB Anusakuc (p4), IgE (Anisakis simplex (p4), IgE) 700

83.202469 6255Ab LLunoeHuk (f340), IgE (Rose hips (f340), IgE) 700

83.202470 6256ABb OnuBku (f342), IgE (Olive (f342), IgE) 700

83.202471 6257AB O6nenuxa (f108), IgE (Sea buckthorn (f108), IgE) 700
6258AB KaptodenbHasa myka (kpaxman) (f238), IgE (Potato

83.202472 starch (amylum) (f238), IgE) 700

83.202473 6259Ab NpaHar (f295), IgE (Pomegranate (f295), IgE) 700

83.202474 6261AB denxoa (f296), IgE (Feijoa (f296), IgE) 700
6262ABb CmopoauHa yepHas (f321), IgE (Black currant (f321),

83.202475 IgE) 700

83.202476 6263AB KpbnkoBHuk (f327), IgE (Gooseberry (f327), IgE) 700

83.202477 6264AB NuaauH (f233), IgE (Gliadin (f233), IgE) 700
6265Ab lMepbs rony6s (e215), IgE (Pigeon feathers (e215),

83.202478 IgE) 700

83.202479 6266AB Tab6a4yHbin nuct (0201), IgE (Tobacco (0201), IgE) 700

83.202480 6267AB Muaus (f37), IgE (Blue mussel (f37), IgE) 700
6268Ab Cmecb annepreHoB AeTCKOro nutaHusa, fm1 (AMYHbLIN
6ernok, MoJfIoKo KOpoBbe, Tpecka, NnieHnua, coeBble 600bl,
ToMmaTbl, ANYHbIN XenTok), IgE (Infant food mix, fm1 (egg
white, cow milk, codfish, wheat flour, soya bean, tomato, egg

83.202481 yolk), IgE) 1 300
6269AB lMbipen non3syuun (g21), IgE (Agropyron repens (g21),

83.202482 IgE) 700
6270AB CupeHb o6bIKHOBEHHas (t24), IgE (Syringa vulgaris

83.202483 (t24), IgE) 700
6271AB Byk (apeBecHas nbinb) (032), IgE (Beech wood (032),

83.202484 IgE) 700
6272AB [1y6 (apeBecHasn nbinb) (033), IgE (Oak wood (033),

83.202485 IgE) 700
6273AB CocHa (gpeBecHas nbinb) (036), IgE (Pine wood

83.202486 (036), IgE) 700
6274Ab Bsa3s (apeBecHas nbinb) (049), IgE (EIm wood (049),

83.202487 IgE) 700

83.202488 6275AB CeHHas nbinb (07), IgE (Hay dust (07), IgE) 700

83.202489 6276AB XHa (k91), IgE (Henna (k91), IgE) 700
6277AB BpunnuaHToBbIn 3eneHbin (k92), IgE (Brilliant green

83.202490 (k92), IgE) 700
6278AB 3Bepobon 06bIKHOBeHHbIN (W53), IgE (Hypericum

83.202491 perforatum (w53), IgE) 700
6279AB Anos ppeBoBuaHoe (w65), IgE (Aloe arborescens

83.202492 (w65), IgE) 700

83.202493 6280ABb MaTtb-u-mayexa (w38), IgE (Coltsfoot (w38), IgE) 700
6281ABb Cmecb apeBecHom nbinu (byk, Ay6, cocHa, BA3

83.202494 (om1)), IgE (Wood mix (032-033-036-049) (om1), IgE) 700
6282AB Kunapuc BeuHoseneHbin (t23), IgE (Cupressus

83.202495 sempervirens (t23), IgE) 700
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83.202496

7015HLA HacnenctBeHHas npeapacnonioXeHHOCTb K
Lenuakum no nokycam reHoB cuctembl HLA Il knacca (DQA(1,
DQB1)

7 600

83.202497

7027AX XpOMOCOMHbIN MUKPOMATPUYHbIN aHanu3
npeHaTanbHbIM B aMHUOTUYECKOMN XXUOKOCTU

19 970

83.202498

7027TK XpOMOCOMHbLIN MUKPOMaTPUYHbIA aHanu3
npeHaTanbHbIA B NYyNOBMHHON KPOBU

19 970

83.202499

7027XOP XpOMOCOMHbIN MUKPOMAaTPUYHbIN aHanu3
npeHaTanbHbIA B BOPCMHAX XOPUOHA

19 970

83.202500

7031AX MpeHaTtanbHaa AHK-gnarHocTtuka atakcum
Ppuppenxa

35190

83.202501

7031MK MpeHaTtanbHaa AHK-anarHocTtuka atakcum
®dpuapenxa

35190

83.202502

7031XOP MpeHaTtanbHaa JHK-gnarHocTuka atakcum
Ppuppenxa

35190

83.202503

7032AX MpeHaTtanbHaa [HK-gnarHocTuka MbileyHomn
anctpodum OioweHHa/bekkepa (Prenatal DNA diagnostics of
Duchenne-Becker muscular dystrophy)

24 960

83.202504

7032lK MNMpeHaTtanbHaa AHK-anarHocTuka mbile4yHomn
anctpodum OioweHHa/bekkepa B NynoBMHHOW KPOBU
(Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)

24 960

83.202505

7032XOP lMpeHaTtanbHaa JHK-gnarHocTuka Mbilwe4yHoOMn
anctpodum roweHHa/bekkepa B BOPCMHAX XOPUOHa
(Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)

24 960

83.202506

7033AX MNMpeHaTanbHasA guarHOCTUKa CUHaNbHOM
MbILleYHOW aTpohmn B aMHUOTUYECKOM KupkocTu (Prenatal
diagnostics of spinal muscular atrophy)

15 880

83.202507

7033IK MNMpeHaTanbHas AMarHOCTUKA CNUHaNbHOWN MbILLEeYHOWN
aTpoduu B nynoBuHHom KpoBwu (Prenatal DNA diagnostics
ofspinal muscular atrophy)

15 880

83.202508

7033XOP lNpeHaTanbHasa gMarHOCTUKa CNUHaNbLHOWM
MbIlWeYyHOW aTpocdn B BopcuHax xopmoHa (Prenatal DNA
diagnostics of spinal muscular atrophy)

15 880

83.202509

7034AX MNMpeHaTanbHaa anarHocTuka remocunum (Prenatal
diagnostics of hemophilia)

24 960

83.202510

7034IK MNpeHaTanbHas gnarHocTuka remopunum B
nynoBuHHou KpoBu (Prenatal DNA diagnostics of hemophilia)

24 960

83.202511

7034XOP lMNpeHaTanbHaa guarHocTuka remocpunum B
BopcuHax xopuoHa (Prenatal DNA diagnostics of hemophilia)

24 960

83.202512

7035AX MNMpeHaTanbHasa gUarHoCTUKa CMUHaNbLHOM
MbILWIEYHON aTPpoPM B aMHMOTUYECKOM XKUAKOCTHU (C
NOUCKOM 4YacTbIX NaTOreHHbIX BapnaHToB B reHe SMN1)
(Prenatal diagnostics of spinal muscular atrophy)

24 960

83.202513

70350K MNpeHaTanbHas gMarHOCTUKA CNUHANbHOW MbILEYHOWN
aTpocdum B NynoBMHHOM KPOBM (C MOMCKOM YacTbIX
natoreHHbIX BapuaHToB B reHe SMN1) (Prenatal DNA
diagnostics ofspinal muscular atrophy)

24 960
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7035XOP lNpeHaTanbHas gMarHOCTUKa CNUHaNbLHOWM
MbILWeYHOWN aTpodnm (C NONCKOM HaCTbIX NATOreHHbIX
BapuaHToB B reHe SMN1) B BopcuHax xopuoHa (Prenatal DNA

83.202514 diagnostics of spinal muscular atrophy, SMN1) 24 960
ASTRAIA1 Buoxummnueckun CKpMHUHr 1-ro TpumecTpa
83.202515 6epeMeHHOCTU AnA nporpamMmmbl AcTpans 3300
FBS189 CBo6oaHbIn B-XIMY (cBOGOAHaAA B-cybbeanHmua
XOPUOHUYECKOro roHagoTponuHa vyenoseka) (Free Human
83.202516 Chorionic Gonadotropin, Free HCG) 1690
PAPP161 AccouunpoBaHHbIN C 6epPeMeHHOCTbIO NPOTEUH-A
83.202517 nna3mbl (Pregnancy-Associated Plasma Protein-A, PAPP-A) 1690
83.202518 VENI'TT B3atune BeHo3Hou kpoBu gana I'TT, I'TB-C, I'TI, I'TIrc 325
BP/YHUB YcTtaHoBneHue 6uonornyeckoro poacrtea. QHK-tect
83.202519 YHuBepcanbHbIn 35 650
BX-PRS1 Buoxnmun4yeckni TpomHOM TeCT 2 TpMMecTpa
6epemeHHocTu ana nporpammbl PRISCA (Biochemical triple
test of the 2nd trimester of pregnancy for the PRISCA
83.202520 software) 1320
BX-PRS2 Buoxumun4yeckni TpomHOM TeCT 2 TpMMecTpa
6epemeHHocTu ana nporpammbl PRISCA (Biochemical triple
test of the 2nd trimester of pregnancy for the PRISCA
83.202521 software) 1270
83.202522 BUIMKEHP® VIP-o6¢cneagoBaHme AN XXeHLWWH 18 900
83.202523 BUINMMYXP® VIP-o6¢cnepnoBaHue ans My>X4mH 19 900
F'TB-C2 Nmioko3oTonepaHTHbIN TeCT Npu 6epeMeHHOCTH
(nepopanbHbIN rNOKo30TONepaHTHbIN TecT, I'TT, O TT) Oral
83.202524 Glucose Tolerance Test, Plasma, OGTT, Pregnancy 770
F'TrC2 Mioko3o-TonepaHTHbLIN TECT C onpeAeneHnem
rnoko3bl u C-nenTnaa B BEHO3HOM KPOBU HaTOLaK M nocne
Harpy3ku yepe3 2 yaca (2-Hour Oral Glucose Tolerance Test,
OGTT, Glucose and C-Protein Concentration (Fasting and 2
83.202525 Hours after Load), Venous Blood) 1100
83.202526 T2 NMoKo30-ToNnepaHTHbIN TeCT 540
83.202527 OBC216 OnarHocTuka 6ecnnogus 7 950
OBC224 Xou4y cTtaTb nanoun: ooLweKNIMHNYecKue n
ropMoHanbHble uccriegoBaHus (Become a father: Clinical
83.202528 and hormonal blood tests) 2610
OBC225 Xouy cTtaTb nanon: o6cnegoBaHne Ha UHdeKUun,
nepepaBaemble nonoBbiM NyTemM (Become a father: screening
83.202529 for sexually transmitted infections) 2590
OBC226 XXenyHokamMeHHasa 60ne3Hb: NPYU NOOO3PEHUN Ha
pa3Butue ocnoxHeHun (Gallstone disease: suspected
83.202530 complications) 3610
83.202531 CEPTOBC95P® VIP-o6cneaoBaHme AN XeHLWWH 18 900
83.202532 CEPTOBC96P® VIP-ob6cneaoBaHue ans My>4uH 19 900
83.202533 OBC246 Kapavopuck: npocdpunb ana SCORE2 1810
83.202536 OBC247 NMoparpa, puck (pacump) 3160
83.202537 380(3058) Pemodnop CKkpuH 1270
83.202539 518(3058) XXuakocTHas uuton. wenkn matkm (ManaHukonay) 1270
6931F245 Anuo kypuHoe (f245), IgE, ImmunoCAP (Whole egg
83.202540 (f245), IgE, InmunoCAP) 1 450
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83.202541

6932F79 NntoteH (f79), IgE, InmunoCAP (Gluten (f79), IgE,
ImmunoCAP)

1410

83.202543

OBC95NEW VIP-o6cnegoBaHue ansd XXeHWwuH
(VIP-examination for women)

16 090

83.202544

OBC96NEW VIP-o6¢cnepnoBaHue Anst My>X4uH
(VIP-examination for men)

15310

83.202545

OBC234 ObcnepoBaHMe nepea AMETON ANA CHUXKEHUA MacCbl
Tena: pacwupeHHoe (Examination before weight loss diet:
extended)

7740

83.202546

OBC234G O6cnepnoBaHue nepen AMETON ANA CHUXEHUA
macchbl Tena: pacwupeHHoe (Examination before weight loss
diet: extended)

7740

83.202547

OBC237 ObcnepoBaHMe nepea AMETON ANA CHUXKEHUA MaccChbl
Tena: mmHumansHoe (Examination before weight loss diet:
minimal)

1450

83.202548

OBC238 O6cnegoBaHue nepea AMETON ANA CHUXEHUA Macchbl
Tena: 6asoBoe (Examination before weight loss diet: basic)

3 680

83.202549

OBC238G ObcnepoBaHue nepen AUMeTon Ans CHUXKEHUA
macchbl Tena: 6asoBoe (Examination before weight loss diet:
basic)

3 680

83.202550

OBC239Ab lMNepgnaTpuyeckas naHenb Ankop buo (20
annepreHoB: 10 nuwesBbIXx u 10 pecnupatopHbIx) (Pediatric
Panel), IgE

10 800

83.202551

OBC240Ab PecnupartopHasa naHenb Ankop Buo (20
pecnupaTtopHbix annepreHoB) (Respiratory Panel), IgE

11 540

83.202552

OBC241Ab lMNuuweBasa naHenb Ankop buo (20 nuweBbIX
annepreHoB) (Food Panel), IgE

11 180

83.202553

6HUNT HenmHBa3uBHbIN NpeHaTanbHbIK TecT (HAMNT
Makcumym) (Non-Invasive Prenatal Test (Maximum))

47 150

83.202555

7691LCI JlakTa3Hasa HepgocTaTO4YHOCTL (reH MCM6)

1090

83.202556

TR157 BbicOKO4YyBCTBUTENbHbIA TPONOHUH B cTpaTUdukaumm
KapAMopUucKa CTabunbHbIX aMOynaTopHbIX NauueHToB

770

83.202557

ASTRAIA2 UccnepoBaHue PAPP-A u cB. B-XI'4 B 11-14
Heaenb 6epeMeHHOCTU C pacy4eTOM PUCKOB XPOMOCOMHbIX
aHomanun B nporpamme ASTRAIA

3 860

83.202558

ASTRAIA3 UccnepoBaHue PAPP-A u cB. 3-XI'4 B 11-14
Heaenb 6epeMeHHOCTU C pacy4eTOM PUCKOB XPOMOCOMHbIX
aHoManun, 3agepXkKu pocTa nnoaa, npexaeBpeMeHHbIX
popos, npeaknamncum B nporpamme ASTRAIA

3 860

83.202559

ASTRAIA4 UccnepoBaHue PAPP-A u cB. B-XI''Y n PIGF B 11-14
HeAenb 6epeMeHHOCTU C pacyeTOM PUCKOB XPOMOCOMHbIX
aHoOManun, 3agepXxku pocTa nnoaa, npexaeBpeMeHHbIX
poaoB, MHAMBUAYANbLHOIO pUCKa NpeaknaMmncum B
nporpamme ASTRAIA

6 500

83.202560

PACYETASTR2 PacuyeT pucKkoB XpOMOCOMHbIX aHOManum B
nporpamme ASTRAIA

240

83.202561

PACYETASTR3 PacueT puckoB XpOMOCOMHbIX aHOMarnumn,
3a4epXKn pocTa nnopa, npexaeBpeMeHHbIX poaoB,
npeaknamncum B nporpamme ASTRAIA

360
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PACYETASTR4 PacuyeT pMCKOB XPOMOCOMHbIX aHOManum,
3aQiepXXKu pocTa nnopa, npexaeBpeMeHHbIX poaos,
MHOMBUAYaANbHOIO pMCKa nNpeaksiaMmncum B nporpamme

83.202562 ASTRAIA 360
4064NEW AHTtucochonmnuaHbin CMHAPOM, nabopaTopHble
83.202563 kputepumn (Antiphospholipid syndrome, laboratory criteria) 7 670

6297AB Cmecb copHbIx TpaB (w1-w6-w7-w10-w19), IgE
amo6po3nsa 06bIKHOBEHHas, NONbiHb OObIKHOBEHHas,
HUBAHUK, Mapb 6enas, nocTeHHMUa nekapcrBeHHas, Weed
mixture (w1-w6-w7-w10-w19), IgE common ragweed,

83.202564 sagebrush, white weed, lamb's quarters, wall pellitory 1080
6299AB Acneprunnioc YyepHbin (m33) IgE, Aspergillus niger
83.202566 (m33) IgE 700

6300AB Cmecb annepreHoB aepeBbeB (t1-t3-t7-t8-t9-t10) IgE
KNeH siceHenucTHbIN, 6epe3a 6bopoaaByaras, Ayo, BA3,

MacrnvHa eBponenckas, rpeukun opex, Tree allergen mixture
83.202567 (t1-t3-t7-t8-t19-t10) IgE maple ash, birch, oak, elm, olive, walnut 1080

6301ABb Cmechb ObITOBbLIX annepreHoB (d1-d2-e1-e2) IgE,
Domestic allergen mixture (d1-d2-e1-e2) IgE, Domestic
allergen mixture (d1-d2-e1-e2) IgE Dermatophagoides
pteronyssimus, Dermatophagoides farinae, feline epithelium,
83.202568 canine epithelium 1080

6302AB AnuTtenuanbHasa cMecb
(e1-e2-e3-e4-e5-€70-e81-e85-€86-e100) IgE anuTenui KoLKN,
anuTenuin cobaku, NepxoTb Nnowiaau, NepxoTb KOPOBbI,
nepxoTb CO6aKku, ryCUHbIe Nepbs, ANUTENUNA OBLbl, KYPUHbIE
nepbs, yTUHbIE Nepbsi, NepxoTb KOwWkKu, Epithelial mixture
(e1-e2-e3-e4-e5-e70-e81-e85-€86-e100) IgE feline epithelium,
canine epithelium, horse dandruff, cow dandruff, canine
dandruff, goose feathers, sheep epithelium, chicken feathers,
83.202569 duck feathers, feline dandruff 1080

6303AB Cmecb nuweBas (msaco) (f26-f27-f83-f284) IgE
CBUHMHA, rOBAAWHA, KYPUHOE MACO, MACO uMHAaenku, Food
mixture (meat) (f26-f27-f83-f284) IgE pork, beef, chicken meat,
83.202570 turkey meat 1080

6305ABb Cmecb annepreHoB opexoB (f13-f17-f20-f36-f256) IgE
apaxwuc, hyHAYK, MMHAANb, KOKOC, rpeukui opex, Nut allergen
mixture (f13-f17-f20-f36-f256) IgE peanut, hazelnut, almond,
83.202572 coconut, walnut 1080

6306Ab Cmecb nyroBbIX TpaB
(92-93-g5-g6-98-910-g12-g13-g14-g15-g16) IgE cBMHOpOM
nanbyaTtbii, eXxa coopHas, nneBen, TMMoceeBKa fyroBas,
MATIIUK JTYrOBOW, COPro, poXb NOCEeBHas, OyxapHuK
LUepPCTUCTbIN, OBEC NOCEBHOM, NiUeHULa NoceBHas,
nucoxsocT nyroeon, Meadow grass mixture
(92-g3-g5-g6-98-g10-g12-g13-g14-g15-g16) IgE dog's tooth
grass, cocksfoot, ryegrass, timothy grass, meadow grass,
83.202573 sorghum, rye, Yorkshire fog, oat, wheat, foxtail grass 1080
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6307ABb Cmecb annepreHoB gomaiuHen nbinu (h1-d1-d2-i6)
IgE pomawHan nbinb, Dermatophagoides pteronyssinus,
Dermatophagoides farinae, TapakaH-npycak, Domestic duct
allergen mixture (h1-d1-d2-i6) IgE domestic dust,
Dermatophagoides pteronyssinus, Dermatophagoides

83.202574 farinae, cockroach (croton-bug) 1080
83.202575 6308AB Kedoup (f63) IgE, Kefir (f63) IgE 700
83.202576 6309AB KyHxyT (f10) IgE, Sesame seed (f10) IgE 700

6317AB Cmech KneweBbIX anfepreHoB
(d1-d2-d3-d70-d71-d72-d73-d74) IgE, Sesame seed (f10) IgE,
Mite allergen mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE
Dermatophagoides pteronyssinus, Dermatophagoides
farinae, Dermatophagoides microceras, Acarus siro,
Lepidoglyfus destructor, Tyrophagus putreus, Glycophagus
83.202577 domesticus, Euroglyphus maynei 1080

BP/PI1 YcTaHOBRNeHne 6MoONornyeckoro poacTea B
OTHOLUEHUM POAUTENILCKOWN Napbl - NpeanonaraemMbin oTeu,
npepnonaraemas matb (Establishment of biological
relationship in relation to the parent couple - putative father,

83.202579 putative mother) 14 650

83.202580 OBC242 Xene3sopeduunuTHaa aHemus 2150

83.202581 OBC243 KoachpunumeHT HacbiweHus TpaHcdeppuHa 850
0OBC244 Oowan xene3ocBsA3biBaloLasgs CNOCOOHOCTb

83.202582 CbIBOPOTKMU 440

83.202583 OBC245 lNpotenHorpamma 430
OBC46NEW ExerogHas npocdunaktmka: paclUMpeHHbIN

83.202584 (Annual prevention: extended) 5690
OBC79NEW «3aopoB Tbl — 3a0poBa cTpaHa» (You are healthy

83.202585 — Your country is healthy) 10 660

OBC55NEW AHTudocchonunnaHbii CUHAPOM,
na6opartopHbie kputepumn (Antiphospholipid syndrome,

83.202586 laboratory criteria) 6 270
OBC60NEW O6cnepoBaHue noyek: pacwupeHHoe (Tests for

83.202587 kidney disease: extended) 4470
OBC61NEW O6cnenoBaHue noyek: CKpMHUHT (Screening

83.202588 kidney function tests) 2 360

OBC124NEW OueHka MeTabonuama KOCTHOW TKaHU U pUcCKa
ocTeonopo3sa: pacwmpeHHoe o6cnepoBaHue (Bone
metabolism and osteoporosis risk assessment: extended

83.202589 panel) 8 580
OBC71NEW JlabopaTopHas AgMarHoCTUKa octeonoposa
83.202590 (Osteoporosis Lab Test Panel) 3150
83.202591 AOBC1 STOPDEF 9920
83.202653 5121PLU UI'X-gnarHocTtuka metacrasos, PL| 56 690
83.202654 5119PL UIN'X-gnarHocTuka JIN3, PL 56 690
83.202655 5120PLU UI'X-gnarHocTtuka metacrasos, PL| 56 690
83.202656 5118PL UIN'X-gnarHocTuka JIN3, PL 56 690
83.202657 OBC255 [lnarHocTuka 3aboneBaHU CIM3UCTON Xenyaka 6 780

702863 UccnepoBaHue reHa npoTpomMOuHa (unu cpakTopa
koarynsiuum Il), nonumopcunam F2 (20210 G>A), 6e3 onucaHusa

83.202661 pe3ynsLTaTtoB BPa4OM-reHeTUKOM 1090
83.202662 703863 nonumopdcusm 66A>G reHa MTRR 1530
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83.202663 703763 nonumopdcusm 677C>T reHa MTHFR 1750

83.202664 703963 nonumopdusm (—675 5G>4G) reHa PAI-1 650

83.202665 OBC258 NMHekomacTus 4620
703663 UccnepoBaHue reHa chmbpurHasbl (unu pakTopa

83.202666 koarynsiumm Xlll), nonnmopduam F13 ¢.103G>T 550

83.202667 702963 nonumopduam 1691 G>A reHa F5 1090

83.202782 OBC249 lNocne 6epemMeHOCTU, pOAOB 5 570

83.202783 OBC251 [lnarHocTuKa ansneproyiormyeckoro npouecca 2150
OBC252 PacwumpeHHaa guarHocTuKa anneprosyiormieckoro

83.202784 npouecca 2720

83.202785 OBC126NEW OueHka puckoB pa3BuUTus ocrnoxHeHun (XOBJ) 2710
OBC248 JlabopaTopHoe ob6cneaoBaHme npu otekax (Lab tests

83.202786 for edema) 3710

83.202787 OBC254 YcuneHHoe BbinageHue BoONoc 13 050

83.202788 OBC250 N'emoxpomarto3s 2480

83.202789 OBC253 lNpobnemHas Koxa, KOMMNIEeKCHOe nccrnegoBaHue 18 010
OBC260 OueHka (pyHKLIMOHANBbHOIO COCTOAHUSA NEeYEeHU U

83.202790 noaxxesnyao4yHOM xenesbl 5470

83.202791 442-P NoceB Ha Candida u Cryptococcus, AMY (P) 1670

83.202792 515UINX UI'X kocTtHoro mo3ra 65 090

83.202793 OBC261 MNMporHo3 acdpcpekTuBHOCTM ACUT: 3nakoBblie TpaBbl 4 080

83.202794 OBC262 Anneprusi Ha MOJOKO 10 790
OBC263 lNporHo3 adpcpekTuBHOCTM ACUT: ByKkouBeTHbIe

83.202795 aepeBbs 4 850

83.202796 OBC265 lNMporHo3 achchekTuBHocT ACUT: CopHble TpaBbl 9 480

83.202797 OBC271 CuHpgpowm pasgpaxeHHoro kuwe4vHuka (CPK) 10 680

83.202798 6828IM MNMaHenb "Ak3ema" IgE, ImnmunoCAP 6 290
OBC278 XeHckoe 3gopoBbe 18+: paclumpeHHoe

83.202799 obcnepoBaHue 15 530

83.202800 OBC279 XeHckoe 3popoBbe 18+: VIP o6¢cnegoBaHue 34 690

83.202801 6826IM NaHenb "Actmal/punut getn" IgE, ImmunoCAP 8180

83.202802 3255CB Bupyc renatuta D, PHK (kon.) 700

83.202803 BP/YHUB-OON BEP/YHUB-O0IN 7710

83.202804 OBC290 lNoBbIWeHHaaA YTOMIAEMOCTb 4730
OBC288 O6cnegoBaHMe NpU XPOHUYECKON cepaeyHomn

83.202805 HepocTaTo4yHocTU (XCH) 6710
OBC289 lNcopunas. O6cnegoBaHue nepea HasHa4YeHUEM

83.202806 CUCTEeMHOMN Tepanuun 3940

83.202807 PACYETAPUTMO APUTMOTECT 1310

83.202808 APUTMOTECT AputmorecTt 11 540

83.202809 OBC292 Ketoamera (Keto diet) 5500
83.140 140 AnnoMMMyHHbIe aHTUTena BKNnYas aHTuTena K

83.202810 Rh-aHTUreny 750
OBC293 ButamuH D 1 MUHepanbHbIi OOMEH: KOMMNJIEKCHOe

83.202812 nccnepoBaHue AnNA neTen 2 640

83.202813 50110LLPK UTIX-uccneposanue OLLDK 22 040
761763 UccnepoBaHue nonumopduama 10976G>A reHa F7
(npokoHBepTUHa-tpakTopa Koarynauuu Vi), 6e3 onncaHms

83.202814 pe3ynsLTaTtoB BPa4OM-reHeTUKOM 550
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OBC74NEW Buoxnmusi KpOB1U: MUHMMAanbHbIN Npodunb

83.202815 (o6weTepaneBTUYECKUN) 2 560
83.202816 OBC73NEW Bnoxnmus KpoBu: pacluMpeHHbIN npodunb 4 350
83.202817 OB5C294 UHeKUMOHHBLIN MOHOHYKIEO03 3100
83.202818 5144UT'X KomnnekcHaa UIMX xpoHM4eckoro aHaomeTpuTa 10 490
83.202819 5145UI'X KomnnekcHaa UIMX xpoHU4yeckoro aHaoomMeTpuTa 10 490
83.202820 OBC296 MarHun u ButamuH B6 (Magnesium and vitamin B6) 2970
83.202821 AOBC2 CheckUp PROtelo 11 100
83.202822 OBC295 ButamunH D, marHumn, Kanbuumn u xeneso 3000
83.202823 150P PeTukynouuTtbl,pacluMpeHHOe uccreaoBaHue 650
83.202824 OBC297 XenesopecduunmtHasa aHeMunsa paclumpeHHas 2470
OBC300 XpoHuyeckum uMcTuUT y xeHuwuH (Chronic cystitis in
83.202825 women) 4710
OBC299 O6cnegoBaHMe NMpU CUCTEMHOM KPpacHOM BosYaHke,
83.202826 MMMYHOJIOrn4YecKue Kputepum 11 010
6777T4 INlewmHa o6bIKHOBeHHasn (opelHuk) t4 IgE
83.202827 (ImmunoCAP) 1420
83.202828 6775TX5 MNbinbua aepeBbeB, tx5 IgE INnmunoCAP 1540
83.202829 6774EX71 Nepo aom.nTuubl, ex71 IgE ImmunoCAP 1480
83.202830 6773T2 Onbxa cepas t2, IgE (ImmunoCAP) 1420
OBC81NEW lNpo6nembl HeBbIHaWIMBaHUA: ayTOUMMYHHbIN
83.202831 npoduns (Problems of miscarriage: autoimmune profile) 5720
83.202833 757163 Nonumopcdunsm 1298 A>C reHa MTHFR 1240
83.202834 758163 Nonumopdusm 2756A>G reHa MTR 1310
77718/19 AHK-TecT Ha HALMOHAaNbLHOCTbL NO MaTePUHCKOMN U
83.202835 Mo OTLLOBCKOW NNUHUMU 18 880
83.202836 OBC309 CkpbITbI AethuuunT Kenesa 1250
83.202837 1258ALB AnboymuH 4190
83.202838 4410AA BbicTpbin noceB moun, OAA n A4 1980
83.202839 447-® buoueHos Bnaranuwa, AB4, AMY, Yb®d, mukpockonus 1 560
OBC4069 CuctemHasn kpacHasa Bon4yaHka (CKB), MOHUTOpUHF
83.202840 aKTMBHOCTMU npouecca 2090
OBC304 MukpoanemMeHTbl U BATaMUHbI, BaXHble Ans
83.202841 nogaepxaHusa PyHKLUN LWMTOBUAHOM Xene3bl 5970
83.202842 CAROMED MHpekc nncynunpesucteHtHoctu CARO 10
83.202843 OBC306 Myxckoe 3aopoBbe: 45-65 neTt 23930
PACYETALB/GLO Anb6ymMuH/rnobynmH cooTHoLlleHue,
83.202844 pacueTt 10
83.202845 OBC305 XeHckoe 3popoBbe: 45-65 net 22 040
83.202846 OBC308 Myxckoe 3gopoBbe 45-65 net: VIP o6cnenosaHue 63 720
83.202847 OBC307 XeHckoe 3nopoBbe 45-65 neT: VIP o6¢cnepoBaHue 61 520
83.202848 OBC63NEW Bonu B cycTtaBax: pacluMpeHHoe obcneaoBaHue 9 230
OBC303 JlabopaTopHasa AMarHocTUKa
83.202849 AHLIA-accouMnpoBaHHbIX BaCKynuToB 4 400
83.202850 OSM OcmMmonApHOCTb CbIBOPOTKN KPOBU 10
83.202851 OAA OAA 300
OBC175NEW lNopmoHanbHoe ob6cnegoBaHue ANA XeHWMWH B
83.202852 nepuoa MeHomnaysanbHOro nepexoaa, MUHMMaribHoe 2090
OBC310 NopmoHanbHoOe obcnefoBaHMe ANA XKEHLMWH B
83.202853 nepuoa MeHomnay3sanbHOro nepexoaa, pacluMpeHHoe 4 290
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OBC311 JlabopaTopHbIM KOHTPONb MeHoNnay3asribHOW

83.202854 ropMoHanbHOM Tepanuu 3770
OBC312 CucteMHble peTUHOMAbI: N1abopaTopHbIN KOHTPOIb

83.202855 Tepanuu akHe 3660
OBC106NEW lNnocnutanusauus B XMpypruieckum craumoHap:

83.202856 paclmpeHHoe obcnegoBaHne 5450

83.202857 OBC78NEW lNnocnutanusaums B XMpypruieckuim craumoHap 4 400

83.202858 OBC77NEW lNnocnuTtanusauusi B TepaneBTUYECKUN cTalMoHap 3870
6312EX1 Cmecb annepreHoB anuTenuMa AoOMallHUX

83.202859 XUBOTHbIX, IgE (mix ex1), IMMUNOCAP 1750
OBC321 LuToBUAHasn xenesa: ropMoHanbHbIM Npodunb

83.202860 (Thyroid function assessment) 930

83.202861 OBC319HCK PaccTtponcTBa nuweBapeHus y geten 3-12 net 3600
OBC322 Insa HaYUMHaKOLWMNX CNOPTCMEHOB (C OLLeHKOW

83.202862 reHeTU4YeCKOWn npeapacnosnioXXeHHOCTU K CNOpTY) 12 590
OBC316HCK PacwupeHHoe obcnenoBaHue ansa geteu ot 12

83.202863 Ao 17 ner 2870
OBC315HCK PacwumpeHHoe o6cnengoBaHue ona getem ot 1 oo

83.202864 11 net 3190
OBC314HCK MnHnmanbHoe oocrnegoBaHue onsa aeten ot 1

83.202865 Ao 11 net 1 500
OBC313 MuHumanbHoe ob6cnenoBaHue ansa aeteu ot 12 po

83.202866 17 ner 1130
6318Ab Cmecb annepreHoB copHbix TpaB (WMS5) IgE (Weed

83.202867 allergens mix WM5, IgE) 720
OBC323 JTabopaTopHbIN KOHTPOJb 3aMeCTUTENbHON Tepanuun

83.202868 TECTOCTEPOHOM Y MYXK4MH 2610

83.202869 OBC324 3gopoBbe Noa KOHTponem 1040
OBC326 JlabopaTopHoe ob6cneaoBaHue nepen NpUMEHeHuem
npenapaTtoB cemarnytuaa/nuparnytuaa/tupsenarmpa:

83.202870 MUHUManbHbIK Npodunb 2 840
OBC327 JlabopaTopHoe ob6cneaoBaHue nepen NpUMeHeHuem
npenapaTtoB cemarnytuaa/nuparnytuaa/tupsenarmpa:

83.202871 paclupeHHbIn npodunb 6 700
OBC328 JTabopaTopHbIN KOHTPOJIb COCTOSIHUA 340POBbA NPU
npuMeHeHun cemarnyTuga/nuparnytmpalTupsenaruaa:

83.202872 MUHUManbHbIK Npodunb 1250
OBC329 JTabopaTopHbIN KOHTPOJIb COCTOSIHUA 340POBbA NPU
npuMeHeHun cemarnyTuga/nuparnytmaa/Tupsenaruaa:

83.202873 paclupeHHbIn npodunb 5890
OBC276 Myxckoe 3aopoBbe 18-45: 6a3oBoe ob6cneaoBaHue

83.202874 (Men's Health 18-45: basic examination) 3450
OBC281 Myxckoe 3aopoBbe 18-45: pacwmpeHHoe

83.202875 ob6cnepoBaHue (Men's Health 18-45: extended examination) 15 840
OBC280 Myxckoe 3gopoBbe 18-45: onTumanbHoe

83.202876 obcnepoBaHue (Men's Health 18-45: optimal examination) 7 020
OBC267 XeHckoe 3gopoBbe 18-45: onTumanbHoe

83.202877 ob6cnepoBaHue (Women's Health 18-45: Optimal Examination) 7 440
OBC317 BuisiBneHue Bo3dyauteneun UMMM B cekpeTe

83.202878 npocTaTthbl, IKynaTe 1 040

83.202880 OBC332 UHeKkuna MmoYeBbIBOASALLMX NyTEN 1880
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OBC331 O6cnegoBaHue nepea AMEeTON ANA CHUXEHUA Macchbl
Tena u nopbopa paunoHa NUTaHus (C BKITKOYEHMEM

83.202881 HYTPUTeHeTUKMN) 25190

83.202886 OBC330HCK Kuwe4Hble napasuTbl 1000
1991-K Anneprounn ALEX3 (Allergy Explorer 3), no 300

83.202887 anneproTrecToB 26 450
OBC335 XeHckoe 3gopoBLE 56+: paclwumpeHHoe

83.202888 obcnepoBaHue 12170
OBC334 XeHckoe 3gopoBbe 46-55: onTumanbHoe

83.202889 obcnepoBaHue 5240
OBC336 XeHckoe 3gopoBbe 56+: onTuManbHoe

83.202890 obcnepoBaHue 8 600
OBC333 BbisBneHue Bosdoyautenen UMMM (naToreHbl,

83.202891 yCNOBHbIe naTtoreHbl), 3akynar, MNUP 2090

83.202892 VIT02 MoBbiweHHasn yTomnsaemocTtb (Vit) 4730
VIT03 CunbHble BONOCHI, Kpenkue HOrTu, 6apxaTHas Koxa

83.202893 (Vit) 3 590

83.202894 VIT01 Mpobnembl Beca 3680
OBC341 CaxapHbin anabeT 2 TMNa: reHeTU4YeCKUM PUCK U

83.202895 TeKyLwwmn craTyc 4 090

83.203125 AN1227KIn BETINAB - Uccn-Hue knewa (MLUP) 3990

83.203127 OBC45 AHanusbl ANA AeTCKOro caga v LWKonbl 1900

83.203130 AN303KILL BETIIAB - Babesia spp. (MLP) 1050
AN304KJILL, BETJIAB - Boppenusa (Borrelia burgdorferi sensu

83.203131 lato) 1050

83.203132 AN324KIL BETINAB -9pnuxus (Ehrlichia canis) 1050
AN302KJILL, BETJIAB - AHanna3sma (Anaplasma

83.203133 phagocytophilum) 1050

83.203147 511CTEKIO UsrotoBneHue ctekna N 3140

83.203148 33127HCK PHK BupycHbIX MHdeKunu B Kane 1 360

83.203149 33128HCK BbakTepuanbHble U BUPYCHble UH(heKLUM B Kane 2 690

83.203150 5110-5 KoHcynbTauus ructonormyeckux npenaparons 2 860

83.203151 5110-10 KoHcynbTauus ructonormyeckux npenaparos 3 960

83.203152 5110-15 KoHcynbTaums ructonorM4eckmx npenaparos 5320
5110-20 KoHcynbTauusi roToBbIX FMMCTONOrMYECKUX

83.203153 npenaparoB 6 490
5110-25 KoHcynbTraums rotoBbIX FrMCTONOrMYeCKUX

83.203154 npenaparoB 7 680

83.203155 5110-30 KoHcynbTauus ructonorMyeckux npenaparos 8 900

83.203156 5110-35 KoHcynbTraums ructonorM4eckmx npenaparos 10 120

83.203157 5110-40 KoHcynbTauusi ructonorM4eckux npenaparos 11 530

83.203158 4057NEW Ceponornyeckuin CKpUHUHI Lienmakum 1430

83.203159 537(2AT) UT'X (2AT) 10 680

83.203160 537(3AT) UT'X (3AT) 14 540

83.203161 537(4AT) UT'X (4AT) 18 510

83.203162 537(5AT) UT'X (5AT) 22 370

83.203163 537(6AT) UI'X (6AT) 26 230

83.203164 537(7AT) UT'X (7AT) 32180

83.203165 537(8AT) UI'X (8AT) 36 040

83.203166 537(9AT) UT'X (9AT) 40 450
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83.203167 537(10AT) X (10AT) 44 310

83.203168 OBC256 OBapuanbHbIi pe3epB: MUHU-NpOthUNb 2630

83.203169 OBC257 MNpobnembl Beca y My>X4uH 5940
5115K Immunohistochemical diagnostics of chronic
endometritis — identification and counting of immunopositive

83.203170 plasma cells (CD138) 8 390

83.203171 537NMUINX Urx (1 m.) c AT BbICOKOM LIeHOBOW KaTeropumu 5760
OBC259 flnarHocTuka TpoM6ochunNnun: reHeTUYeCKue
uccnenoBaHua U haktTopbl pucka (Diagnosis of

83.203172 thrombophilia: genetic studies and risk factors 7700

83.203173 7133FL leH FLG 4.M.:MxTnO3 BynbrapHbin 10 490

83.203174 OBC264 Anneprusa Ha Aanuo 9 820

83.203175 511T'UH N1cTonornyeckoe nccneaoBaHMe COCKO6oB 3140

83.203176 OBC266 XeHckoe 3nopoBbe 18+: 6a3zoBoe o6¢cneaoBaHue 3050

83.203178 511-1K 'vmcTt. uccnepoBaHue mat-na 1 knacca 3140

83.203179 511-2K NucT. nccnepgoBaHme maTt-na 2 Knacca 5240

83.203180 511-3K 'mcTt. uccnepoBaHue mat-na 3 Knacca 6 290

83.203181 511-4K NucT. nccnepoBaHme maTt-na 4 Kknacca 11 030

83.203182 511-5K N'mcTt. uccneposaHue mat-na 5 knacca 17 840

83.203183 511KOX NicTonornyeckoe nccnegoBaHme HOBOOOP. KOXN 2610

83.203185 1646GRF Kny6. counstp. (¢op. LLiBapua) 230

83.203186 OBC270 NoHKa repoeB 2420

83.203187 5114K UTX CD138 8 390

83.203188 OBC272 BU4, cudmnuc, renatutol B, C (4 TecTa) 1120

83.203189 6827IM NaHenb "AcTtmal/puHut B3pocnbie” IgE, ImmunoCAP 6 290

83.203190 OBC273 lNcnuTtanbHbIM Npothunb: CTaHAAPTHbLIN 1 560

83.203191 51101MCK Mopdd. aunar. a3BeHHOro konuta n 6onesHn KpoHa 3770
OBC274 Ceponorn4yeckas gMarHocTuka napasmTos3oB,

83.203192 6a3oBoe ob6cnegoBaHue 4 860
OBC275 Ceponoruvyeckas guarHoctvka napa3umTos3oB,

83.203193 paclimpeHHoe obcnegoBaHne 9 400

83.203194 5800LGAHP OLGA-system, Helicobacter pylori 4 500
OBC277 Myxckoe 3agopoBbe: VIP o6¢cnegoBaHue 18+ (c

83.203195 OLIEHKOW reHeTU4YeCKMX PUCKOB) 35 280

83.203196 OBC282 lNpobnembl Beca y Aeten U NOAPOCTKOB 1700
OBC283 OuddepeHumanbHaa AMarHOCTUKA OCTPbIX

83.203197 BUPYCHbIX renatutoB A, B, C: paclumpeHHbIn npocunb 3630
OBC284 HemHBa3nBHas AMarHOCTUKa XPOHUYECKOro

83.203198 racTpuTa: MUHUManbHbIN 6 490
OBC285 HemHBa3nBHas gMarHOCTUKa XPOHUYECKOro

83.203199 racTpura: pacliMpeHHbIN 8 590
OBC286 N cnutanbHbIM npocduns: BUY, renatuTel B, C,

83.203200 cudmnuc (TpenoHeMHbIN TeCT) 1250
OBC287 OuddepeHumanbHaa AMarHOCTUKA OCTPbIX

83.203201 BUPYCHbIX renatutoB A, B, C: MMHMManbHbIN npodunb 2240

83.203204 93/94 Npynna KpoBu u pesyc-thaktop 600
OBC291 ButamuHbl U MUHeEpansbl, y4yacTBylowme B

83.203205 noaaepXXaHUM UMMYHHOM 3aWUThbI 8 810

83.203206 MM CknHbTe Macky 3 800

83.203207 51106 MCK BuoncuiHas agMarHocTuka uenvmakmm 3140
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83.203208 158DM Konporpamma, uudpoBasi MUKpOCKONUA 930
83.203209 1881-K Anneprounn ALEX2, no 300 anneprorectoB 24 050
OBC298 OuarHocTuka BuTamunH B12- u ponneBogecmumtHom
83.203210 aHemMuun 1990
83.203211 OBC64MOD2 bonu B cyctaBax: CKpMHUHIr MOD2 3870

OBC301 luarHocTuka GbICTpONpPOrpeccupyroLLero
83.203212 rnmomepynoHedpuTa, pacluMpeHHbIN npocdpunb 8 600
83.203213 OBC87NEW BbepemeHHOCTb: 3-1 TpumecTp (28-40 Hepenb) 2 050
OBC85NEW2 BepemeHHOCTb: 1-11 TpumecTp (1-13 Hepenwm)
83.203214 uwnu 1-n BU3uT 6 210
OBC244HCK O6uwas xene3ocBsi3biBaloLass CNMOCOOHOCTb
83.203215 CbIBOPOTKMU 440
OBC338 Myxckoe 3aopoBbe 66+: onTMmManbHoe
83.203231 obcnepoBaHue 8 070
OBC337 ObcnepoBaHMe nepea Ha3Ha4YeHUEM
KOMOWHUPOBaHHbIX OpanbHbIX KOHTPaLEenTUBOB (C OLIEHKOW
83.203232 reHeTU4YeCKNX PUCKOB) 3870
OBC339 Myxckoe 3aopoBbe 46-65: onTumanbHoe
83.203233 obcnepoBaHue 6710
OBC340 ObcnepoBaHMe nepea Ha3Ha4YeHUEM
83.203234 KOMOWHMPOBaHHbIX OpalNbHbIX KOHTPaLenTUBOB 1250
83.203236 6857F423 Apaxuc, rAra h 2 (f423) IgE, InmunoCAP 2950
83.203237 1570CK UccnepoBaHue CIOHHbLIX KAMHeN 4710
83.203238 2HUNTI 2HUNTKK-EVOGEN 39 800
83.203239 VIT04 (Halsa) NMopaepxka MMMyHUTeTa 5990
83.203240 VIT05 (Halsa) NamaTb u BHUMaHue 3890
83.203241 VIT06 (Halsa) Pabota co cTtpeccom 3 690
83.203242 AOBCS8 Sugar Pulse CA1 pacuw 10 190
83.203243 VIT15 (Halsa) 3popoBoe cepaue 1 cocyabl 2 390
83.203244 VIT16 (Halsa) 3aopoBble koxa, BONOCbl U1 HOITU 3990
83.203245 VIT17 (Halsa) QHeprus n 6oapocTtb 3990
83.203246 VIT18 (Halsa) CnopTuBHbIe pe3ynbraThbl 2490
83.203247 VIT19 (Halsa) CoH u cnokouncTBue 1490
83.203248 VIT11 (Halsa) Jlerkoe nuweBapeHue 4 090
83.203249 VIT13 (Halsa) )KupHas koxa, akHe 2890
83.203250 VIT12 (Halsa) Monogas mama 4790
83.203251 VIT09 (Halsa) KoHTponb Beca 2 890
83.203252 VIT14 (Halsa) CobanaHcupoBaHHbIN pauyoH 4 090
VIT07 (Halsa) OueHka ropMOHanbHOro ooHa — Ans XeHLWwmH
83.203253 penpoAyKTUMBHOro Bo3pacTa 2 390
VIT08 (Halsa) OueHka ropmoHanbHoro ooHa — Asns XXeHLUH B
83.203254 nepuoa MeHomnay3anbHOro nepexoga 2490
83.203255 ANMTNOEPMYX AITUDEP npodunb ans My>X4nH 16 290
83.203256 ANMNOEPXEH AITU®EP npocdmnb AN XKeHLWMUH 17 990
VIT10 (Halsa) MNoarotoBka k 6epeMeHHOCTU: KOPppPeKLM1A
83.203257 aedvuntos 4190
83.203258 6328IM PecnupaTtopHas naHenb ImmunoCAP 9 590
83.203259 6329IM lNeaunaTtpuyeckas naHenb 10 590
83.203260 6330IM NMuweBasa naHenb ImmunoCAP 12 490
83.203261 6331IM CmewaHHasa naHenb ImmunoCAP 9790
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83.203262 OBC320 KatexonamMunHbl, CEPOTOHUH 2190
83.203263 ABAHIAPO1 HoBu4oK ce30Ha 960
83.203264 ABAHI'APO2 OcHoBHoM cocTas (XK ABaHrappn) 2790
83.203265 ABAHIAPAO3 Cepaue komaHAabl. Mpodunb ana MyX4YmH 3850
83.203266 ABAHIAPL4 Cepaue komaHAabl. Mpodunb Ans XeHWuWH 3435
83.203267 OBC344 Komnnekc Mapa3uTtbl: onTMManbHbIN 3990
83.203268 159C-Al' AHanu3 kana Ha sanua renbMuHTOB (NO KaTto) 370
124I'T1 HacneacTBeHHbIe crnyyan paka MONMOYHOM Xene3bl
83.300000 n/unn Aan4yHukoB, 2 reHa (reHbi BRCA1, BRCA2) 5 540
124I'T/B3 HacnepacTBeHHbIE Cllyvyan paka MOJSIOMHOM Xene3bl
n/vnn An4YHuKoB, 2 reHa (reHbl BRCA1, BRCA2) 6e3
83.300001 3aKNnYeHUA Bpada-reHeTMKa 4 650
OBC80 XeHckni ropMoHanbHbIN Npodhunb: AMcehyHKUUA
83.300002 AnYyHukos, HML| 4 280
83.300003 OBC75 LliuToBMAaHasn xenesa: pacwmpeHHoe obcnenoBaHue 1970
BP3/20 YcTaHOBNeHne 6MONOrM4ecKoro poacTea AnsA OgHOro
83.320000 13 poauTenen npu 6eccnopHom poacTee apyroro (3 yen.) 20 150
BPPOST [ocTaBka pe3ynsrata uccnegoBaHus no
onpeaeneHno 6Monornyeckoro poacTea B 3ane4ataHHOM
83.320001 KOHBepTe B MEAULIMHCKUW LeHTP 1260
777731 LUntoreHeTu4eCKNn aHanu3 KneTok KOCTHOro Mo3ra
83.777731 (xkapuotun) 7730
777732 AHanu3 xumepHoro reHa BCR/ABL - t(9:22),
onpeaeneHue Tuna tpaHckpunta BCR/ABL rena - NUP,
83.777732 KayecTB. 4160
777733 AHanu3 oTHOocUTenbHOM aKkcnpeccum reHa BCR/ABL
-konuyecteeHHas RQ MUP (MUP B peanbHOM BpeMeHMU,
83.777733 KOnun4.) 6 230
83.777734 777734 AHanuns xumepHoro reHa BCR-ABL (FISH, konuu.) 11 140
83.777735 777735 Ananus nepectpoek reHa PDGFRa (FISH, konuu.) 11 140
83.777736 777736 AHanus nepectpoek reHa PDGFRB(FISH, konuu.) 10 860
777737 Ananus xumepHoro reHa FIP1L1/PDGFRa(FISH,
83.777737 KOnun4.) 11 140
83.777738 777738 AHanu3 mytaumm B 12 ak3oHe JAK2 rena (MLUP, kau4.) 6 570
83.777739 777739 Ananus mytaummu n geneuumn B reHe MPL (MUP, kau.) 6 590
777740 AHanu3 myTauuu, aeneuun, uHcepuumn B reHe CALR
83.777740 (NUP, ka4.) 6 590
83.777780 777780 AHanu3 TpaHcnokauuu t(8;14) (6nokn) 24 870
83.777781 777781 AHanus nepectpoek reHa MALT1 (6noku) 24 870
83.777782 777782 AHanu3 TpaHcnokauuu t(4;11) 14 470
83.777783 777783 AHanus TpaHcnokauum t(14;18) (6nokm) 24 870
83.999996 HNAT Mpo6onoaroroska (HMAT) 270
83.999997 KIr'CT MNMpo6onoarotoska (KFT'UCT) 110
83.999998 KXL| NMpo6onoaroroBka (KXLI) 350
83.999999 MMM3C MNMpob6onoaroroBka (CLIBOPOTKA KPOBU) 750
1318110 MarHmi, pasoBas nopuus Mo4m (C KpeaTMHUMHOM U
83.1318110 pacyeTom mMarHUM/KpeaTUHUH OTHOLLEHUS) 700
1458110 OkcanaTbl, pa3oBas NopLUs MO4YU (C KPeaTUHUHOM U
83.1458110 pac4yeToM HOpManu3oBaHHOIO NO KpeaTMHWUHY NoKasaTens) 1770
83.7777102 7777102 MyNeuro. Kids 10 395
83.7777104 7777104 leHeTnyeckasa naHenb "MyFeminity" 13 990
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83.7777105 7777105 N eHeTu4yeckan naHenb "MyFeminity Age+" 13 990
83.7777106 7777106 NeHeTu4yeckasa naHenb "MyBalance" 13 990
7777107 NeHeTnyeckasa naHenb "MySugar” (MySugar Genetic
83.7777107 Panel) 13 990
83.7777108 7777108 NeHeTu4yeckasn naHenb MyAtherosclerosis 4990
83.7777109 7777109 lNeHeTn4yeckasa naHenb MyObesity 3490
83.7777110 7777110 NeHeTn4eckas naHenb MyDiabetes 2990
83.7777111 7777111 l'eHeTn4yeckana naHenb MyVitamins Lite 3990
83.7777112 7777112 NeHeTn4eckaa naHenb MyVitamins 19 900
83.7777113 7777113 NeHeTnyeckas naHenb MyFit 12 990
83.7777114 7777114 N'eHeTnyeckasa naHenb MyCollagen 6 990
83.7777115 7777115 NeHeTnyeckan naHens MyBaby 10 900
83.7777116 7777116 NeHeTn4eckasa naHenb MyVitaminB 2990
83.7777117 7777117 N'eHeTnyeckas naHenb MyVitaminD 1990
83.7777118 7777118 NeHeTn4eckas naHenb MyLipid 3990
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